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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
IN 


TMTOP'O IDTITWT 

Dm CKlr 1 lUIM 


D A/AT TTC 

r VALrUli 




12804667 


gi|125046o/|gb|AArl0175<5 .l|AAHU175o (-BCOOl/Do; 
hypothetical protein FLJ20758 [Homo sapiens] 


0.000000005 


on 


9795608 


gi|979560o|gb|AAr9o42o.l|AC021044_5 (AL021044) 
Unknown protein [Arabidopsis thaliana] 


0.7 


01 


13631937 


gi|13631937|reijXP_p01412.3| metal-regulatory 
transcription factor 1 [Homo sapiens] 


0.0004 


92 


14574479 


gi|14574479|gb|AAF60869.2| (AC024856) Hypothetical 
protein Y71G10AR.2 [Caenorhabditis elegans] 


0.15 


93 


14970562 


gi|14970562|emb|CAC44371.1| (AJ292465) WDR9 
protein, form A |Homo sapiens] 


2E-16 


98 


12855751 


gi|12855751|dbj|BAB30445.1| (AK016814) putative 1 
[Mus musculus] 


3.1 




11498284 


gi| 1 1498284|refp?J)695 10. 1| adenylate kinase (adk) 
[Archaeoglobus fulgidus] sp|029581|KAD__ARCFU 
ADENYLATE KINASE (ATP-AMP 
TRANSPHOSPHORYLASE) pir||D69334 adenylate 
kinase (EC 2.7.4.3) - Archaeoglobus fulgidus 
gb|AAB90565.1| (AE001058) adenylate kinase (adk) 
[Archaeoglobus fulgidus] 


4.00E-13 


104 


C\C\1 AlvlQ 

9910248 


gi|9910248|ref|NP_064579.1| GL004 protein [Homo 
sapiens] gb(AAF86949.1|AF226049_l (AF226049) 
OL004 [Homo sapiens J 


1 A AC QZ. 


; los 


7302191 


gi|7302191|gblAAF57287.1| (AE003784) CG7856 gene 
product [Drosophila melanogaster] 


1 AA"ELl_AA 

1.00E+00 


106 


12005513 


gi|120055 13|gb|AAG44486. 1|AF246239_1 (AF246239) 
AD030 [Homo sapiens] gb|AAG44658.1|AF258660_l 
(AF258660) AD033 [Homo sapiens] 


O r\ AT? 

2.00E-73 


108 


13874435 


gi|13874435|dbj|BAB46923.1| (AB000782) cerebral 
protein- 10 [Homo sapiens] 


4.UUb-U4 


109 


14783375 


gj|14783375|ref|XP J)45533.1| protein predicted by 
clone 23627 [Homo sapiens] 


1.60E-01 


110 


7229532 


gl| / ZZy3^Z|gD|AAr4Zo0j. x|ArZZjyZ*f_l ^/\rzzjyz*t^ 

staufen [Drosophila virilis] 


3.30E+00 


112 


14775931 


gi|14775931|ref|XPJ)49935.1| hypothetical protein 
FLJ14950 [Homo sapiens] 


3.00E-77 


114 


10140758 


gi|10140758|gb|AAG13589.1|AC051633J 

(AC05 1633) putative ubiquitin protein [Oryza sativa] 


2.10E+00 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


N 


DESCRIPTION 


P VALUE 


115 


*fZ 1 U D O 


gi|4ziujo|pir||oJ4z3j nypouietical protein la - 
Escherichia coli emb|CAA51036.1| (X72295) ORFla 
[jDScnencnja couj 


O. jUctUU 


116 


14775931 


gi| 1 4775 93 1 |refpO>_049935 . 1 1 hypothetical protein 
FLJ14950 [Homo sapiens] 


2.00E-74 


117 


14781316 


gi|14781316|ref|XPJ)32533.1| hypothetical protein 
FU12787 [Homo sapiens] 


e-101 


US 


13161938 


gi|13161938|emb|CAC3299Ll| (AJ309861) putative 
protein kinase WNK4 [Homo sapiens] 


1.00E-30 


119 


7662028 


gi|7662028|refiNP_055557.1| KIAA0255 gene product 
[Homo sapiens] reflXPJ)0954(U| KIAA0255 gene 
product [Homo sapiens] sp|Q92544|T9S4JHUMAN 

TRANSMEMBRANE 9 SUPERFAMILY PROTEIN 
MEMBER 4 dbj|BAA13385.1| (D87444) Similar to 

S.cerevisiae EMP70 protein precursor (S251 10) [Homo 

sapiens] emD|L/Alj/jou7.z| (ALU4io3y) aJoioJNl/.z 
(KIAA0255 protein) [Homo sapiens] 


7.00E-14 


120 


10179324 


gi|10179324|dbj|BAB13674.1| (AB041351) type IV 
collagen alpha 6 chain [Mus musculus] 


7.9 


122 


7160119 


gi|7160119|emb|CAB76306.1| (AL158057) putative 
acetyltransferase (fragment). [Streptomyces coelicolor 
A3(2)] 


0.1 


123 




gi|14732244|ref|XPJ)39960.1| PC3-96 protein [Homo 
sapiens] ref|XPJ)39961.1| PC3-96 protein (Homo 

sapiens] pir||T46276 hypothetical protem 
DKFZp564M1178.1 - human emb|CAB70781.1| 
(AL 1375 15) hypothetical protein [Homo sapiens] 
gb|AAG35611.1|AF202092_l (AF202092) PC3-96 
[Homo sapiens] 




124 


7020475 


gi|7020475|dbj|BAA91 144.1| (AK000407) unnamed 
protein product [Homo sapiens] 


2.6 


125 


14775931 


gj| / / jyj i |rei|Ar__u^fy y J j. ij nypomeucai protein 
FLJ14950 Porno sapiens] 


2E-72 


127 


226135 


gi|226135(prq|1411303AGABA receptor alpha2 [Bos 
taurus] 


0.046 


136 


4995818 


gi|4995818|emb|CAB44313.1| (AJ131899) proline rich 
synapse associated protein 1 [Rattus norvegicus] 


0.00003 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


138 


13357869 


gi|13357869|reflNP_078143.1| unique hypothetical 
[Ureaplasma urealyticum] pirj|D82907 hypothetical 
proLCin uuju? [lnipoiieuj - ijicxipiasjiui urcaiyiicuni 
gb|AAF30718.1|AE002128_6 (AE002128) unique 
hypothetical [Ureaplasma urealyticum] 


2.7 


139 


1076802 


gi|1076802|pir||S49915 extensin-like protein - maize 
mays] prf||2 1 1 1476A extensin-like domain [Zea mays] 


1.9 


140 


11466208 


gi|11466208|refp*PJ)6653Ll| NADH dehydrogenase 

subunit 4 [Naegleria gruberi] 
tfhlAAG17R09 1IAF78R0Q? ^4 ( AF7R809?^ NADTT 
dehydrogenase subunit 4 [Naegleria gruberi] 


6.6 


145 


7490290 


gi|74yU2yu|pirj|l j 5o44 conserved hypothetical protein 
SPAC323.07c - fission yeast (Schizosaccharomyces 
pombe) emb|CAB53410.1| (AL109988) conserved 
hypothetical protein; UPF0013 [Schizosaccharomyces 


0 78 


147 


5813770 


gi|58137701gb|AAD52006.1|AF017304J(AF017304) 
FMVIB [Morone saxatilis] 


6.8 


149 


2497311 


gl|Z**y / j I ljspjr J joUJ|1V1UO_I>\J V JIN MI xiLrlTS- 

OLIGODENDROCYTE GLYCOPROTEIN 
PRECURSOR pir||A477 12 myelin/oligodendrocyte 
glycoprotein precursor - bovine j 


0.33 


152 


609342 


jril60Q342l&h!AAAS86Q8 11 (1104946^ nuclennhnsrnin- 
anaplastic lymphoma kinase fusion protein [Homo 
sapiens] 


2.7 


153 


7481152 


gi|7481 152[pirJ|T36795 probable penicillin acylase - 
Streptomyces coelicolor emb|CAB46792. 1| (AL09681 1) 
putative penicillin acylase [Streptomyces coelicolor 
A3(2)] 


8 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


154 


12229694 


gj|12229694|sp|O93830|BET2_CANAL TYPE H 
PROTEINS GERANYLGERANYLTRANSFERASE 
BETA SUBUNIT (TYPE II PROTEIN GERANYL- 
GERANYLTRANSFERASE BETA SUBUNIT) 
(GGTASE-H-BETA) (PGGT) (YPT1/SEC4 
PROTEINS GERANYLGERANYLTRANSFERASE 
BETA SUBUNIT) dbj|BAA35193.1| (AB021171) Beta 
subunit of geranylgeranyl transferase type2 [Candida 
albicans] 


4.7 


156 


9630058 


gi|9630058|ref|NP_046276.1| unknown [Orgyia 
pseudotsugata single capsid nuclear polyhedrosis virus] 
sp|O10359|Y120_NPVOP HYPOTHETICAL 9.3 KD 
PROTEIN (ORF120) pir||T10389 hypothetical protein 
120 - Orgyia pseudotsugata nuclear polyhedrosis virus 
gb[AAC591 19.1| (U75930) unknown [Oigyia 
pseudotsugata single capsid nuclear polyhedrosis virus] 


8.5 


157 


9965966 


gi|9965966|gb|AAG10219. 1|AF294433_1 (AF294433) 
coat protein [Alfalfa mosaic virus] 


7 


158 


7296047 


gi|7296047|gb|AAF5 1343. 1| (AE003585) CG17711 
gene product [Drosophila melanogaster] 


4.6 


161 


13507856 


gi|13507856|ref|NP_109805.1| ribosomal protein L20 
[Mycoplasma pneumoniae] sp|P78023|RL20JVlYCPN 
50S RIBOSOMAL PROTEIN L20 pir||S73363 
ribosomal protein L20 - Mycoplasma pneumoniae 
(strain ATCC 29342) gb|AAG34734.1|AE000004_3 
(AE000004) ribosomal protein L20 [Mycoplasma 
pneumoniae] 


0.86 


162 


8393641 

UJ 7 JUT 1 


gi|8393641|re£|NP_058889.1| kynuremne 
aminotransferase II [Rattus norvegicus] 
emb|CAA90507.1| (Z50144) kynurenine/alpha- 

jHTfiiTinaHi'nat'p amiTifrtTsificfrrjiQP rRflttiiQ non/poiciiQl 


4 ? 


169 


1515448 


gi|1515448|gb|AAC45559.1| (U63096) Description: 
p8F4 gene involved in Bacteroides spp. conjugal 
transfer [Bacteroides fiagilis] 


2.6 


175 


422832 


gi|422832|pir||B46629 mucin 6, gastric (3-repeat clone) - 
human (fragment) gb|AAB61945.1| (L07518) mucin 
[Homo sapiens] 


3.2 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


176 


1 

7504075 


eil7504075lDirllT22584 hvnnthetical nrotein F53F4 6 - 
Caenorhabditis elegans emb|CAB01215.1| (Z77663) 
F53F4.6 [Caenorhabditis elegans] 


6.6 


178 


13385538 


gi|13385538|ref[NP_080316.1| RDCENcDNA 
2810036K01 eene IMis musculusl dbilBAB28520 11 
(AK012865) putative [Mus musculus] 


2E-48 


180 


902377 


gi|902377|gb|AAA82981.1| (U18059) polyprotein 
[pestivirus type 1] 


0.53 


181 


13421499 


gi|13421499|gb|AAK22335.1| (AE005708) conserved 
hypothetical protein [Caulobacter crescentus] 


6.2 


187 


10803574 


gi|10803574|ref]NP_045972.1| GvpN [Halobacterium 
sp. NRC-1] sp|Q9HI16|GVNl_HALNl GVPN 
PROTEIN 1 pir||A47053 gas-vesicle operon protein 
gvpJN [imported! - Halo bacterium saunarum pir||TQ8244 
gas-vesicle operon protein gvpN - Halobacterium sp. 
(strain NRC-1) plasmid pNRClOO gb|AAC8281 1.1| 

VATv iO^tOJ / VJVpiN |TlaIO DaCienUIU Sp. IN I\V^-1 J 

gb|AAD15044.1| (L03361) gas vesicle protein [Plasmid 
oNRClOOl eblAAG20728 11 (AE005142} GvnN 
protein, cluster A; GvpNl [Halobacterium sp. NRC-1] 


7.40E-01 


192 


7662532 


gi|7662532|reflNP_054838.1| PRO0195 protein [Homo 
sapiens] gb|AAF24025.1|AFO90901_l (AF090901) 
PRO0195 [Homo sapiens] 


2.60E-01 


194 


5360226 

W m*f \J W iff *\J 


gi|5360226|dbj|BAA36472.1| (AB015177) FO-ATPase 
subunit 6 HBeta vulearisl 


2.3 


196 


3024921 


gi|3024921|sp|Q583 J2|Y902 JV1ETJA 
HYPOTHETICAL PROTEIN MJ0902 pir||F64412 

hypothetical protein MJ0902 - Methanococcus 
jannaschii gb|AAB98907.1| (U67533) M. jannaschii 
predicted coding region MJ0902 [Methanococcus 
jannaschii] 


6.5 


198 


7522108 


gi|75221081pir||T29097 pro-pol-dUTPase polyprotein - 
murine endogenous retrovirus ERV-L (firagment) 
emb|CAA73251.1| (Y12713) protease; reverse 
transcriptase; RNaseH; integrase; dUTPase; Pro-Pol- 
dUTPase polyprotein [Mus musculus] 


1.7 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


199 


9955592 


gi|9955592|emb|CAC00653.1| (AJ2925 19) N-acylamino 
acid racemase [Amycolatopsis orientalis subsp. lurida] 


4.5 


203 


4097932 


eil4097932leblAAD10321 11 (U72240) unknown 
[Choristoneura fumiferana nucleopolyhechovirus] 


6.5 


205 


11252252 


gi|l 1252252|pir||D82079 pyruvate dehydrogenase, El 
component VC2414 [imported] - Vibrio cholerae (group 
\ji budin in 10701 / gu(/\/\r^j j j / . i| ^aeuuhj i i) 
pyruvate dehydrogenase, El component [Vibrio 
cholerae] 


3.5 


206 


12963481 


gij i zyoD'to i |rei|iN r^uo x yz. / . i | nypouieucai proxein 
MGC5560; hypothetical protein [Homo sapiens] 

dhirRAR1434? 11 fAK0??Q7Jft iTrmamfiH nrntpin nmHurt 
[Homo sapiens] 


3E-73 


207 


14737646 


gill4737646lrefjXP_038048.il similar to APICAL 
ENDOSOMAL GLYCOPROTEIN PRECURSOR (R. 
norvegicus) [Homo sapiens] 


4 


209 


14742770 


eill4742770!reflXP 039393 11 KIAA1550 nrotein 
Porno sapiens] 


8.4 


213 


12643499 


gi|12643499|sp|P89202|RRPO_SHMV RNA- 
DIRECTED RNA POLYMERASE (186 KDA 
PROTEIN) [CONTAINS: 
METHYLTRANSFERASE/RNA HELIOASE 
(MT/HEL) (128 KDA PROTEIN)] 


6.5 


223 


9629141 


gi|9629141|ref|NPJ)44299.1| putative transport protein 
[Soybean chlorotic mottle virus] 
spIP15631|VMP_SOCMV MOVEMENT PROTEIN 
(CELL-TO-CELL TRANSPORT PROTEIN) (ORF 
IA) pir||JS0379 hypothetical 35. 5K protein - soybean 

putative transport protein [Soybean chlorotic mottle 
virus] 


4.3 


226 


i 

7494266 


gi|7494266|pir||T18485 hypothetical protein C0840w - 

liuucLLia poiaMie \* icuillUUi Ulll ±CLlL>iycU UHl/ 

emb|CAB11124.1| (Z98551) putative P-type ATPase 
[Plasmodium falciparum] 


2.3 


228 


14042283 


gi|14042283|dbj|BAB55 184. 1| (AK027535) unnamed 
protein product [Homo sapiens] 


2E-30 


229 


14744326 


gi|14744326]reflXP_044812.1| NMA (never in mitosis 
gene a)-related kinase 6 [Homo sapiens] 


4E-13 


232 


98014 


gi|98014|pir||S 1 1 148 amiA protein - Streptococcus 
pneumoniae 


10 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQED 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


233 


10178317 


gJ|lUI tool /[eniD|W\UUo4UJ. 1| {ALfiZiyZo^ 

bAl 8114.5.1 (novel protein isoform 1) [Homo sapiens] 


7 


234 


630444 


gi|630444|pir||S43955 probable NADH dehydrogenase 
(ubiquinone) (EC 1.6.5.3) chain 3, kinetoplast - 
Trypanosoma brucei mitochondrion (fragment) 
gb|AAA20887.1| (L26251) CR5 [Trypanosoma brucei] 


6.2 


239 


/jUjoZO 


gi|7505826|pir||T25816 hypothetical protein K12D9.2 - 
vyaenornaDuius eiegans 


1 A 

l.t 


240 


7434912 


gi|74349121pir||H71934 phosphatidylglycerophosphate 
synthase - HeUcobacter pylori (strain J99) 
gb|AAD05990.1| (AE001475) 
PHOSPHATIDYLGLYCEROPHOSPHATE 
SYNTHASE [Helicobacter pylori J99] 


5.8 


243 


• 

6136155 


gi|6136155|sp|O70546|UTXJV!OUSE 
UBIQUITOUSLY TRANSCRIBED X 
CHROMOSOME IETRATR1COPEPT1DE REPEA1 
PROTEIN (UBIQUITOUSLY TRANSCRIBED TPR 
PROTEIN ON THE X CHROMOSOME) 
emb|CAA05692.1| (AJ002730) UTX [Mus musculus] 


8.90E+00 


246 


2143962 


gi|2143962|pir||I59422 rsec8 - rat (fragment) 
gb|AAC52265.1| (U32498) rsec8 [Rattus norvegjcus] 


1E-93 


250 


6136155 


gi|6136155|sp|O70546|UTX_MOUSE 
UBIQUITOUSLY TRANSCRIBED X 
CHROMOSOME TETRATRIC OPEPTIDE REPEAT 
PROTEIN (UBIQUITOUSLY TRANSCRIBED TPR 
PROTEIN ON THE X CHROMOSOME) 
emb|CAA05692.1| (AJ002730) UTX [Mus musculus] 


7.1 
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| Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


255 


12737603 


gi|12737603|ref|XP_006839.2| activin A receptor type II 
like 1 [Homo sapiens] ref|XP_050707.1| activin A 
receptor type n-lflce 1 [Homo sapiens] 
sp|P37023|KIR3_HUMAN SER1NE/THREONINE- 
PROTEIN KINASE RECEPTOR R3 PRECURSOR 

/G1/"D "2\ / A PTH 7TVT "D T2f~ y ~ET> r Vr\T> T XVC FTXTACr 1 \ 

(aisJvi; (AU11VJJN KcC.br 1 UK-LllsJi KLNAoJb 1) 
(ALK-1) (TGF-B SUPERFAMILY RECEPTOR TYPE 
I) (TSR-I) pir||A4943 1 activin/TGF-beta-like type I 

rf*cf*rxtnr - Human oh\ A A A 1 6 1 60 11 ft 1 7H75\ TfrF-h 
dp r fa mi 1 v T£*Cf*T\tftT tvnp T ITTottio cnniprKsl 

gb|AAB61900. 1| (U77713) activin receptor like kinase 1 
IHomo saniensl 


7 50E+00 

/ m mJ VJJ 1 \J\J 


265 


2133974 


gi|2133974|pir||S68425 SoxPl protein - rainbow trout 
dbj|BAAl 1868.1) (D83256) SoxPl [Oncorhynchus 
mykiss] 


0.18 


266 


9838427 


gil9838427|refiNP_064041.1|orf214 [Beta vulgaris] 


2.2 


268 


5731737 


&il5731737ldbilBAA83337 11 fAB021878^ similar to 
yeast sodium/proton exchanger [Oryza sativa] 


3.3 


271 


13642312 


gi|13642312|rerJXP_002895.2| parathyroid hormone 
receptor i [tiomo sapiens j rei|-Aj'_uoj/Hz.ij 
parathyroid hormone receptor 1 [Homo sapiens] 
rer]XP_033743.1| parathyroid hormone receptor 1 
[Homo sapiens] 


9 


272 


11545138 


gi|11545138|emb|CAC08390.2| (AL121886) 
dJ1028D15.1 (continued from dJ138B7.1 in 
Em:Z98752) [Homo sapiens] 


0.0000008 


275 


6323677 


gi|6323 o77|rei|lNr__U 13748. 1| Ymr034cp 
[Saccharomyces cerevisiae] sp|Q05131|YlVIS4_YEAST 

14VT>n r TT-rt7TTP A T Aft A TTT\ DTJOTRTW TXT A T>PO 

IMP2 INTERGENIC REGION pir||S53951 probable 

mpmlrrarip tvrrrt'Pifi \nV/TR0^4f* - vpj*ct fSaf*f*ViJirriTTivr , J pc 

cerevisiae) emb|CAA89150.1| (Z49213) unknown 
[Saccharomyces cerevisiae] 


6.6 


277 


7297043 


gi|7297043|gb|AAF52312.1| (AE003612) CG13992 
gene product [Drosophila melanogaster] 


8.1 


282 


1616595 


gi|1616595|emb|CAA41710.1| (X58907) steroid 21- 
monooxygenase [Homo sapiens] 


6.8 


283 


14089610 


gi|14089610|emb|CAC13370.1| (AL445563) unknown; 
predicted coding region [Mycoplasma pulmonis] 


2.1 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


284 


139809 


gi|139809|sp|P27571|XIST_MOUSE X INACTIVE 
SPECIFIC TRANSCRIPT PROTEIN pir||S15433 

nypouicucai proicin - mouse emu|L/A/v+ 1 v /o. 1J 
(X59289) ORF [Mus musculus] prf||171 1440A xist 
gene [Mus musculus] 


0.18 


285 


11355576 


gi|11355576|pir||T44331 hypolhetical protein wblD 

[lmporteaj - viono cnoierae dbjpAA33o35.1| 
(AB012957) probable NADH dehydrogenase [Vibrio 
cholerae] 


0.23 


297 


14389443 


gij 143 0^443 |rel|JNr_l 16776. 1| NADH dehydrogenase 
subunit 4 [Rana nigromaculata] dbj|BAB58996.1| 
(AB043889) NADH dehydrogenase subunit 4 plana 
nigromaculata] 


9.2 


300 


4493987 


gi|4493987|emb|CAB39046.1| (AL034559) hypothetical 
protein, PFC1030w [Plasmodium falciparum] 


2.1 


306 


• 

7494200 


gi|7494200|pir||Tl 8434 hypolhetical protein C0375c - 
malana parasite (Plasmodium falciparum) 
emb|CABl 1 1 1 1.1| (Z98547) predicted using hexExon; 
MAL3P3.10 (PFC0375c), Homologue of C.elegans 
T08A11.2 protein, len: 1387 aa; Similarity to C.elegans 
T08A11.2 protein. C.elegans T08A11.2 protein 
(WP:T08A1 1.2) BLAST Score: 2901, sum P(2) = 0.0; 
66% identity in 839 aa > 


1.3 


308 


10728064 


gene product [Drosophila melanogaster] 


4.7 


317 


9631682. 


gi|963 1682|ref|NP_04846 1 . 1 1 al 13L [Paramecium 
bursana Lmorelia virus 1] pir||T17603 hypothetical 
protein al 13L - Chlorella virus PBCV-1 
gb|AAC96481.1| (U42580) all3L [Paramecium 
bursaria Chlorella virus 1] 


7.7 


318 


4733986 


gi|4733986|gb|AAD28666. 1|AC007209_2 (AC007209) 
hvnnthefical nmtein rArahidnnsis thalianal 


5 30E+00 


319 


461649 


gi|461649|sp|Q05004|BB61_RABIT BRUSH BORDER 
61.9 KD PROTEIN PRECURSOR pir||B45665 adult- 
specific 61.9K brush border protein precursor - rabbit 
emb|CAA78302.1| (Z12840) protein of unknown 
function [Oryctolagus cuniculus] 


3.00E-16 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


322 


11466552 


gi|l 1466552|ref|NP_044801.1| NADH dehydrogenase, 

QiiHiitlit 4 F"R rim nn a c ampri pan fill rvirllQ'75i 1 NAFiTT 

dehydrogenase (ubiquinone) (EC 1 .6.5.3) chain 4 - 
Reclinomonas americana (ATCC 50394) mitochondrion 
gblAADl 1916.1| (AF007261) NADH dehydrogenase, 
subunit 4 [Reclinomonas americana] 


9.1 


323 


13603897 


gi|13603897|gb|AAK31986.1|AF295594_l(AF295594) 
SKTxl precursor [Buthus martensii] 


9.3 


325 


11497767 


gi|l 1497767|ref|NP_068989. 1| hypothetical protein 
[Archaeoglobus fidgidus] sp|O30087(Y150_ARCFU 
HYPOTHETICAL PROTEIN AF0150 pir||F69268 
hvnothetical nrotein AF01S0 - Archaeoplniiii^ fiilfrifliic 
gb|AAB91087.1| (AE001096) A. fulgidus predicted 
coding region AF0150 [Archaeoglobus fulgidus] 


7.1 


332 


7506939 


cii7506939loirllT24356 hvnothetical orotein T02D1 3 - 
Caenorhabditis elegans emb|CAB05908.1| (Z833 19) • 
T02D1.3 [Caenorhabditis elegans] 


3.9 


336 


7510675 


gi|7510675|piii|T29689 hypothetical protein ZC266.2 - 
Caenorhabditis eleeans eblAAA96101 11 CU53140) 
ZC266.2 gene product [Caenorhabditis elegans] 


2.4 


337 


12697923 


gi|12697923|dbj|BAB21780.1| (AB051476) KIAA1689 
protein [Homo sapiens] 


3E-21 


338 


630465 


sil630465lnirllS47042 nrotein kinase (EC 2 7 1 371 cdc2- 
related 1 - malaria parasite (Plasmodium falciparum) 


5.7 


340 


7488318 


gi|74883 18|pirl|T01 191 RNA-directed DNA polymerase 

gblAAC13599.1| (AF058914) similar to reverse 
transcriptase (Pfam transcriptfact.hmm, score: 72.31) 
[Arabidopsis thaliana] 


5 


341 


5804818 


gi|5804818|emb|CAB52872.1| (AL021712) putative j 
protein [Arabidopsis thaliana] emb|CAB79171.1| 
(AL161556) putative protein [Arabidopsis thaliana] 


5 


343 


14579376 


gi)14579376|gb)AAK69253.11AF336309_48 
(AF336309) SpyB [Yersinia enterocolinca] 


8.2 i 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


N 


DESCRIPTION 


P VALUE 


344 


11284162 


gi| 1 1284 1 62|pir|JH8 1 077 hypothetical protein NMB 1490 
[imported] - Neisseria meningitidis (group B strain 
MD58) gb|AAF41846.1| (AE002498) hypothetical 
protein [Neisseria meningitidis MC58] 


3 


347 




gi|113615 12|pir||H82781 hypothetical protein XF0626 
[imported] - Xylella fastidiosa (strain 9a5c) 
gb|AAF83436.1|AE003908_4 (AE003908) hypothetical 
protein [Xylella fastidiosa 9a5c] 




148 


7497054 


gi|7497054|pii1|T19739 hypothetical protein C35A5.4 - 
Caenornabditis elegans emb|CAA94905. 1| (Z71 185) 
contains similarity to Pfem domain: PF00635 (MSP 
(Major sperm protein) domain), Score=66.4, E-value=2e 
16, N=l [Caenorhabditis elegans] 


0.064 


349 


6531601 


gi|6531601|gb|AAF15500.1| (AF167672) 
immunoglobulin heavy chain variable region [Homo 
sapiens] 


1.6 


352 


Izojo4/l 


gi|12858471|dbj|BAB31327.1| (AK018655) putative 
[Mus musculus] 


1 Q 


353 


2128157 


gi|2128157|pir||C64319 hypothetical protein MJ0154 - 
Methanococcus jannaschii 


0.98 


355 


14195575 


gi|14195575|sp|P58 1 14[YV78_CAUCR 
HYPOTHETICAL PROTEIN CC3178 
gb|AAK25140.1| (AE005981) pirin-related protein 
[Caulobacter crescentus] 


4.20E+00 


359 


7468435 


gi|7468435|pir||B72015 metalloproteinase, insulinase 
family CP0903 [imported] - Chlamydophila pneumoniae 
(strains CWL029 and AR39) gb|AAD19093. 1| 
(AE001675) Insulinase femily/Protease EH 
[Chlamydophila pneumoniae CWL029] 
gb|AAF38689. 1| (AE002249) metalloprotease, 
insulinase family [Chlamydophila pneumoniae AR39] 
dbj|BAA99165.1| (AP002548) insulinase 

familv/nrotfta^e TTT rPfilamvHnnhila rmpirmrttiiae 11*381 

lculiUjr^i\jLv<Uw 11 1 \ v>l lint 11 y \J\J^JLL11CL LUiwUUlUllXClw J 1JOJ 


4.1 


360 


461649 


gi|461649|sp|Q05004|BB61_RABlT BRUSH BORDER 
61.9 KD PROTEIN PRECURSOR pir|]B45665 adult- 
specific 6 1 .9K brush border protein precursor - rabbit 
emb|CAA78302.1| (Z12840) protein of unknown 
function [Oiyctolagus cuniculus] 


8E-45 
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1 Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


363 


1/ojyOoj 


gi|12859685|dbj|BAB31736. 1| (AK019464) putative 
[Mus musculus] 


0.1 


365 


11055982 


gi| 1 1055982|ref|NP J)67633. 1| PR domain containing 
13; PR-domain containing protein 13 [Homo sapiens] 
ref|XPJ)l 1460. 1| PR domain containing 13 [Homo 
sapiens] gb|AAG13448.1| (AY004253) PR-domain 
containing protein 13 (Homo sapiens] 


3.4 


368 


3915305 


gi|3915305|sp|Q96597|VP5_AHSV9 OUTER CAPSBD 
rKUl-CJIN Vrj gD|AAbl /D /U.l| (U/44oy < ) VJtj 

[African horse sickness virus] 


0.63 


370 


11466986 


gi|11466986|ref]NP_041893.1| Orf635 [Euglena 
gracilis] sp|P3 19 16|YCX3_EUGGR HYPOTHETICAL 

/o.U KU rKUl-bllN UN ra.bC LIN IKUJN I (UKtojj) 
emb|CAA50080.1| (X70810) Orf635 [Euglena gracilis] 


1.7 


373 


14766918 


gi|14766918|ref|XP_034599.1| acid sphingomyelinase- 
like phosphodiesterase [Homo sapiens] 


2E-99 


375 


J/JZOIU 


gi|5732610|gb|AAD49190.1|AF115423_2(AF115423) 
core protein (Hepatitis B virus] ! 


1 A 

3.4 


377 


z/u/ool 


gi|2707661|gb|AAB94699.1| (AF029934) IgM heavy 
chain VDJ region [Oryctolagus cuniculus] 


4.7 


379 


1 1C0 1 O 


gi|7516819|pir||C72580 hypothetical protein APE1923 - 
Aeropyrum pernix (strain Kl) dbj|BAA80928. 1| 
(AP000062) 105aa long hypothetical protein 
[Aeropyrum pernix] 


o.ouli-KJO 


380 


3859670 


gi|3859670|emb|CAA22008.1| (AL033502) hypothetical 
membrane protein [Candida albicans] 


9.90E+00 


382 


14784562 


gi|14784562|refpcP_040415.1| mutL (E. cob) homolog 3 
[Homo sapiens] gb|AAF23905.1| (AF195658) DNA 
mismatch repair protein (Homo sapiens] 


2E-25 I 


383 


14194519 


gi|141945 19|sp|Q9K920|CMGB_BACHD COMG 
OPERON PROTEIN 2 HOMOLOG dbj|BAB06550.1| 

f APftftl Sl/V* DMA fmncnnrt mrarViiriprv rRarillnc 
\f\Jr\J\J LJ lO) L/fN/Y Uallbpuri IllaCIUIlCfy [X>av/UlUb 

halodurans] 


2.7 


386 


7509624 


gi|7509624|pir||T26676 hypothetical protein Y38F1 A. 1 - 
Caenorhabditis elegans emb|CAA21628.1| (AL032639) 
predicted using Genefinder-cDNA EST 
EMBL:AW057282 comes from this gene 
[Caenorhabditis elegans] 


9.4 



450 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 




388 


7508443 


gi|/0Uo443|pir]|lz3/5i nypotneucal protein lzMilz.li * 
Caenorhabditis elegans emb|CAB04829 X\ (Z82052) 
contains siniuaniy to Jrrain uomaui. xrui&z / ^uomain 
of unknown function), Score=130.6, E-value=4.6e-36, 
N=l [Caenorhabditis elegans] 


3.4 


389 


7295832 


gi|7295832|gb[AAF51133.1| (AE003580) CG3347gene 
product [Drosophila melanogaster] 


0.032 


390 


75 10"? 59 


gi|7510359|pir||T27283 hypothetical protein Y64G10A.f 

V_/«4-CllVJi L1CLU ILL Lid VlwgCtUd 


O.JLt 


395 


6679381 


gi|6679381|reflNP_032903.1| plasminogen [Mus 
musculus] sp|P20918|PLMN_MOUSE 
PLASMINOGEN PRECURSOR [CONTAINS: 
ANGIOSTATINJ pir)|PLMS plasmin (EC 3.4.21.7) 
precursor - mouse gb|AAA50168.1| (J04766) 
plasminogen [Mus musculus] 


2.2 


396 


8470 5 1 8 
o*r / z/J 1 o 


gi|84795 1 8|sp|Q89853|VGP_EBORS STRUCTURAL 

PT vr*AT>"D J"V1'UTM TiT>"D/^T TT> COT> /ATTDTrYXT CDTXT'C 

(jrLiLOPKUlbJLN rKJ&LUKoUK (V1K1UM SrlKJb 
GLYCOPROTEIN) [CONTAINS: GP1; GP2] 
go|AACj4ooy.i| {UZj4io) virion spike glycoprotein 
[Ebola virus] gb|AAC54891.1| (U23417) virion spike 
giyooproicui [jcooia viruaj 


1 1 


403 


14.133247 


gi|14133247|dbj|BAA86564.2| (AB033076) KIAA1250 
protein [Homo sapiens] 


6E-19 


412 


3293234 


gi|3293234|gb|AAC25913.1| (U96413) T-DNA 
oncoprotein [Agrobacterium tumefaciens] 


9.1 


415 


7023033 


rriI7H'>^n^^lrlViilTlA AQl 800 H ( Al^AHl &AQ\ nnnomfvl 

gij /uz^ujj|aDj|i3A/\i^i6uy. i| ^/Ajvuuio'tyj unnaniea 
protein product [Homo sapiens] 


9E-85 


416 


12514130 


gi|12514130|gblAAG55434.1|AE005285J (AE005285) 
putative oxidoreductase [Escherichia coli 0157:H7 
EDL933] dbj|BAB34455.1| (AP002554) putative 
oxidoreductase [Escherichia coli 0157:H7] 


9.40E-01 


418 


4514359 


gi|4514359|dbj|BAA75394.1| (AB013377) ComGB 
[Bacillus halodurans] 


2.6 


419 


7510324 


gi|75 10324|pir||T27250 hypothetical protein Y5F2A.3 - 
Caenorhabditis elegans emb|CAA21648.1| (AL032641) 
Y5F2A.3 [Caenoihabditis elegans] 


1.6 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


421 


oyoi jOo 


gi|6981358|ref|NP_037137.1| phosphoinositide 3-kinase 
p85 (other splicing variants: p55 and p50) [Rattus 
norvegicus] sp|Q63787|P85A_RAT 
PHOSPHATIDYLINOSITOL 3-KINASE 
REGULATORY ALPHA SUBUNTT (PI3 -KINASE 
P85-ALPHA SUBUNTT) (PTDINS -3 -KINASE P85- 

A T T»T TAX /TiTI V \ J1_ A A 1 Of\T^ 1 1 /T\ f A f\ A C\ 

ALPHA) (PI3K) dbjjBAAl 8932.1) (D64045) 
phosphatidylinositol 3-kinase p85 alpha subunit [Rattus 
norvegicus] 




423 


6576738 


gi|6576738|dbj|BAA88337.1| (AB005891) ORF2 
[Platemys spixii] 


3.4 


494 


6739553 


gj|o/3yjjJ|gD|AArz/zyy.l| (Arl4o4Zyj Deitais |UaniO 

rerio] 


3.9 




13816283 


gl|13oloZoJ|gD|AAK4JUzU.l| (AJbUUoooJ) auliate 

adenylyltransferase (sat) [Sulfolobus solfataricus] 


3.6 


428 


11034774 


gi|11034774|gb|AAG27071.1|AF105225^7(AF030414) 
NifQ [Gluconacetobacter diazotrophicus] 


3.6 


433 


13364676 


gi|13364676|dbj|BAB38622.1| (AP002568) hypothetical 
protein [Escherichia coli 0157:H7] I 


5.8 


434 


12845784 


gi|12845784|dbj|BAB26898.1| (AK010380) putative 
[Mus musculus] 


0.075 




12513917 


gi|12513917|gbjAAG55266.1|AE005270_2(AE005270) 
Zl 121 gene product [Escherichia coli 0157:H7 
EDL933] gb[AAG55675.1[AE005306_4 (AE005306) 
Z1560 gene product [Escherichia coli 0157:H7 
EDL933] dbj|BAB34723.1| (AP002554) putative 
membrane protein [Escherichia coli 0157:H7] 


8.3 


436 


7661654 


gi|7661654|ref|NP_056444.1| DKFZP566I153 protein 
[Homo sapiens] emb|CAB43677.1| (AL050369) 
hypothetical protein [Homo sapiens] 


0.42 


437 


1150678 


gi|1150678|emb|CAA50971.1| (X72086) ORF20R; 
B2 1R in citation [3] [Variola virus] 


5.10E+00 


438 


8928456 


gi|8928456|sp|05 1039|Y006_BORBU 
nYrUlrtJbllCAL rKUlJcrllN dJdUUUo pir||r /UIUU 
conserved hypothetical integral membrane protein 
BB0006 - Lyme disease spirochete gb|AAC66397.1| 
(AE00 1 1 15) conserved hypothetical integral membrane 
protein [Borrelia burgdorferi] 


4.2 


440 


7297273 


gi)7297273[gb|AAF52536.1| (AE003618) Myo28Bl 
gene product [Drosophila melanogaster] 


3.3 
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WO 02/14500 



PCT/US01/25840 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 




P VAT TTT7 


448 


7495690 


gi| /tyjoyuipirii i ij/uyu nypotnencai protein uUor ii.i - 
Caenorhabditis elegans emb|CA605674.1| (Z83216) 
C08F11.3 [Caenorbabclitis elegans] 


4.9 


449 


1 0438579 


gi|10438579|dbj|BAB15281.1| (AK025916) unnamed 

r^TYvfoifi nrAntift IT^/MTir* coniAnd 
jjiuLCiii piuuuu [iiuiiiu 2>ctpXCX12>J 


J.f 


451 


112200 


gijl 12200[pir||A32868 prolactin receptor - rat 
(fragments) 


8.6 


452 


114987 


gi| 1 1 4987|sp|P 17885 |BIMA_EMENI BIMA PROTEIN 
pir||Aj jo nuclear protein DimA - Jtsmenceua mduians 
emb|CAA41959.1| (X59269) bimA [Emericella 
nidulans] 


6.60E+00 


457 


4885039 


gi|4885039|gb|AAD3 1932. 1|U00058_6 (U00058) 
contains similarity to DNAJ domains (Pfem: PF00226, 
Score=44.9, E=1.8e-09, N=l) [Caenorhabditis elegans] 


4.3 


459 


4505121 


gi|4505121|ref(NP_003916.1|methyl-CpG binding 
domain protein 4; 3,N(4)-ethenocytosine glycosylase; 
G/T mismatch glycosylase; G/U mismatch glycosylase; 
G/5-fluorouracil mismatch glycosylase with biphasic 
kinetics [Homo sapiens] gb|AAC68879.1| (AF072250) 
methyl-CpG binding protein MBD4 [Homo sapiens] 
gb|AAD22195.1|AF114784_l (AF114784) methyl-CpG 
binding endonuclease [Homo sapiens] gb|AAD50374.1| 
yjxr lAKjyyy) meuiyiH^pvj Dincnng proxem 4 [riomo 
sapiens] 


2.1 


463 


12644455 


gi|12644455|sp|Q60751|IGlR_MOUSE INSULIN- 

LIKE GROWTH FACTOR I RECEPTOR 
PRECURSOR gb|AAC 12782. 1| (AF056187) insulin- 
like growth factor I receptor; IGF-I receptor [Mus 
musculus] 


3.1 


465 


11465398 


gi| 1 1 465 3 9 8|refJNP_0452 1 1 . 1 1 unknown; N-acetyl- 
glutamate-gamma-semialdehyde dehydrogenase 

rf^im-niAiii-m pal^rinml enlftOTT 08IT-TTC*\ fVAfA 

[v^yaniaium caxcianumj sp|i^y i iAJo|riio3_L/ i awv 
AMBDOTRANSFERASE HISH 
gb|AAF12883.11AF022186_5 (AF022186) unknown; N- 
acetyl-glutamate-gainma-'semialdehyde dehydrogenase 
[Cyanidium caldarium] 


5 


466 


5761329 


gi|5761329|dbj|BAA83473.1| (AB004819) cysteine 
endopeptidase [Oryza sativa] 


5.70E+O0 ! 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQED 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


468 


5306243 


gi|5306243|gb|AAD41976.1|AC006438_8(AC006438) 
hypothetical protein [Arabidopsis thaliana] 


4.2 


470 


7304025 


gi|7304025|gb|AAF59067.1| (AE003836) CG8639 gene 
product [Drosophila melanogaster] 


3.20E-01 


473 


7303724 


gi|7303724|gb|AAF58773.1| (AE003829) lola gene 
product [alt 2] [Drosophila melanogaster] 
gb|AAF58774. 1| (AE003829) lola gene product [alt 3] 
[JJrosopnila melanogaster J gb|AAr jo / / j . 1 j 
(AE003829) lola gene product [alt 4] [Drosophila 
meianogasierj gD|A/\r jo / /o.x| {Acuujozy; loia gene 
product [alt 5] [Drosophila melanogaster] 


5.8 


476 ! 


1098549 


gi|1098549|gb|AAA82594.1| (U25703) immunoglobulin 
light chain F class [Ictalurus punctatus] 


7 


477 


4262231 


gi|4262231|gb|AAD14524.1| (AC006200) hypothetical 
protein [Arabidopsis thaliana] 


3.8 


478 


5834894 


gi|5834894|ref|NPJ)06964. 1|ND5 J0021 NADH 
dehydrogenase subunit 5 [Caenorhabditis elegans] 
sp|P24896[NU5M_CAEEL NADH-UBIQUINONE 

/^i VTT\/^T> TJ7F\T T/^T A Cf PU A TXT C ^^IIC T/CnOT \T A T\TJT 

UAIDUKlsUUClAaii CHAIN j pir||aZoU37 NADri 
dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 5 - 
Caenorhabditis elegans mitochondrion 
emb|CAA38162.1| (X54252)ND5 protein (AA 1 - 527) 
[Caenorhabditis elegans] 


0.23 


480 


14776608 


3 [Homo sapiens] 


8.6 


482 


7448960 


gi|7448960|pir||D72417 conserved hypothetical protein - 

Thermotoga maritima (strain MSB8) 
gb|AAD3521U|AE001697_ll (AE001697) conserved 
hypothetical protein [Theimotoga maritima] 


9.1 


484 


7497960 


gi|7497960|pir[|T 1 5 840 hypothetical protein C54G7.3 - 
Caenoraabams elegans gb|AAA81392.1| (U40410) 
coded for by C. elegans cDNA yk9el0.5; coded for by 
C eleeans cDNA vkQelO 3' multinle reffions of 
similarity to EGF-like repeats and cysteine-rich repeats 
[Caenorhabditis elegans] ! 


5 


487 


14720884 


gi|14720884|ref|XP_032180.1| hypothetical protein 
DKFZp434A171 [Homo sapiens] 


7.7 


490 


3201900 


gi|32019001gb|AAC19365.1| (AF067420) SNC73 
protein (Homo sapiens] 


0.28 



454 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


493 


12018149 


gi|12018149|gb|AAG45421.1|AF309495_l(AF309495) 
eamete-soecific hvdroxvDroline-rich elvcoorotein a2 
[Chlamydomonas reinhardtii] 


3.7 | 


494 


467634 


eil467634lemblCAA82856 11 fZ29969)HLY4 
[Entamoeba histolytica] 


8.9 


498 


14726914 


cril 1 47969 14lrefTXT> 037105 1 1 KTAA067? nrnteirr 
Drosophila Multiple .asters' (Mast)-like homolog 1 
(Homo sapiens] 


6.8 


499 


11692583 


gi|11692583[gblAAG39888.1|AF282303J(AF282303) 
odorant receptor M34 [Mus musculus] 


9.5 


502 


7303064 


gi|7303064|gb|AAF58132.1| (AE003810) CG12960 
gene product [Drosophila melanogaster] 


4.9 


504 


13701254 


gi|13701254|dbj|BAB42549.1| (AP003133) 
ORFID:SA1289~hypothetical protein, similar to 
bifiinctional biotin ligase/biotin operon repressor 
[Staphylococcus aureus subsp. aureus N3 15] 
dbj|BAB57618.1| (AP003362) hypothetical protein 
[Staphylococcus aureus subsp. aureus Mu50] 


5.9 


505 


137073 


gi|137073|sp|P17086|URElJ>ROMI UREASE ALPHA 
SUBUNIT (UREA AMIDOHYDROLASE) 
t»irllD43719 urease (EC 3 5 15^ 62K chain - Proteus 
mirabilis gb|AAA25669.1| (M31834) urease subunit C 
IProteus mirabilisl 


8.5 


512 


14548038 


gi|14548038|sp|Q9D952|EVPL_MOUSE 
ENVOPLAKIN (P210) (210 KDA CORNIFIED 
ENVELOPE PRECURSOR) emb|CAC38864.2| 

(AJ309317) envoplakin [Mus musculus] 


4.2 


516 


14031018 


gi|14031018|gb|AAK50523.1| (AY029684) NADH 
dehydrogenase F [Stenotaphrum secundatum] 


4.6 


518 


14600836 


gi|14600836|reflNP_147359.1| hypothetical protein 
[Aeropyrum pernix] pir||D72647 hypothetical protein 
APE0610 - Aeropyrum pernix (strain Kl) 
dbj|BAA79580.1| (AP000060) 376aa long hypothetical 
protein [Aeropyrum pernix] 


2.8 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


519 


4930062 


gi|4930062|pdb|lMAA|D Chain D, Mouse 
Acetylcholinesterase Catalytic Domain, Glycosylated 
rrotein pau|iMAA|A unain A, Mouse 
Acetylcholinesterase Catalytic Domain, Glycosylated 
xToiein puD|iivjL/\/\jL/ i^nain ^ 3 lviouse 
Acetylcholinesterase Catalytic Domain, Glycosylated 
Protein pdb|lMAA|B Chain B, Mouse 
Acetylcholinesterase Catalytic Domain, Glycosylated 
Protein 


8.8 


522 


9757603 


gi|9757603|dbj|BAB08147.1| (AB030877) maturase 
[Lilium mackliniae] 


0.62 


526 


7445887 


frt 1 7/1 A -5 g g 7lr\i f\ VT(Y7C\ < 0 nrnhaVilp notacciiim rhnnnpl 
gl| / *rrJOO / [pU[| 1 v / UJZ piUUaUlC pUuxaalUlii WXItUIIICl 

protein SKT2 - potato emb|CAA70870.1| (Y09699) 
putative inward rectifying potassium channel [Solanum 
tuberosum] 


2.1 


528 


2897832 


ei!2897832ldbiIBAA24910 11 (AB000134) cvtochrome 
oxidase subunit I [Prorocentrum micans] 


9.8 


537 


7446379 


gi|7446379|pir|jT14039 protein kinase (EC 2.7.1.37), 
luyuLUjuiv uybuupny~iibbuuidxcAi iai ^u|/vrkv^w^>7 < ri.x| 

(AF021935) mytonic dystrophy kinase-related Cdc42- 
binding kinase [Rattus norvegicus] 


8E-52 


544 


14779648 


gi|14779648|ref|XPJ)27140.1| hypothetical protein 
FLJ23239 [Homo sapiens] 


6.3 


546 , 


7292503 


gi|7292503|gb|AAF47906.1| (AE003481) CG15023 
crene nroduct fDrosoohila melanogasterl 


6.3 


548 


4758758 


gi|4758758|refINP__004529.1| nucleosome assembly 
protein i-iiKe d [rioiuo sapiens j 
sp|Q99457|NPL3_HUMAN NUCLEOSOME 
ASSEMBLY PROTEIN 1-LIKE 3 dbj|BAA08904.1| 
(D50370) nucleosome assembly protein [Homo sapiens] 


1.6 


554 


14530412 


gi|14530412|emb|CAC42291.1| (Z69360) cDNA EST 
EMBL:U52071 comes from this gene [Caenorhabditis 
elegans] 


7 


559 


6680788 


gi|6680788|re£|NP_03 1576. 1| Bloom syndrome protein 
homolog (human) [Mus museums] 
sp|O88700|BLM_MOUSE BLOOMS SYNDROME 
PROTEIN HOMOLOG emb|CAB10933.1| (Z98263) 
BLM protein [Mus museums] 


4.8 



456 



WO 02/14500 
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SEQID 

w x **** 

NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


560 


3294495 


gi|3294495|gb|AAC25822.1| (AF038608) contains 
similarity to Mus musculus tumor susceptibility protein 
TSG101 (GB:U52945) [Caenorhabditis elegans] 


0.78 | 


561 


6319273 


gi|6319273|reflNP_009356.1| pre-tRNA processing; 
Ptalp [Saccharomyces cerevisiae] 
sp|Q01329|PTAl_YEASTPTAl PROTEIN 
pir||S3 1299 pre-tRNA processing protein PTA1 - yeast 
\ o accnajomy ces cerevisiae ) g d [A/\/V-? 4 y i y . 1 1 (jviy d o/d) 
ptal [Saccharomyces cerevisiae] gb]AAC04988.1| 
(U12980) Ptalp: Pre-tRNA processing involved protein 
[Saccharomyces cerevisiae] 


9.9 


567 


JOl / / 


gi|5817732|gb|AAD52875.1|AF142703J (AF142703) 

IILcLlUS d5>C JJJvC jJlULClH j^Wpiil Co Lid IdUliA/2>ClJ 


SJ.SJ 


569 




gi|126296|sp|P08548|LINl_NYCCO LINE-1 
REVERSE TRANSCRIPTASE HOMOLOG 
prfl|1207289B reverse transcriptase related protein 


1 

0 00000002 


572 


13816099 


gi( 13 8 16099|gb| AAK42875 . 1| (AE006870) Hypothetical 
protein [Sulfolobus solfataricus] 


2.1 


574 


12513361 


gi|12513361|gb|AAG54834.1|AE005228J (AE005228) 
putative glutaminase [Escherichia coli 0157:H7 

glutaminase [Escherichia coli 0157:H7] 


3.3 


575 


1 1 JJutJj 


gi|11350453|pir||B82965 hypothetical protein PA5456 
[imported] - Pseudomonas aeruginosa (strain PAOl) 
gb|AAG08841.1(AE004958Jl (AE004958) 


Q 


584 


1174945 


gij 1 174945|sp|P43 109|VEXB_SALTI VI i 
POLYSACCHARIDE EXPORT INNER- 

A /TC1V /TDT> A XTC T)T> MTTZTXT A rCVD ^.^ll/^O/^ OOO \ 7< 

JVUiJVlxJKALNi} rKUlbUN VxiA±> pir||Lr3ooyz Vl 

polysaccharide capsule transporter VexB - Salmonella 
typhi dbj|BAA03 197.1| (D14156) Wzm protein 
[Salmonella typhi] 


4.5 


| 586 


4566616 


gi|4566616|gb|AAD23408. 1|AF1 1353 1_1 (AF1 1353 1) 
folhcle-stimulating hormone receptor precursor 
[Coturnix cotumix] 


2 


589 


14746756 


gi|14746756|ref}XPJ)39102. 1| similar to hypothetical 
protein FLJ20378 (H. sapiens) [Homo sapiens] 


0.007 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


590 


7429823 


gi| / £ »zy5zo|pir||t>Dyyy l conserved nypotneucal protein 
yteU - Bacillus subtilis gb|AAC00275.1| (AF008220) 
YteU [Bacillus subtilis] emb|CAB14987.1| (Z99119) 

oiimicu iKj uypuLiicLiL/cu. piuicins nom o . suouiis 

[Bacillus subtilis] 


0.49 


592 


1 1 877309 

lion Jv/7 


gi|118773091emb|CAC19023.1| (AJ278707) ORF 4 

fNTpiccprin m f=»n i n rri ri rl i e nViorrp 1 1 0(Y\ 
[1> ClobCl let 1 1 lCIIUigl UUIo pHagC Z1ZUJ 


Q ? 


594 


it! yj / x<j 


gi|14193715|gb|AAK56102. 1|AF332074_1 (AF332074) 
peroxisome proliferator-acttvated receptor binding 

mrrfpin rA^nc TYinc^nliiel 




595 


14625344 


gi|14625344|gb|AAK71419.1|U80842_9 (U80842) 
Hypothetical protein ZC239. 19 [Caenorhabditis 
elegans] 


1.9 


596 


1107614 


gi|1107614|emb|CAA62696.1| (X91351) viral infectivity 
factor protein [Human immunodeficiency virus type 1] 


0.008 


599 


6324561 


gi|6324561|ref|NPJ)14630.1| required to degrade 
misfolded ER lumenal and integral membrane proteins; 
Hrdlp [Saccharomyces cerevisiae] pir||S66695 probable 
meniDrane protein i \jl>\j i jc - yeast ^oaccnaromyces 
cerevisiae) emb|CAA99012.1| (Z74755) ORF YOL013c 
[Saccharomyces cerevisiae] 


6.7 


600 


7494878 


gi|7494878|pir||T33047 hypothetical protein B0344.2 - 
Caenorhabditis elegans gb|AAC16982.1| (AF067209) 
B0344.2 gene product [Caenorhabditis elegans] 


0.94 


601 


11347199 


gi|l l347l99|pir||C8l35l probable UDP-N- 
acetylmuramoylalanyl-D-glutamyl-2 3 6^aminopimelate- 
-D-alanyl-D-alanine ligase (EC 6.3 .2. 15) Cj0795c 

rimnn-rtpHI - PjiTnnvlnharf^r ipinni Retrain TsJPTf 1 1 1 1^8^ 
[iiiipuiicuj v^aiiipyiuuaLricr jejuni ^aUaiii rNi/iVs iiioo^ 

emb|CAB73060.1| (AL139076) putative UDP-N- 
acetylmuramoylalanyl-D-gIutamyl-2, 6-diaminopimelate- 
- ligase [Campylobacter jejuni] 


0.55 


604 


1293067 


gi|1293067|gb[AAB06014.1| (U50958) drosophila seven- 
in-absentia gene product homolog [Mus musculus] 


7.9 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


• 

606 


5031975 


gi|5031975|reflNP_005875.1| p21-activated kinase 4; 
protein kinase related to S. cerevisiae STE20, effector 
for Cdc42Hs [Homo sapiens] reflXP_041095.1| protein 
kinase related to S. cerevisiae STE20, effector for 
Cdc42Hs [Homo sapiens] ref|XP_041093.1| protein 
kinase related to S. cerevisiae STE20, effector for 
Cdc42Hs [Homo sapiens] sp|O96013|PAK4_HUMAN 
SERDnE/THREOI^^ KINASE PAK 4 
(P21-ACTIVATED KINASE 4) (PAK-4) 
gb|AAD01210.1| (AF005046) serine/threonine kinase 
[nomo Sapiens j eniD|\^/v/\uyozu. i| ^ajuiiojj^ -r/uvH- 
protein [Homo sapiens] 


1.1 


608 


9280285 


gi|9280285|dbj|BAB01686.1| (AB046104) unnamed 
protein product [Macaca fascicularis] 


8.7 


609 


5869819 


gi|5869819|emb|CAB55576.1|(AJ249395)NADH- 
ubiquinone oxidoreductase subunit 1 [Globodera 
pallida] 


0.84 


611 


* 


gi|12045283|ref|NP_073094.1| conserved hypothetical 
protein [Mycoplasma genitalium] , 
sp|P47662|Y423 JV1YCGE HYPOTHETICAL 
PROTEIN MG423 pir||G64246 conserved hypothetical 
protein MG423 - Mycoplasma genitalium 
gb|AAC71647.1| (U39724) conserved hypothetical 
protein [Mycoplasma genitalium] 


0 ft 


612 


11289932 


gi|11289932|pir||T50247 probable helicase [imported] - 
fission yeast (Schizosaccharomyces pombe) 
emb|CAB7 1840.1| (AL138666) putative helicase 
[Schizosaccharomyces pombe] 


4.5 


613 


6119709 


gipiiy /uy|emD|i^ADjy3oo.i| (Ajz^yyooj l^vj protein 
[Rattus norvegicus] 


1.6 


620 


7144507 


gi|7144507|gb^AA58585.2| (U12823) hemolysin 
[Acanthamoeba polyphaga] 


8.1 


622 


15011757 


eill5011757leblAAB04582 31 (U64603) Hvoothetical 
protein C09B7.1 [Caenorhabditis elegans] 


7 


625 


8923324 


gi|8923324|reflNPJ)60247.1| hypothetical protein 
FLJ20345 [Homo sapiens] ref|XPJ)08i6L3| 
hypothetical protein FLJ20345 [Homo sapiens] 
dbj|BAA91105.1| (AK000352) unnamed protein product 
(Homo sapiens] 


0.004 
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SEQID 

NO ~ 


. s N 


DESCRIPTION 


P VALUE 


J 

626 


6960319 


gi|o9o0319|gbjAAD43326.2|AF155156_l (AF155156) 
adaptor-related protein complex AP-4 epsilon subunit 
[Homo sapiens] 


0.00008 


628 


5739387 


gi|5739387|gb|AAD50450. 1|AF169388_1 (AF169388) 
alpha 4 collagen IV [Mus musculus] 


5.5 


631 




gi|3510234|gb|AAC33487.1| (AC005581) R31237J, 
partial \^uh [Homo sapiens J 


s.o 




802150 


gi|802150|gb|AAB32775.1| (S75037) pancreatic 
peptidylglycine alpha-amidating monooxygenase, 
PAM=membrane-bound isofonn {alternatively spliced, 
clone PAM-3, transmembrane domain (Ba region)} 
[human, islet cell tumor cell line QtxP-1, Peptide Partial, 
971 aa] [Homo sapiens] 


1E-13 


636 


2105238 


gi|2105238|gb|AAB57954.1| (U86905) similar to variola 
and vaccinia E9L [Molluscum contagiosum virus 
subtype 1] 


1.5 


641 


7576305 


gi|7576305|emb|CAB88003.1| (AJ277410) NADH 
dehydrogenase sub unit 1 [Taenia hydatigena] 




643 1 


12231395 


gi|12231395|gb|AAG49078.1|AF216121J (AF216121) 
phytochrome B [Gyminda tonduzii] 


7 


647 


281178 


gi|281178|pir||JQ1580 major surface antigen - hepatitis 
B virus (subtype adw4q- 3 strains CNTS-38 and Fou) 
emb|CAA53344.1| (X75658) surfece antigen [Hepatitis 
B virus] 


6.7 


652 


75U3 145 


gi|7503145|phi|T16315 hypothetical protein F41C3.6 - 
Caenorhabditis elegans gb|AAC46813.1| (U23521) 
asked finisher to look for frameshift because of 
discrepancy between prediction and EST CEESW76F; 
looks like there should be a splice from 2175 1 to 21706. 
But no problem was found in the area [Caenorhabditis 
elegans] 


o.y 


653 


14773502 


gi|14773502|reflXPJ)43252.1| PCAF associated fector 
65 alpha [Homo sapiens] gb|AAH08785.1|AAH08785 

/TD/~ , AA0'70C\ ppAp accrual -GiiHv-ir £^ olrtViQ VXAc\tY\r\ 

\D\jj\jo /oj ) r\s£\r associated iacior oj aipna [rionio 
sapiens] 


3E-10 


658 


14732840 


gi|14732840|ref|XP J)341 10. 1| hypothetical protein 
XPJ)34110 [Homo sapiens] 


1.8 


659 


13442965 


gi|13442965|gb|AAK26242.1|AF247132J(AF247132) 
putative chromatin remodeling factor [Mus musculus] 


4 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


660 


4512671 


gi|4512671|gb|AAD21725.1| (AC006931) En/Spm-like 
transposon protein [Arabidopsis thaliana] 

gU|/VrvL/.? jOUO. x|r\X 1"1j / J_ 1 I*rX J / J/ piULUuCl Uttu 

factor 1 [Arabidopsis thaliana] 

eblAAD33869 1IAF141376 HAF141376>Drotodermal 
factor 1 [Arabidopsis thaliana] 


. 6.6 


663 


13385330 


pill V*RW30lTpflNP 080177 11 PT1CFN rDN A 

gl| X.?^?O.J-s -?V 11 Will IX VOV/ LJL I . 11 r\JLLVl_<l^t l^JL/l^/A. 

1700010114 gene [Mus musculus] dbj|BAB24262.1| 
(AK005830) mrtative HMus musculusl 


0.33 


665 


14325583 


gi|14325583]dbjlBAB60486.1| (AP000996) unknown 
product [Thermoplasma volcanium] 


5.4 


666 


14779941 


gi|14779941|ref|XPJ)07847.3| hypothetical protein from 
clone 24796 [Homo sapiens] 


0.00000002 


670 


14330407 


eill4330407lemblCAC41079 1! (AJ308518} P2X5 
receptor [Gallus gallus] 


3.3 


672 


13991595 


gi| 13991 595|gb|AAK5 1427. 1 1 (AF355796) BRCA1 
rEchvminera kahibu 1 


6.9 


681 


14728540 


gill4728540jrefpCP_048261.il similar to ring finger 
protein 23; RING-B box-coiled coil-B30.2 (M. 
musculus) [Homo sapiens] 


0.026 


683 


14740222 


gi|14740222|ref]XPJ)49918.1| similar to hypothetical 
ntntein MfrdlOQ40 fH <iani£fli<ii n-Tnmri ^atmptiqI 


1E-86 


684 


11359451 


gi| 1 135945 l|pir||T5 1040 hypothetical protein 
B 15120. 100 [imported] - Neurospora crassa ! 
emb|CAB97464.1| (AL3 89900) conserved hypothetical 
protein [Neurospora crassa] 


9.2 


685 


14735526 


gi|14735526|ref|XP J)01804.4| guanylate binding protein 
2 interferon-inducible frlomo s aniens! 


2.3 


687 


7510353 


gi|7510353|pir|IT27275 hypothetical protein Y63D3A.9 - 
Caenorhabditis elegans emb|CAA21711.1| (AL032652) 

uuiiuiiiia bxiiiiioiiLy i\j x lam uumom. rruuuto lhja 

domain.), Score=43 .2, E-value=l ,9e-09, N=l 
[Caenorhabditis elegans] 


6.8 


697 


14773502 


gi|14773502|refp£P_043252.1| PCAF associated fector 
65 alpha [Homo sapiens] gb|AAH08785.1|AAH08785 
(BC008785) PCAF associated factor 65 alpha [Homo 
sapiens] 


3E-10 


700 


7498998 


gi|7498998|pir||T16057 hypothetical protein F13D1 L2 - 
Caenorhabditis elegans 


0.27 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


703 


4493893 


gi|4493893|emb|CAB39002.1| (AL034558) predicted 
using hexExon; MAL3P2.15 (PFC0230c), Hypothetical 
protein len: 3979 aa [Plasmodium falciparum] 


9.2 


706 


7243081 


gi|7243081|dbj|BAA92588.1| (AB037771) KIAA1350 
protein (Homo sapiens] 


1E-79 


707 


7496384 


gi|7496384|pir||T33266 hypothetical protein C24B9.10 - 
Caenoihabditis elegans gb|AAC19256.1| (AF068709) 
HvDothetical orotein C24B9 10 TCaenorhabditis 
elegans] 


5.4 


708 


7492007 


gi|7492007|pir||T41680 hypothetical protein 
SPCP1E1 1.01c - fission yeast (Schizosaccharomyces 
combe) emblCAB54860 11 (ALl 17183) hvDothetical 
protein [Schizosaccharomyces pombe] 


4.1 


709 


14758507 


gi|14758507|refp0P_044768. 1| similar to death receptor 
6 (H saoiens) [Homo saoiensl 


0.031 


710 


6513925 


gi|65 13925|gb(AAF14829. 1|AC01 1664 J 1 (AC01 1664) 
unknown protein [Arabidopsis thaliana] 


0.83 


713 


6434714 


eil6434714lemb!CAB61161 ll (AL 1 32973) mitative 
membrane protein. [Streptomyces coelicolor A3 (2)] 


1.2 


714 


8810476 


gi|8810476|gb|AAF80137.1|AC024174J9(AC024174) 
Contains similarity to a hypothetical protein F24K9. 13 
gi|6006885 from Arabidopsis thaliana gb)AC008 153 
and contains multinle PPR PFI01535 reneats 


0.22 


719 


9626839 


gi|9626839|reflNP_04 1109.1| ORF 18 [ictalurid 
herpesvirus 1] sp|Q00120|VG18_HSVIl 
HYPOTHFTirAT OFNF 18 PROTFTN nirllA^6788 

hypothetical protein ORF 18 - ictalurid herpesvirus 1 
(strain auburn 1) gb|AAA88121.1| (M75136) ORF 18 
[ictalurid herpesvirus 1] 


9.2 


723 


15004903 


gi|15004903|gb|AAK77203.1|AC006622J 
(AC006622) Hypothetical protein C52D10.12 
[Caenorhabditis elegans] 


2.4 


724 


6677663 


gi|6677663|reflNP J)33047.1| retinoic acid induced 1 
[Mus musculus] pir||T30250 GT1 protein - mouse 
dbj|BAA06184.1| (D29801) Unknown [Mus musculus] 
prfl|2123391A GT1 gene [Mus musculus] 


0.12 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


729 


2343183 


gi|2343183|gb|AAB67715.1| (AF013243) zinc finger 
transcription factor FLvtechiniic, variepatii<jl 


0 021 


730 


7465334 


gi|7465334|pir||B71980 proline dehydrogenase (EC 
1.5.99.8) / l-pyrroline-5-carboxylate dehydrogenase 
(EC 1.5.1.12) putA [siniilarity] - Helicobacter pylori 
(strain J99) gb|AAD05632.1| (AE001444) 
Proline/pyrroline-5-carboxylate dehydrogenase 
(Helicobacter pylori J99] 


4.9 


733 


9631436 


gi|9631436|rei|NP_Q48287.1| ORF MSY216 SCGgene 
family protein [Melanoplus sanguinipes 
entomopoxvirusj pir||izoJ / / UKr Movzlo aLAjgene 
family protein - Melanoplus sanguinipes 

pntnmrmnYvirnc ahlAAr07740 11 ( AFOfi^KfifVl OPF 

C/JJLLUIIIUjJUA.VlJ Us QV\r\Jt\\->y / /*r3'.l| ^tYT vUJ O UvJ^ UIVT 

MSV216 SCG gene family protein [Melanoplus 

Qflnornni'npQ ftntrnnnnnwiniQl 




734 


13813168 


gi|13813168|gb|AAK40402.1| (AE006645) Hypothetical 
protein [Sulfolobus solfetaricus] 


2.7 


736 


14776978 


gi|14776978|re£]XP_033086. 1| hypothetical protein 
XP_033086 [Homo sapiens] 


5.4 


737 




gi|7294863|gb|AAF50194.1| (AE003550) CG6718 gene 


1 Q 


745 


7465334 


gi|7465334(pir||B71980 proline dehydrogenase (EC 
1.5.99.8) / 1 -pyrroline-5 -carboxylate dehydrogenase 
(EC 1.5.1.12) putA [similarity] - Helicobacter pylori 
(strain J99) gb|AAD05632.1| (AE001444) 
x i umic/ p y r i uiuiC" j ~\jcu u uxy i a ic ucuy ur UKcnaav 
[Helicobacter pylori 199] 


3.9 


750 


5759216 


gi|5759216|gb|AAD51030.1|AF172399_l(AF172399) 
p75 neurotrophin receptor a-1 [Xenopus laevis] 
gb|AAD51031.1|AF172400_l (AF 172400) p75 
neurotrophin receptor a-2 [Xenopus laevis] 


3.9 


751 


6518511 


gi|65 185 1 l|dbj|BAA87907. 1| (AB021222) ketosynthase 
[Streptomyces rochei] 


6.6 


754 


6679777 


gi|6679777|refINP_032029. 1| fibroblast growth factor 
15 [Mus musculus] sp|035622|FGFF_MOUSE 
FIBROBLAST GROWTH FACTOR-15 
PRECURSOR (FGF-15) gb|AAB63197.1| (AF007268) 
fibroblast growth factor [Mus musculus] 
dbj|BAB30961.1| (AK017829) putative [Mus musculus] 


7.7 



463 



WO 02/14500 



PCT/US01/25840 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
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755 


7498881 


gi|7498881|pir||T20748 hypothetical protein Fl 1A5.2 - 
Caenorhabditis elegans emb|CAB07355.1| (Z92830) 
contains similarity to Pfem domain* PF01604 (7TM 
chemoreceptor), Score=428.7 s E-value=1.7e-125, N=l 
[Caenorhabditis elegans] 


6.4 


756 


1378135 


fibroblast growth factor receptor 1-like protein; one of 
three nossible onen readine frames in the <?eauenee 
[Rattus norvegicus] 


5.1 


758 


7444901 


gi|744490 1 |pir j|B7 1 630 hypothetical protein RP702 - 
Rickettsia prowazekii emb|CAAl5 138.1| (AJ235273) 
unknown [Rickettsia prowazekii] 


2.2 


759 


12854427 


gi|12854427|dbj|BAB30025.1| (AK015906) putative 
[Mus musculus] 


6.6 


763 | 


4185892 


gi|4185892|emb|CAA2183Ll| (AL033125) 1- 
evidence=predicted by content~l- 
me1hod=genefinder;084~l-evidence_end~2- 
evidence=predicted by match~2- 

matrh npri>ccmTi==QWTQQ-PPOT*P^X'?n^~9- 
maiuu_jaccession— o wija - rivu i .rJozi/j~Z" 

match_description=HYPOTHETICAL 77.9 KD 

PROTEIN IN RRN10-MCM2 INTERGENIC 

REGION.~2-match_species=SACCHA> 


9.1 


766 


14725855 


trill 479 ^RS^IrefTXP 1 1 similar tn hvnnthptieal 

protein PR02822 (H. sapiens) [Homo sapiens] 


9.2 


770 


7582302 


gi|7582302|gb|AAF64271.1|AF208857_l(AF208857) 

RM-01 S IT-Tnmn ^aniensl 


8E-13 


772 


6594283 


dl65942831dm'lRAA88419 11 <AR016615i hvdrnnhnhtc 
transmembrane protein [Staphylococcus aureus] 


1.7 


783 


12597803 


eill2597803leblAAG60115 1IAC073178 26 
(AC073178) hypothetical protein [Arabidopsis thaliana] 


0.62 


784 


8777303 


ffil8777303ldbilBAA96893 11 CAB018112, serine 
carboxypeptidase [Arabidopsis thaliana] 


1.2 


785 


10045258 


gi|10045258|emb|CAC07930.1| (AJ228487) cytochrome 
c oxidase subiinh 3 [Acanthogammarus godlewskii] 


1.5 


786 


1794167 


gi|1794167|dbj|BAA11217.1| (D78137) unnamed 
protein product [Vibrio parahaemolyticus] 


9.7 


790 


12835698 


gi|12835698|dbj|BAB23329.1| (AK004489) putative 
[Mus musculus] 


8.1 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


791 


131761 


gl|131 /ol|Sp|Jrl lDjO|yAx_JNJDUV^K VJUUNAlli 

PERMEASE (QUINATE TRANSPORTER) 
pir||G3 1277 quinate transport protein - Neurospora 

quinate transporter [Neurospora crassa] 


1.7 


794 


11640576 


gi|11640576|gb|AAG39285.1)AF113214_l (AF113214) 
MSTP034 [Homo sapiens] 


6.3 


797 


5306243 


gi|5306243|gb|AAD41976. 1|AC006438 J (AC006438) 
hypothetical protein [Arabidopsis thaliana] 


3.4 


798 


7511787 


gi|7511787|pir||T29089 alpha-mannosidase (EC 3.2. L-), 
class II - fall armyworm gb|AAB62719. 1| (AF005034) 
alpha-mannosidase II [Spodoptera frugiperda] 


7 


800 


3170793 


gi|3170793|gb|AAC18201.1| (AF062165) 
immunoglobulin heavy chain variable region [Homo 
sapiens] 


8.7 


802 


11466458 


gi|11466458|ref|NP_038161.1| NADH dehydrogenase 
subunit 4L [Chrysodidymus synuroideus] 
gb|AAi59MU5.1| (U34oi3J NADU dehydrogenase 
subunit 4L [Chrysodidymus synuroideus] 
gb|AAF36927.1|AF222718_l (AF222718)NADH 
dehydrogenase subunit 4L [Chrysodidymus 
synuroideus] 


4.2 


803 


14779941 


mm.770Q/Hlrp-flYP 007X47 ^1 hvnnthprir^l nrntpin frnm 

glj 1*+ / / 77T 1 1|1 vI[AT VU / 0*t / . «?| UypUUlCllVOl plULClU. ilulll 

clone 24796 [Homo sapiens] 


0.00000002 


804 


13430868 


gi|13430o6o|rerjJNr — 0770Uo.l| hypothetical protein 
MGC2615 [Homo sapiens] ref]XP_015759.1| 
nypouicLicai proxeiii iviu^zo id [tiomo sapiens j 
gb|AAH01656.11AAH01656 (BC001656) Unknown 
(protein for MGC:2615) [Homo sapiens] 


4E-21 


808 




gi|3293234|gb|AAC25913.1| (U96413) T-DNA 


7 9 


810 


7299169 


gi|7299169|gb|AAF54367.1| (AE003682) Fps85D gene 
product [alt 1] [Drosophila melanogaster] 


5.6 


814 


11361627 


mil 1361627lnirilH82736 hvnothetical nrotein XF0992 

[imported] - Xylella festidiosa (strain 9a5c) 
gb|AAF83802.1|AE003937_6 (AE003937) hypothetical 
protein [Xylella fastidiosa 9a5c] 


0.43 


816 


10803160 


gi|10803160|emb|CAC13088.1| (AL445503) putative 
two component system response regulator [Streptomyces 
coelicolor] 


6.4 



465 



WO 02/14500 



PCT/US01/25840 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


819 


2613090 


gi|2613090|gb|AAB84279.1| (AF030317) OmpR 
rProteus vulgaris! 


1 7 

X. # 


821 


2494232 


gi|2494232|sp|Q628 14|E2F5_RAT TRANSCRIPTION 
FACTOR E2F5 <E2F-51 eblAAB00180 11 flJ31fifiX"k 
E2F-5 [Rattus norvegicus] 


7.8 


822 


14729752 


gill4729752lrefpCP_036388.ll hypothetical protein 
MGC5297 FHomo saniensl 


6.7 


825 


7024427 


gi|7024427|emb|CAA87594.2| (Z47547) 
Pwi=or£234. 1 ;Mpo=orf244;Angio=orlx-no ATG start 
codon [Chondrus crispus] 


8 


833 


11691811 

X X \s.*> X U X X 


gi|11691811|emb|CAClllRl|(AL121893) 
bA189K21.6 (Sec23 (S. cerevisiae) homolog B) [Homo 


5 6 


834 


117704 


gi|117704|sp|P18246|CXAl_BOVIN GAP JUNCTION 

ALPHA-1 PROTEIN (CONNEXIN 43) (CX43) 
(VASCULAR SMOOTH MUSCLE CONNEXIN 43) 
pir|[A36623 gap junction protein Cx43 - bovine 
gb|AAA30459.1| (J05535) vascular smooth muscle 
connexin43 [Bos taurus] 


9.2 


835 


1170606 

X X f \J VuU 


gi|1170606|sp|P43188|KADC_MAIZE ADENYLATE 
KINASE, CHLOROPLAST (ATP-AMP 
TRANSPHOSPHORYLASE) pir||S45634 adenylate 
kinase (EC 2.7.4.3), chloroplast - maize pab|lZAK|A 
Chain A, Adenylate Kinase From Maize In Complex 
With The Inhibitor Pl,P5-Bis(Adenosine-5'- 
jpeniapnospnaie v/vpjaj paDjiZ/Ais^D v>nain o 3 
Adenylate Kinase From Maize In Complex With The 
Inhibitor Pl,P5-Bis(Adenosine-5'-)pentaphosphate 


0 0000001 

v.uvVuuv X 


836 


7661750 


gil7661750lreflNP_054866.ll HSPC047 protein [Homo 
sapiens] gb|AAF29019.1|AF161532_l (AF161532) 
HSPC047 [Homo sapiens] 


5E-28 


838 


13815530 


gi|13815530|gb|AAK42398.1| (AE006828) Transport 
protein, hypothetical [Sulfolobus solfataricus] 


5 


839 


14771844 


gi|14771844|refpa>_045585.1| hypothetical protein 
FU11085 [Homo sapiens] emb|CAB91047.2| 
(AL109935) dJ1022P6.2 (KIAA1434) [Homo sapiens] 


0.089 


843 


4007786 


gi|4007786|emb|CAA51374.1| (X72850) acetyl CoA 
acetyhransferase [Sphingomonas sp.] 


4.6 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


847 


9968471 


gi|9968471|emb|CAC06698.1| (AJ275988) Kruppel like 
fector (Mus musculus] 


6.2 


848 


7499805 


gi|7499805|pir||T21337 hypothetical protein F25D7. 1 - 
i_,aenornaoaitis elegans emb|CAr>Uloyo.l| (/./o41oj 
cDNA EST yk60g6.3 comes from this gene-cDNA EST 
yk60g6.5 comes from this gene-cDNA EST 

y&lJUUlU.j LAJIllCa JUUIIl LOio gCUC~v.LJlN.rt. Cj 1 

ykl56bl0.5 comes from this gene-cDNA EST 
yk399£2.3 comes from this gene-cDNA EST yk399f2.5 
comes from this gene~cDN> 


7.1 


849 


6581093 


gi|6581093|gb|AAF18453.1|AF205599J(AF205599) 
transposase-like protein [Mus musculus] 


4.4 


853 


13651256 


gi|13651256|ref|XP 015436.1| chloride channel 4 
[riomo sapiensj rer|AJr__U4o oo.i| cnionae channel 4 
[Homo sapiens] refJXP_045756.1| chloride channel 4 
[noiiio Sapiensj reij-Ax__uH j / j / . i j cnionue cnannei *r 
[Homo sapiens] dbj|BAA77327.1| (AB019432) chloride 
channel protein 4 [Homo sapiens] 
eblAAD50981 1IAF170492 1 CAF1704921 chloride 
channel CLC4 [Homo sapiens] 


2.3 


854 


336159 


gi]336159|gb|AAA46774.1| (M90520) polymerase 
protein [Woodchuck hepatitis B virus] 


3.2 


861 


8979124 


gi|8979124|dbj|BAA98959. 1| (AP002547) CT65 1 
hypothetical protein [Chlamydophila pneumoniae J138] 


0.76 


863 


4758712 


gi|475 871 2|ref|NP_004659. 1| alpha-glucosidase; brush 
border hydrolase [Homo sapiens] 
sp|043451|MGAJiUMAN MALTASE- 
GLUCOAMYLASE, INTESTINAL [INCLUDES: 

MAT TAW f AT PTTA-frT TTCOQTnAWV 

GLUCOAMYLASE (GLUCAN 1,4-ALPHA- 
GLUCOSIDASE)] gb|AAC39568.1| (AF016833) 
maltase-glucoamylase [Homo sapiens] 


0.1 


864 


13812050 


gi|13812050|refINP_113184.1| hypothetical protein 
[Guillardiatheta] gb|AAK39752.1|AF083031_109 
(AF08303 1) hypothetical protein [GuiUardia theta] 


4.3 


867 


10726408 


gi|10726408|gb|AAF54394.2| (AE003683) CG9381 
gene product [Drosophila melanogaster] 


5.5 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


870 


7299899 


gl| 1 Ayyoyy\^ t u\nJ\r jjU /f . Ij ^/a_DUUj/UJ^ IAj/70/ gene 

product [alt 1] [Drosophila melanogaster] 
gb|AAF55075.1| (AE003705) CG7987 gene product [alt 
2] [Drosophila melanogaster] 


9.7 


872 


6979325 


ail6979325leblAAF34418 1IAF172282 7<AF1722821 
putative phosphatidylinositol 4-kinase [Oryza saliva] 


4.8 


873 


13699930 


gi|i3oyyy3u|aDj|jDAo4izzy.i| (ArUUJizyj conserved 
hypothetical protein [Staphylococcus aureus subsp. 
aureus injajj qdjio/xdjox ^/vjruuj^jo^ conservea 
hypothetical protein [Staphylococcus aureus subsp. 
aureus Mu50] 


3.7 


877 


6841 256 


gi|6841256|gb|AAF28981.1|AF161421J(AF161421) 

X lUl Vr*J IX l\Jl I L\J J uUlvuo J 


7E-64 


879 


2459878 


gi|2459878|gb|AAC40459.1| (AF005734) glycoprotein 
precursor [Marburg virus] 


2.5 


880 


1 47S979? 


gi|14759292|ref|XP__006700.2| checkpoint with forkhead 
ana ring ringer u on 1 dins [nomo sapiensj 
gb|AAF91084.1|AF170724_l (AF170724) cell cycle 

pVipplmnint nrntfin C^TTFR rHnmn Qariipn^si 

wXlWwJVJU villi L LJ1 ULfclll \_slXX XV yi- ±\Jl I L\J oClL/lwlXOJ 


0 000000002 


886 


141164 


gi|141164|sp|P19297|YORM - TTVl HYPOTHETICAL 

jO.O XSJL/ xJWJ 1 JCJJ.N &nil)\\^l\r\3Z,yyj. Ij yyYxtOJJ^ UxVT 

(352 AA) [Thermoproteus tenax virus 1] 


2.2 


889 


1755061 


gi|1755061|gblAAB50394.1| (U62737) photosystem I 
subunit XI [Synechococcus sp. PCC 7942] 


3.6 


890 


7464739 


gi|7464739|piii|G71920 hypothetical protein jhp05 18 - 
HeUcobacter pylori (strain J99) gb|AAD06099. 1| 
(AE001485) putative [Helicobacter pylori J99] 


7.6 


891 


14141161 


gi|14141161|ref|NP_004492.2| heterogeneous nuclear 
ribonucleoprotein U, isoform b; hnRNP U protein; 
scaffold attachment factor A; pi 20 nuclear protein 
[Homo sapiens] gb|AAH03367.1|AAH03367 

rRf^nn^^67^ lipfpfrtO'pi'ififtHQ T»iirlf»ar ribotiiideADrnteiti IT 

yiJ\s\JSJJJ\J i ) iiw lfc/1 KJfipsMSAJ Uo XLUVlwCU X lV\JLLLL\sl\jSjyi ULwXU u 

(scaffold attachment factor A) [Homo sapiens] 
gb|AAH0362l.l|AAH03621 (BC003621) heterogeneous 
nuclear ribonucleoprotein U (scaffold attachment factor 
A) [Homo sapiens] 


6.9 


892 


7649887 


gi|76498871dbj|BAA94165.1| (AP000422) tail fiber 
protein [Escherichia coli 0157H7] 


0.63 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


BF^rRIPTTON 


P VALTIF 


901 


7496871 


gi|7496871|pir||T19650 hypothetical protein C32H11.7 - 

PaRnnrhahHftic p\f*Cfyno cxmVAC* AT*fi5 141 1 1 fZHIOAfW 

i^aenoniaDciiiis eiegans cmDji^AJDUj l^ti.ij \z^ozzouj 
cDNA EST yk576f6.3 comes from this gene 

[^ClCXiUlllaUUiUd ClCgcUloJ 


4 fi 


905 


13400109 


gi| 1 3400 1 09|gb|AAK2 1974. 1 1 (U77931) rRNA 
promoter binding protein [Rattus norvegicus] 


0.003 


918 


13235458 


gi|13235458|emb|CAC33751.1| (AJ293322) ProP2 
protein [Rickettsia typhi] 


4.1 


919 i 


7292165 


oi!79Q? 1 fiSlohIA AF47S77 1 1 f AF00347? i PG1 9093 
gene product [Drosophila melanogaster] 


0.25 


920 


12831207 


gi|12831207|refINP_075579.1| gamma-aminobutyric 
acid (GABA-A) receptor, suburut epsilon [Rattus 
norvegicus] gb|AAF70383.1|AF189262_l (AF189262) 
\jx\DJ\rj\ rccepior epsiion-iiKe suduull [ixiiiiub 
norvegicus] 


4.5 


926 


10765285 


oiUn7f^9R^lohlAACr99Q71 1IAF1$n43l VfA"P1M4^U 

inhibitor of apoptosis protein 2 [Rattus norvegicus] 


4.2 


927 


2832268 


gi|2832268[gb|AAC15477.1| (AF043233) Caco-2 
oligopeptide transporter [Homo sapiens] 


5.1 


928 


6179898 


gi|6179898|gb|AAF05702.1|AF190129_l(AF190129) 
Na+/K+/2C1- cotransporter [Callinectes sapidus] 


6.1 


931 


12644035 


gi| 12644035|sp|Q9Z8M lj^CHLPN 
TRANSLATION INITIATION FACTOR IF-2 
pir||E81576 translation initiation factor 2 CP0440 
[imported] - Chlamydophila pneumoniae (strain AR39) 
gb|AAF38279.1| (AE002205) translation initiation 
factor 2 [CUamydophila pneumoniae AR39] 
dbj|BAA98527.1| (AP002546) initiation fector-2 
[Chlamydophila pneumoniae J138] 


0.91 


932 


10956362 


gi|10956362|refiNP_052811.1| pXOM15 [Bacillus 
anthracis] pir||C59105 hypothetical protein pXO 1-1 15 - 

l^af*i11iic aTYrtirnpic vtm1pnf*.p nlcicmiH fWill 

JLJctWlllliD OiiUIIdvXo VAlUlwllV^C piOoIlilU yJWJL 

gb|AAD32419.1|AAD32419 (AF065404) pXOl-115 
[Bacillus anthracis] gblAAD41347.1|AF150965_l 
(AF150965) resolvase X [Bacillus anthracis] 


1.9 


933 


13814214 


gi|13814214|gb|AAK41294.1| (AE006722) Conserved 
hypothetical protein [Sulfolobus solfataricus] 


0.99 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


940 


6320195 


gi|6320195|ref|NP_010275.1| Ydl009cp 
[Saccharomyces cerevisiae] pir||S52510 probable 
membrane protein YDL009c - yeast (Saccharomyces 
cerevisiae) emb|CAA88350.1| (Z48432) unknown 

(Z74059) ORF YDL009c [Saccharomyces cerevisiae] 


7 


942 


10181130 


gi| 1 0 1 8 1 1 30|refpSTP_0655 86. 1 1 acid sphingomyelinase- 
iiKe pnospnouiesierase ja [iviiis muscuiusj 
emb|CAA69329.1| (Y08135) acid sphingomyelinase-like 

nTirtQnhnHipctprn^p FMiiq mncpiiliiQl 


6F-R4 

OD* 0*T 


943 


H124718 


gi|13124718|sp|P54358|DPOD_DROME DNA 
POLYMERASE DELTA CATALYTIC SUBUN1T 
gb|AAF49555.1| (AE003529) DNApol-deha gene 

LJiuuui/i [J_/i UDupmiti incictiiUgabLCl J 


JSt.O 


946 


2258300 


gi|2258300|gb|AAB63269. 1| (AF001783) AgrC 
[Staphylococcus aureus] 


1.9 


947 


74600^7 


gl| /how d i ipiTjj 1 1 j^fj i nypoineucai protein 1 1 / ai d. zu 
Arabidopsis thaliana emb|CAB79678.1| (AL161574) 

lijpUUJ.CU.voi. UlULCUi [^/AXclUlUUpblo ll lcll lullrlj 


3 4 


948 


7494291 


gi|7494291|pir||E71616 hypothetical protein PFB0365w 

malaria nursiCTtf* fPlacmriHrnin "fii1pir»ai-iim^ 
LUciLalltX UoiaoiLo ^JT XaoIUUUiUill idiOlUai ulllj 

gb|AAC71862.1| (AE001390) hypothetical protein 

[Plasmodium falciparum] ; 


1.9 


950 


1707627 


gi|1707627|emb|CAA96381.1| (Z71701) cytochrome 
oxidase subunit IE [Euhadra herklotsi] 


9.1 


952 


6739602 


gi|6739602|gb|AAF27330.1| (AF178534) talin [Homo 
sapiens] 


1E-14 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


954 


7498956 


gi|7498956|pir|(T20804 hypothetical protein F12F6.1 - 
Caenorhabditis elegans emb|CAA97791.1| (Z73425) 
cDNA EST yk30a8.3 comes from this gene-cDNA EST 
ykl2dll.5 comes from this gene-cDNA EST yk30a8.5 

comes from this gene-cDNA EST ykl 17g9.3 comes 
from this gene-cDNA EST ykl 13hl 1 .5 comes from this 

gene~cDNA EST ykl 17g9.5 comes from this 
gene~cDNA> emb|CAA97796.1| (Z73426) cDNA EST 
yk30a8.3 comes from this gene-cDNA EST ykl2dl 1.5 
comes from this gene-cDNA EST yk30a8.5 comes from 
this gene~cDNA EST ykl 17g9.3 comes from this 
gene-cDNA EST ykl 13hl 1 .5 comes from this 
gene-cDNA EST ykl 17g9.5 comes from this 
gene~cDNA> 


6.6 


955 


9631417 


gi|9631417|refJNP - 048325.1| ORF MSV254 leucine 
rich repeat gene family protein, similar to Amsacta 
moorei entomopoxvirus Q3 ORF SW:P28854 
[Melanoplus sanguinipes entomopoxvirus] pir||T28415 
ORF MSV254 leucine rich repeat gene family protein - 

Melanoplus sanguinipes entomopoxvirus 
gD|AAC97730.1| (AF0638o6) ORF MSV254 leucme 
rich repeat gene family protein, similar to Amsacta 
moorei entomopoxvirus kij ukt ow.rZooD^ 
[Melanoplus sanguinipes entomopoxvirus] 


2.1 


956 


71 &(\W£k 
1 10UXZO 


gi|7160126|emb|CAB76312.1| (AL158060) putative 
memorane protein, [otrepiomyces coeucoior 


U.Zj 


959 


1203965 


gi|1203965|gb|AAA89173.1| (L42379) bone^ierived 
growth factor [Homo sapiens] 


1.4 


960 


585147 


gi|585 147|sp|P38094|FLUG_EMENI FLUG PROTEIN 

pir|(A53 1 86 fluG protein - Emericella nidulans 
cblAAC37414 11 (L27817) FluG fEmericellanidulansl 


5.4 


963 


11352695 


gi|l 1352695|pir||D83270 transcription-repair coupling 
protein Mfd PA3002 [imported] - Pseudomonas 
aeruginosa (strain PAOl) 
gb|AAG06390.1|AE004725J (AE004725) 
transcription-repair coupling protein Mfd [Pseudomonas 
aeruginosa] 


1.3 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


964 


119777 


gi|119777|sp|P16291|FA9_SHEEP COAGULATION 
FACTOR IX (CHRISTMAS FACTOR) pir||I47078 
coagulation factor IXa (EC 3.4.21.22) - sheep 
/■fra^mentl chlAAA31520 11 <M2f??331 factor Df rOvte 
aries] 


8.2 


965 


7473507 


gi| i** it> ju /|pir||r iDjoi prooauie giycosyitransierase - 
Deinococcus radiodurans (strain Rl) 
&hlAAF194^1 1IAFflft1R63 76 f AFftOl Rfi^ 

glycosyltransferase, putative [Deinococcus radiodurans] 


0.24 


967 


2494130 


gi|2494130|gblAAB80639.1| (AC002376) Contains 
similarity to Glycine SRC2 (gb[AB000130). 
[Arabidopsis thaliana] 


5.2 


972 


10728660 


ml107?86fi0loh!AAFS7fiftt 71 fAFOftl^ffi PGRfiJtt 

gene product [Drosophila melanogaster] 


6E-12 


980 


7500037 


gi|7500037jpir||T34063 chromosome segregation protein 
smcl F28B3.7 [similarity] - Caenoriiabditis elegans 
gb|AAK2 1378.1| (AF003136) contains similarity to 
ATP wntha«ip <fiiHnntt rf^aptinrtinhHfHQ f*1p0?in<3l 


0 68 


981 


7298917 


gi|7298917|gb|AAF54122.1| (AE003675) CGI 0272 
gene product [Drosophila melanogaster] 


5.9 


983 


1170115 


rrlll T7fl1 1 ^lo«\lD/l^/l , 2niri'TTl AAAXTCC 
gl|ll fVl lD\Sp\r £ f\3 i fD\j\\J I 1 l_MAfNoli 

GLUTATHIONE S-TRANSFERASE 1 (GST CLASS- 
THETA) gb|AAA9288(U| (L32091) glutathione S- 
transferase [Manduca sexta] 


7.1 


985 


10864490 


ail10Rfi44Q0lahlAAfr947m 11 ^AFn9?0Xm4vnntViptira1 
gi| i \j o o*t*t y\j jgu \£\r\\j4 t Tz,\j j . i j \j\r uzz yoi) ny pumcuccu 

protein W03F9.6 [Caenoriiabditis elegans] 


5.3 


987 


1 0*5400 

IVJtUU 


gi|105400[pir1[A35648 B-cell adhesion protein CD22 
alpha splice form precursor - human emb|CAA36988.1| 
(X52785) CD22 antigen [Homo sapiens] prfl|1608208A 

R ivmi antiopn Tlf'77 n-Toinn csitiipncl 
JQ CCI1 cUJllgCIl -L/V>Z,Z, |riUlIUJ SklplCJ-lbJ 


\j 


989 


14750376 


gi|14750376|ref!XP_012394.3| myosin EXA Pomo 
sapiens] 


3.9 


990 


6324560 


gi|6324560|refiNP_014629.1| Yol013w-ap 
[Saccharomyces cerevisiae] pir||S78736 protein 
YOL013w-a - yeast (Saccharomyces cerevisiae) delta 
remnant 


9.3 


991 


7290503 


gi|7290503|gb|AAF45956.1| (AE003431) CG3527 gene 
product (Drosophila melanogaster] 


7.6 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQDD 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


994 


9964623 


gi|9964623|reflNP_064753.1| RP DNApol [Roseophage 
SIOl] gb|AAG02598.1|AF189021_17 (AF189021) 
Roseophage SIOl complete genome 


. 3.5 


996 


2769538 


gi|2769538|emb|CAA11217.1| (AJ223279) voltage- 
sensitive sodium channel rPlutella xvlostellal 


7.6 


998 


9628506 


gi|yoZojUo|rei|jNr_U43Jo4.i| regulatory protein 
[Human papillomavirus type 29] 
sp|P50772|VE2_HPV29 REGULATORY PROTEIN 
E2 gb|AAA79432.1| (U31784) regulatory protein E2 
[Human papillomavirus type 29] 


6.2 


999 


6566147 


eil6566147idbilBAA04745 21 0)21203} laree Forked 
protein prosophila melanogaster] 


0.085 


1002 


11346920 


gi|11346920|pir||H81390 probable integral membrane 
protem cju*k>ic [lmporceuj - uampyiouacter jejuni 
(strainNCTC 11168) emb|CAB75099.1| (AL139075) 
putative integral membrane protein [Campylobacter 
jejuni] 


1.5 


1005 


9294038 


gi|9294038|dbj|BAB01995.1| (AB020746) 
gene_id:MOB24.1-unknown protein [Arabidopsis 
thaliana] 


9.8 


1006 


4505067 


gi|4505067|reflNP_002349.1| MAD2-like 1; mitotic 
arrest deficient, yeast, homolog-like 1 [Homo sapiens] 
sp|Q13257|MD21_HUMAN MITOTIC SPINDLE 
ASSEMBLY CHECKPOINT PROTEIN MAD2A 
(MAD2-LIKE 1) (HSMAD2) pir||G01942 mitotic 
feedback control protein Madp2 homolog - human 
gb|AAC52060.1j (U31278) mitotic feedback control 
protein Madp2 homolog [Homo sapiens] 
gb)AAC5078Ll| (U65410) Mad2 [Homo sapiens] 
emu] v^/vrvu j . 1 1 uuu i oo ) wu\ul [xiomo sapiens j 
gb|AAH00356.1|AAH00356 (BC000356) MAD2 
(mitotic arrest deficient, yeast, homolog)-like 1 [Homo 
sapiens] gb|AAH05945.1|AAH05945 (BC005945) 
MAD2 (mitotic arrest deficient, yeast, homolog)-like 1 
[Homo sapiens] gb|AAK38174.1| (AF202273) MAD2- 
like protein 1 [Homo sapiens] 


0.000005 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1010 


13994140 


gi|ijyy4i4u|i^rsr_ui(Sy2o.l| antigen py/ (melanoma 
associated) identified by monoclonal antibodies 133.2 
and 96.5 [Mus tnnsculus] dbj|BAA86655.1| 
(AB024336) membrane-bound transferrin-like protein 

n07 FMik: minsniliiQl rihilRAR41 HQ 11 ( ATtf)4179Q} 
yy i jiviua liiubwuiuoj \ivj\Di\iJ*Tiioy.i\ ^/wut/ iyy) 

membrane-bound transferrin-like protein [Mus 

rtiiicciiIiiQl 

lilUJyUlM a J 


4.1 


1011 


11465559 


gi|11465559|ref|NPJ)45049.1| unknown [Cyanidhim 
caldarium] gb|AAF12997.1|AF022186J69 
(AF022186) unknown [Cyanidium caldarium] 


1.8 


1012 


13421288 


gi|13421288|gblAAK22158.1| (AE005691) TonB- 
dependent receptor [Caulobacter crescentus] 


0.65 ' 


1013 


6978481 


gi|6978481|ref|NP_036905.1| a-kinase anchoring protein 
[Rattus norvegicusj sp|Q62924|AKl 1_RA1 A KINASE 
ANCHOR PROTEIN 1 1 (PROTEIN KINASE A 

AMfWOPTKin PPfYTPTNF 1 \ \ fi>PlfA 1 1\ {A VTWAQT7 
/YIN I^JlxVJivU. N vJ JrlvLr 1 J-Ji> i 1 ) \ri\JSJ\ i L) \r\ JVlXNrVoJC 

ANCHOR PROTEIN 220 KDA) (AKAP 220) 

nirllX/197^9 A-lrinacf anrTinrino nrnfpin AtfAP 990 - rat 
pil|| ItZ / ATKHIooC dilWiiUl U Ijg piOlClil ruVru ZZU Idl 

gblAAB06559.1| (U48288) AKAP 220 [Rattus 
norvegicus] 


3 


1015 


7498137 


gi|7498 137|pir||T3 1694 hypothetical protein D 1065 .2 - 
Caenorhabditis elegans 


7.4 


1017 


9944230 


tyrosine phosphatase [Bos indicus] 


7 


1023 


14520862 


gi|14520862)refiNP_126337.1| hypothetical protein 
[Pyrococcus abyssi] pir||G75106 hypothetical protein 
PAB0444 - Pyrococcus abyssi (strain Orsay) 

[Pyrococcus abyssi] 


9.7 


1025 


11290247 


gi|i izyuz £ f/[pir]|UozUjy conservcu nypomeucai protein 
VC2740 [imported] - Vibrio cholerae (group 01 strain 
N16961) gb|AAF95879.1| (AE004339) conserved 
hypothetical protein [Vibrio cholerae] 


8.2 


1027 


12484269 


gi|12484269|gb)AAG54048. 11AF224607_4 (AF224607) 
NADH dehydrogenase subunit 4 [Propfthecus verreauxi 
deckeni] 


7 


1028 


14329703 


gi|14329703|emb|CAC40662.1| (AJ292926) anaerobic 
(class US) ribonucleotide reductase large subunit chain 
[Staphylococcus aureus] 


1.7 



474 



WO 02/14500 



PCT/USO 1/25840 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1037 


2636683 


gi|2636683|gb|AAC06264.1| (U66333) pol 
[Schistosoma mansoni] 


5.2 


1039 


6016240 


gi|6016240|sp|O02100IHOPl_CAEEL INTEGRAL 
MEMBRANE PROTEIN HOP-1 pir||T15184 presenilin 
beta homolog - Caenorhabditis elegans pir||T42237 
presenilin-beta homolog - Caenorhabditis elegans 
gb|AAB52948. 1 1 (AF000265) Hypothetical protein 
C18E3.8 [Caenorhabditis elegans] gb|AAB84394.1| 
(AF021905) presenilin [Caenorhabditis elegans] 


8.5 


1 /VI 

IU4U 


10047173 


gi|10047173|dbj|BAB13380.1| (AB046774) KIAA1554 
protein [Homo sapiens] 


8.4 




14089928 


gi|l4089928|emb|CACl3687.l|(AL445564) 
HEMOLYSIN C [Mycoplasma pulmonis] 


4.8 


1045 


7469269 


gi|7469269|piij|S77245 bioY protein - Synechocystis sp. 
(strain PCC 6803) dbj|BAAl7579.l| (D90907) BioY 
protein [Synechocystis sp. PCC 6803] 


5.6 


1046 


10140780 


gi|lOl40780|gb|AAGl36l0.l|AC078840J 
(AC078840) hypothetical protein [Oryza sativa] 


2.2 


1050 


7496756 


gi|7496756|pir||T19593 hypothetical protein C31A11.3 - 
Caenorhabditis elegans emb|CAB05685.1| (Z83218) 
contains similarity to Pfam domain: PF01838 (Domain 
of unknown function), Score=506.2, E-value=5.4e-154, 
N=2 [Caenorhabditis elegans] 


4.1 


1052 


7500420 


gi|7500420|pir||T32834 hypothetical protein F33H12.1 - 
Caenorhabditis elegans gb|AAB95002.1| (AF040649) 
Hypothetical protein F33H12.1 [Caenorhabditis 
elegans] 


4 


1054 


14736828 


gill4736828lrepP_032481.il hypothetical protein 
XP_032481 [Homo sapiens] 


5.5 


1056 


7290674 


gi|7290674|gb|AAF46122.1| (AE003436) CG4320 gene 
product [Drosophila melanogaster] 


4.7 




14970757 


gi|14970757|eniD|L.AC444o4.1| (AJ3 13506) C/tXA 
protein [Salmonella typhimurium] 


5.5 


1062 


4115497 


gi|4115497|dbj|BAA36391.1| (AB010426) AL1 like 
protein [Phytoplasma sp.] 


3.4 


1064 


111816 


gi|l 1 18 16|pir||S21348 probable pol polyprotein-related 
protein 4 - rat emb|CAA37647.1| (X53581) ORF4 
[Rattus norvegicus] 


6.4 
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I Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1067 


14149940 


gi|14149940]reflNP_115610.1| hypothetical protein 
FLJ23059 [Homo sapiens] dbj|BAB15536.1| 
(AK026712) unnamed protein product [Homo sapiens] 


8E-34 


1072 


6321761 


gi|6321761|rei]NP_011837.1| Ynl026cp 

[Saccharomyces cerevisiae] sp|P38740[YHC6JYEAST 

HYPOTHETICAL 30.7 KD PROTEIN IN RIM1- 
cxtek ^^JTT7P^i^7^^^ , ppo-tam Duu/^TTDCfYD 

MNrO UN ilzJvVJilLNlL/ KDvJlLMN rKJi\_*UKoUK. 

pir||S48942 hypothetical protein YHL026c - yeast 

/'Qafv4i')iYYnTir/v»c /v»-nwiricia»\ crh\ A \TM\^C\60 11 /TT1 1 

^oaccnaroinyvvS ucrcvibiac j goj/\r\DOJUOz. ij 1 1 joj ^ 
YHL026c gene product [Saccharomyces cerevisiae] 


0.26 


1076 


5932366 


mKQ^9^A^lrrKI A An^£Q10 1 1 AT71 11 /'A'PIRftld.^ 

hypothetical protein; zml2orf5 fZymomonas mobiUs] 


7.2 


1084 


71 nastfiA 

1 lUOoO^f 


gi|7106864|gb|AAF36157.1)AF151071J(AF151071) 
nor L-Zj / jrionio sapiens j 


O.J 


1087 


1173846 


gi|1173846|gb|AAA86616.1| (U39455) envelope 
glycoprotein precursor [Crimean-Congo hemorrhagic 
fever virus] 


6.1 


1092 


87765 


gi|o / /oj|pir||JUUUj.5 nypotnetical Ll protem (tnira 
intron of gene TS) - human prf]|1510254A Ll repetitive 
element ORF [Homo sapiens] 


2 


1096 


9506813 


gi|9506813|ref|NP_062184.1| Inositol polyphosphate-5- 
phosphatase [Rattus norvegicus] gb|AAB40610.1| 
(U55192) inositol polyphosphate 5' phosphatase Ship 
[Rattus norvegicus] 


3.3 


1101 


11496734 


gi|11496734|ref|NPJ)455in| B. burgdorferi predicted 
coding region BBH18 [Borrelia burgdorferi] pir||C70237 
hypothetical protein BBH18 - Lyme disease spirochete 
plasmid H/lp28-3 gb|AAC66022.1| (AE000784) B. 
burgdorferi nredicted coding region BBH18 rBorrelia 
burgdorferi] 


7 


1102 


9630723 


gi|9630723|reflNP_047269.1| putative virulence 
determinant Vir [Mycoplasma arthritidis bacteriophage 
MAV1] gblAAC33779.1| (AF074945) putative 
virulence determinant Vir [Mycoplasma arthritidis 
bacteriophage MAV1] 


9.9 



476 



WO 02/14500 



PCT/US01/25840 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEOID 
NO 


ACCESS 

IN 




P VAT TTT7 


1107 


3638957 


gi|3638957|gb|AAC36301.1j (AC004877) sco-spondin- 
mucin-iiKe, similar to rvo lo / (riLJ.gi / 1 1 o i to) 9 aetans 
of intron/exon structure uncertain [Homo sapiens] 


3.3 


1110 


L e t/ZDjoZ 


gi|14725582|ref|XPJ)02477.3| hypothetical protein 
rj-rjiuozy [oomo sapiens j 


U.53 


1112 


7298126 


gi|7298126|gb[AAF53364.1| (AE003642) 
BG:DS00180.10 gene product [Drosophila 
melanogaster] 


8.6 


1120 


15011489 


gi|1501 1489|gb|AAK77584.1|AF396436_24 
(AF396436) heme maturase (Tetrahymena thermophila] 


0.077 


1121 




gi|7500306|pir||T21638 hypothetical protein F32B4.1 - 
Caenorhabditis elegans emb|CAB04238.1| (Z81522) 
predicted using Genefinder [Caenorhabditis elegans] 




1123 


170156 


gi| 1 70 1 5 6|gb| AAA73 07 8 . 1 1 (M73688) [Sorghum bicolor 
endosperm tissue mRNA, complete CDS.], gene product 
prf||l 80833 1 A gamma kafirin [Sorghum bicolor] 


0.41 


1125 




gi|348951|gb|AAC78248.1| (M77194) gag [Rat 
leukemia virus] 




1127 


14583262 


gi|14583262|refINP_127506.1| repUcase ORFlab 
polyprotein [Equine arteritis virus] emb|CAA69187.2| 
(Y07862) repUcase ORFlb polyprotein [Cloning vector 
pEAV030] emb|CAC42775.2| (X53459) repUcase 
ORFlb polyprotein [Equine arteritis virus] 


0.79 


1128 


6322140 


gi|6322140|refjNPJ)12215.1| involved in filamentous 
growth; DfglOp [Saccharomyces cerevisiae] 
sp|P40526[YIE9_YEAST HYPOTHETICAL 30.3 KD 

T>"D fYTTTriVT TXT D T>T 0/1T5 1 TTVri'L'P /7T7MTP 

REGION pir||S48430 probable membrane protein 
YEL049w - yeast (Saccharomyces cerevisiae) 
emb|CAA86173.1| (Z38060) or£ len: 253, CAI: 0.1 1 
[Saccharomyces cerevisiae] 


7.6 


1129 


14779404 


gi|14779404|ref|XPJ)08099.4| integrin alpha L 
precursor [Homo sapiens] 


0.004 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1136 


13928898 


gj|13928898|ref|NP_l 13837. 1| killer cell lectin-like 
receptor subfemily G, member 1 [Rattus norvegicus] 
pir||I59421 mast cell function associated antigen - rat 
emb|CAA56208.1| (X79812) mast cell function 
associated antigen [Rattus norvegicus] 
emb|CAA65829.1| (X97191) MAFA protein [Rattus 
norvegicus] 


5 


1138 


11467057 


gi|l 1467057|reflNP_042533. 1| NADH dehydrogenase, 
subunit 4 [Acanthamoeba castellanii] 
sp|Q37375|NU4M_ACACA NADH-UBIQUINONE 
OXIDOREDUCTASE CHAIN 4 pir||S53834 NADH 
dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 4 - 
Acanthamoeba castellanii mitochondrion 
gb|AADl 1826.1| (U12386) NADH dehydrogenase, 
subunit 4 [Acanthamoeba castellanii] 


0.63 


1140 


7331548 


gi|7331848|gb|AAF60536.1| (AC024772) contains 
similarity to Pfam family PF00569 (Zinc finger present 
in dystrophin, CBP/p300), score=30.4, E=4.3e-05, N=l 
[Caenorhabditis elegans] 


4.5 


1144 


12725042 


gi|12725042|gb|AAK06095.1|AE006429_13 
(AE006429) UNKNOWN PROTEIN [Lactococcus 
lactis subsp. lactis] 


0.82 


1 \Ad 


13122173 


gi|13122173|emb|CAC32349.1| (AL583945) putative 
bifimctional protein (histidine kinase and regulator) 
[Streptomyces coelicolor] 


1.3 




13925661 


gi|13925661|gb|AAK49407.1|AF261233_l (AF261233) 
sodium/calcium exchanger protein [Mus musculus] 


5.3 


1149 


6552484 


gi|6552484|gb|AAF16411.1|AF038572J(AF038572) 
jagged2 [Mus musculus] 


0.83 


1154 


13489284 


gi|13489284|gb|AAF16898.21AF168614J(AF168614) 
HMG-box transcription factor Soxl7 [Danio rerio] 


9.8 


1155 


1170115 


gi|l 1701 15|sp|P46430|GTTl JtfANSE 

pT TTTATTJTnxrC C TD AXTOTTCO ACE? 1 /PCT /^T AOO 

(jLUlAlnlUJNil o-lKAiNbrJiKAob 1 (CjM CLAoo- 
THETA) gb|AAA92880.1| (L32091) glutathione S- 
transferase [Manduca sexta] 


7.8 


1159 


13377412 


gi|13377412|gb|AAK20674. 1|AF3 16639_9 (AF3 16639) 
W2y [Streptococcus pneumoniae] gb|AAK74527.1| 
(AE007347) hypothetical protein [Streptococcus 
pneumoniae] 


4.1 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQBD 
NO 


N 


DESCRIPTION 


P VALUE 


1163 


7298868 


gi|7298868|gb|AAF54075.1| (AE003673) CG1105 gene 
product [Drosophila melanogaster] 


5.5 


1164 


10178202 


gi|10178202|dbj|BAB11626.1|(AB016875) 

ofpnp iH*K"QD7 1 ^'—linlmn'n/n "nrnTPiTi rAraVnHfvnQic 

thaliana] 


9.3 


1166 


7494379 


gi| 7494379|pir||C7 1610 probable membrane associated 
protein PFB0615c - malaria parasite (Plasmodium 
falciparum) gb|AAC71912.1| (AE001406) predicted 
membrane associated protein [Plasmodium falciparum] 


6.5 


1170 




gi|12408633[re£|NP_074924.1| cytochrome c oxidase 
subunit 1 [Podospora anserina] 
sp|P20681|COXlJ>ODAN CYTOCHROME C 
OXIDASE POLYPEPTIDE I pir||A48327 cytochrome-c 
oxiaase jtsi^ i.y.j.i^ cnain i - roaospora anseniia 
mitochondrion emb|CAA38777.1| (X55026) cytochrome 

uaiuooc v/ \t Jk*-'* *■* AUodxmij 




1173 


2144233 


gi|2144233|pir||JC5010 nucleotide-binding protein F - 
. Mdlxanosarcinamazeiemb|CAA62802.1|(X91502) 
ABC transporter [Methanosarcina mazei] 


6.9 


1174 


X V/w> O 1*T\J\J 


gi|10581460|gblAAG20195.1| (AE005096) Vng2034h 

|XXXUUUOX<l£rlJLUJXl Sky. i^lXVV^ J- J 


0 15 

Vr. X-J 


1176 


13652647 


gi|13652647|ref|XP - _007000.3| solute carrier femily 6 
(neurotransmitter transporter, betaine/GABA), member 

12 [Homo sapiens] ref|XP_029976.1| solute carrier 
family 6 (neurotransmitter transporter, betaine/GABA), 
member 12 [Homo sapiens] 


9 


1181 


\ 

9631326 


gi|963 1326|ref|NP_048 159. 1| ORF MS V088 
hypothetical protein [Melanoplus sanguinipes 
entomopoxvirusj pirll l zo/49 UKr MbVUoo 
hypothetical protein - Melanoplus sanguinipes 
eniomopoxvirus gD|/v/\v^y/o^y.i| ^Aruo^ooo^ v/ivr 
MSV088 hypothetical protein [Melanoplus sanguinipes 
entomopoxvirus] 


3.2 


1184 


13897920 


gi| 13897920|gb|AAK48502. 1 |AF260966_1 (AF260966) 
IL-8 receptor [Oncorbynchus mykiss] 


2.6 


1185 


12860694 


gi|12860694|dbj|BAB32022.1| (AK020187) putative 
[Mus musculus] 


0.86 


1187 


6671484 


gi|6671484|gblAAC49301.2| (U32444) phytochrome F 
[Lycopersicon esculentum] 


3.4 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


TYE S PR TPTTfYNT 


P VAT TfP 


1191 


11358531 


gi|l 135853 l|pir|pT5 1640 myb-related transcription 
factor MYB19 [imported] - Arabidopsis thaliana 
(fragment) gb|AAC83590.1| (AF062868) putative 
transcription factor [Arabidopsis thaliana] 


0.95 


1192 


88462 


gi|88462|pir||A27307 proline-rich phosphoprotein (gene 
PRH1, Db aUele) - human 


7.9 


1193 




gi|7484909|pir||T06608 disease resistance protein 
homolog F16J13.80 - Arabidopsis thaliana 
emb|CAB40942.1| (AL049638) putative disease 
resistance protein (TMV N-like) [Arabidopsis thaliana] 
emb|CAB78244.1| (AL161533) putative disease 

lCMaUUli/C piUlvUl 1V1 V 1> "IIKC ) |/\IaDluOp515 IDcUlaQaJ 


^ A 


1195 


7492269 


gi|7492269|pir||T39663 paired amphipafhic helix, 
probable transcription regulator protein - fission yeast 

(Schizosaccharomyces pombe) emb|CAA21310.1| 
(AL03 1 856) putative transcriptional rgulatory protein 
[Schizosaccharomyces pombe] 


4.1 


1197 


1 ^4417 


gi|134437|sp|P13823|SERA_PLAFG SERINE- 
REPEAT ANTIGEN PROTEIN PRECURSOR (P126) 
(1 1 1 KDA ANTIGEN) pir|[A54505 senne-repeat 
antigen precursor - malaria parasite (Plasmodium 
falciparum) (stram FCR3) gb|AAA29763.1| (J03993) 

serine repeat protein [Plasmodium falciparum] 
gb|AAA1679Ll| (J04000) serine-repeat antigen protein 
[Plasmodium felciparum] gb|AAA7491Ll| (U08113) 
serine rcpcdi aniigen [riasmouium iaiciparumj 


A £ 


1202 


12841678 


gi|12841678|dbj|BAB25308.1| (AK007856) putative 
[Mus musculus] 


2E-31 


1211 


586120 


gi|586 120|sp|Q07283|TRHY_HUMAN 

1 IvlV^lTL/li. I piT][/\*f J!7 ID TTI CX\C\ Qyn I ill - nUHiaU 

gb|AAA65582.1| (L09190) trichohyalin [Homo sapiens] 


9.8 . 


1214 


3122611 


gi|312261 l|sp|O18417|A70A_DROSE ACCESSORY 
GLAND-SPECIFIC PEPTIDE 70A PRECURSOR 
(PARAGONIAL PEPTIDE B) emb|CAA67791. 1| 
(X99414) sex-peptide [Drosophila sechellia) 


6.1 


1215 


2190464 


gi|2190464|emb|CAB09537.1| (Z96107)Uncx4.1 [Mus 
musculus] 


7.6 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1216 


153930 


gi|153930|gb|AAA27047.1| (M23007) NADPH-sulfite 

icuuuuiow ucniupruicxu uuiiipuiiciii [odiinuiiciia. 

typhimurium] 


1.3 


1217 


5091519 


gxjjLP!/! j iy\\x\jj\Dr\r\i o / jh. jlj ^/tlduzo'tozj xxypuineuccU 
protein [Oryza saliva] 


0.95 


1219 


9759203 


gi|9759203|dbj|BAB09740.1| (AB015476) heat shock 
transcription factor HSF30-like protein [Arabidopsis 
thaliana] 


9.2 


1224 


1732073 


gi|1732073|gblAAC50901.1] (U75308) TBP~associated 

factnr fTTrnrin canipriQl 


V. 1 J 


1225 


7505421 


gi|7505421|pir||T23399 hypothetical protein K07C10.1 - 
Caenorhabditis elegans emb|CAA87375.1| (Z47074) 
similarity to transmembranous domains of the 
urosopmid protein paicneu ^awiss riui accession 
number P 18502) [Caenorhabditis elegans] 


3.4 


1228 


140791 


gi|140791|sp|P17369|YHR3_VACCV 
HYPOTHETICAL HOST RANGE 27.4 KDA 
PROTEIN pir||WZVZA3 27.4K Hindni-C protein - 
vaccinia virus (strain WR) gb|AAA69594.1| (M22812) 

iiTilrtinwri nmtpiti rVi*f*r»itii?i vlnicl 
uxxmmjwii ^injtcxii ^ y cuA/iiiici vxiu&j 




1231 


6831569 


gi|6831569|sp|O84098|IF2_CHLTR TRANSLATION 
INITIATION FACTOR EF-2 pir||H71558 probable 
translation initiation tactor lr-z - Lnlamydia 
trachomatis (serotype D 5 strain UW3/Cx) 
gu|rvr\.\^o / oo / . i\ \j\eaj\j izo j ) iniiiaiion racior-z 
[Chlamydia trachomatis] 


7.8 | 


1243 


XX» /LJUtL 


gi|12725042|gb|AAK06095.1|AE006429_13 j 
(AE006429) UNKNOWN PROTEIN [Lactococcus 

1sip+ic ciihcn lar«+icT 
lawLia I>UUo]J. IdOLlbJ 


0 01 

U.7I 


1246 


X \J X / OvJU 


gi|10178036|dbj|BAB11519.1| (AB005245) 

r^pr , +inf i ctprcicp» r AT*^iViirlr\r*cic ttiolianol 


U.Z.0 


1249 


7494298 


gi|7494298|pir|lA71613 hypothetical protein PFB0530c ■ 
malaria parasite (Plasmodium falciparum) 
cblAAC71895 11 fAE001400ihvixjtheticalnrotein 
[Plasmodium falciparum] 


2.6 


1253 


14721018 


gj|14721018|reflXP_051562.1| similar to agrin (H 
sapiens) [Homo sapiens] 


3.5 


1255 


6175163 


gi|6175 163|gb|AAF04889. 1|AC01 1437_4 (AC01 1437) 
unknown protein [Arabidopsis thaliana] 


8.7 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQED 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1264 


17320927 


glj 1 ZJZl/yz /|gD|/\ALT3UjyZ. l|/\L/Uo joy I D 

(AC083891) ABC transporter, putative [Arabidopsis 

uiqiini ihj 




1265 


13375919 


gi| 1 33759 1 9|refpSTP_078940. 1 1 hypothetical protein 
r jut j liojo [xiomo Sapiens j qdj |x5/vd i J y j 1 . 1 1 
(AK021900) unnamed protein product [Homo sapiens] 


4.2 


1274 


9369395 


gi|9369395|gb|AAF87143. 1|AC002423_8 (AC002423) 
T23E23.16 [Arabidopsis thaliana] 


7.2 


1275 


7435789 


gi| / hjj / ov (pir)| i uoz ' 0 ocnzocniaxuazoie-inQuceci 
protein (clone WCI-4) - wheat gb|AAC49287. 1| 
(U32430) thiol protease [Triticum aestivum] 


5.4 


1280 


7497192 


gi|7497192|pir||T19833 hypothetical protein C38D9.3 - 
Caenorhabditis elegans emb|CAB03949.1| (Z81481) 
C38D9.3 [Caenorhabditis elegans] 


0.15 


1284 


14739967 


gi|14739967|ref|XP_035 107. 1| v-raf murine sarcoma 
viral oncogene homolog Bl [Homo sapiens] 


1.9 


12X9 


7463772 


gi|7463772[pir||l<7UlU3 signal peptidase 1 (IepB-1) 
homolog - Lyme disease spirochete gb|AAC66422.1| 
^ajqUUi 1 1 / J signal peptidase i ^iepr>-i ) [oorrena 
burgdorferi] 


0.22 


1292 


4580388 


gl|^joU0oo|gD|A/\lJz^o00.1|AvyUU/l / l^Z \t\\AJ\) 1 1 i I) 

hypothetical protein [Arabidopsis fhaliana] 


5.5 


1293 


10437002 


gi|10437002|dbj|BAB14954.1| (AK024666) unnamed 
protein product [Homo sapiens] 


0.000000002 


1296 


4493974 


gi|4493974[emb|CAB39033.1| (AL034559) hypothetical 
protein, PFC0930c [Plasmodium falciparum] 


3.2 


1301 


482030 


gi|482030|pir||S40544 hypothetical protein - Escherichia 
con udj \o£\jt\\j i zy y . i j yij l u^o .sj io i nypoineucai 
protein E-96(PIR;A04462) [Escherichia coli] 


8.3 


1306 


4836719 


gi|4836719|gblAAD30537.1lAF133256_2(AF133256) 

Rtivftlnnft rjrotein nrecnr<ifir l"FripnH iyiitiV r^pll "frim*?- 

forming virus] 


8.6 


1307 


12843929 


gi|12843929|dbj|BAB26168.1| (AK009250) putative 
[Mus musculus] 


2.1 


1308 


10175999 


gi|10175999|dbj|BAB07095.1|(AP001518) 
lipopolysaccharide biosynthesis [Bacillus halodurans] 


2.8 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1310 


14767733 


gi|14767733|ref|XP_030859.1| similar to TGF(beta)- 
induced transcription factor 2 (H. sapiens) [Homo 
sapiens] 


1.5 


1711 


1351721 


gi|1351721|sp|Q10105|YAQ5 SCHPO PUTATIVE 
TRANSLATIONAL ACTIVATOR C18G6.05C 
(GCN1 HOMOLOG) pir|p7919 GCN1 homolog - 
fission yeast (Schizosaccharomyces pombe) 
emb|CAA92385.1| (Z68198) GCN1 homologue 
[Schizosaccharomyces pombe] . 


0.48 


1312 


13376747 


gi|13376747|refINP_079428.1| hypothetical protein 
FLJ12660 [Homo sapiens] ref|XPJ)17923.1| 
hypothetical protein FLJ12660 [Homo sapiens] 
dbj|BAB14203.1| (AK022722) unnamed protein product 
[Homo sapiens] 


0.000000003 


1315 


9453886 


gi|9453886|dbj|BAB03287.1| (AB045975) pro-alpha 1 
type V/XI collagen [Pagrus major] 


0.021 


liZU 


11034630 


gi|11034630|dbj|BAB17154.1| (AP002868) hypothetical 
protem [Oryza sabva] dbj|BAB55491.1| (AP002541) 
hypothetical protein [Oryza sativa] 


0.49 


1322 


14727261 


gill4727261lrefpff_027313.ll hypothetical protein 
FLJ2235 1 [Homo sapiens] ref|XP 0273 14. 1| 
hypothetical protein FLJ2235 1 [Homo sapiens] 


0.077 


1327 


2789430 


gi|2789430|dbj|BAA24380.1| (D30612) repressor 
protein [Homo sapiens] 


0.97 


1328 


7497494 


gi|7497494|pirHT19963 hypothetical protein C46C2.4 - 
Caenorhabditis elegans emb|CAA92590.1| (Z68296) 
contains similarity to Pfem domain: PF00561 
(alpl^eta hydrolase fold), Score=30.8, E-value=le-05, 
N=l [Caenorhabditis elegans] 


0.2 


1329 


13129018 


gi|13129018|ref|NP_076956.1| hypothetical protein 
MGC3077 [Homo sapiens] refjxP_030116.1| 
hypothetical protein MGC3077 [Homo sapiens] 
gb|AAC23790.1| (AC005154) similar to protem 
U28928 (PID:g861306) [Homo sapiens] 
gb|AAH00625.1tAAH00625 (BC000625) Unknown 
(protein for MGC3077) [Homo sapiens] 


2E-89 


1330 


14647539 


gi|14647539|gb|AAK71916.1|AF332040_l(AF332040) 
growth hormone receptor [Jaculus jaculus] 


4.8 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1331 


1584488 


gi|1584488|prf||2123261AB chemosensory receptor 
[Caenorhabditis elegans] 


0.68 


1333 




gi|2326324|emb|CAB10936.1| (Z98264) cytochrome c 
oxidase subunit m [Anabaena sp.] 


4.1 


1334 


7434912 


gi|7434912|pir||H71934 phosphatidylglycerophosphate 
synthase - Helicobacter pylori (strain J99) 
gb|AAD05990.1| (AE001475) 
PHOSPHATIDYLGLYCEROPHOSPHATE 
SYNTHASE [Helicobacter pylon J99J 


5.9 


1337 


1335199 


gi|1335199|emb|CAA26919.1| (X03145) pot ORP V 
[Homo sapiens] 


5.2 




7440285 


gi|7440285|pir||T07994 ribosomal protein S9 - 
Chlamydomonas reinhardtii chloroplast 
emb|CAA74006.1| (Y13655) 30S nbosomal protein S9 
[Chlamydomonas reinhardtii] 


3 




8923088 


gi|8923088|ref)NP_060127. 1| hypothetical protein , 
FLJ20080 [Homo sapiens] ref|XPJ)46636.1| 
hypothetical protein FLJ20080 [Homo sapiens] 

11 * IT"** A A /^v /\ f\ 0\ 4 1/1 rr Art aaa^i\ 4 » 1 

dbj|BAA90936. 1| (AK000087) unnamed protein product 
[Homo sapiens] 


0.000000008 ! 


1 1A< 


6958206 


gi|6958206|gb|AAF32493.1|AF093132_l(AF093132) 
kexin-like protease KEX1 [Pneumocystis camm f. sp. 
muris] 


2.3 


LOW 


7496774 


gi|7496774|pir||T32l66 hypothetical protein C31B8.8 - 
Caenorhabditis elegans 


2 


1350 


9366789 


gi|9366789|emb|CAB9555l.l| (AL359782) hypothetical 
protein, CHR1.3 13. [Trypanosoma brucei] 


2.4 


1352 


10175488 


gi|10175488Idbj|BAB06586.1| (AP001516) cation 
antiporter (Na+/Ca2+) [Bacillus halodurans] 


0.72 


1354 


1119230 


gi|1119230|dbj|BAA06595.1| (D31786) secretion 
protein Y [Acyrthosiphon kondoi endosymbiont] 


8.5 


IJJJ 


2897812 


gi|28978 l2|dbj(BAA24894. 1| (ABO 10996) G2-G1 
polyprotein precursor [tomato spotted wilt virus] 


8.9 


1357 


mil 


gi|131 1 1586|gb|AAK12388.1lAF296094_l (AF296094) 
polyprotein [Porcine teschovirus] 




1359 


13881823 


gi|13881823|gb|AAK46426.1| (AE007064) hypothetical 
protein [Mycobacterium tuberculosis CDC1551] 


1.3 


1368 


1362185 


gi|1362185|pir||S56686 histone H2B123 - wheat 
dbj|BAA07158.1| (D37944) protein H2B 123 Uriticum 
aestivum] 


9.7 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1369 


13812308 


[Guillardiatheta] emb|CAC26995.1| (AJ010592) 
hypothetical protein [Guillardiatheta] 


4.7 


1370 


13541057 


gi|13541057|ref(NP J 10745.1) Permease (major 

lacuiuuui biiyciiaiiuiyj ^iiicniiupidoiiia vuiwuiiurnj 

dbj|BAB59369.1| (AP000991) unknown product 

1^ X 1 ivl 1 1 l\J^J 1 OolliUr V UlvuLUUl 11 J 


7.6 


1371 


9964353 


gi|9964353|re£lNP_064821.1| AMV039 [Amsacta 
moorei entomopoxvirus] gb|AAG02745.1|AF250284_39 

fAF9SA984i AMTV03Q rAmcnr+a mnnrpi 

entomopoxvirus] 


5.3 


1373 


902377 


gi|902377|gblAAA82981.1| (U18059) polyprotein 

[pestivirus type 1] j 


0.41 


1374 : 


OyJJ / to 


gene_id:F6B6. l~piij|C71410^imilar to unknown 

nrntpin r Arahirlnncic til all anal 


n 97 


1375 


11291752 


gi|l 1291752|pir||T47971 seven in absentia-like protein - 

Arahi/Wicic tVialtorisi PtrihlP AP71 1 HO 11 ( Al 1 370^0*1 

seven in absentia-like protein [Arabidopsis thaliana] 


10 


1379 


10177211 


gi|10177211|dbj|BAB10286.1| (AB026650) protein 
kinase [Arabidopsis thaliana] 


5 


1384 


7332073 


gi|7332073|gb|AAF60760.1| (AC024810) Hypothetical 
protein Y54E10A.1 [Caenorhabditis elegans] 


5.7 


1388 


1 IJJOO 1*T 


gi|113588141pir||T46130 RNA polymerase HI subunit- 
iiKC protein - AraDiaopsis maiiana emD|u/\r>ozu iu. ±| 
(AL132967) RNA polymerase HI subunit-like protein 


9 7 


1389 


4506569 


gi|4506569|ref]NPJ)02932.1| roundabout (axon 
guidance receptor, Drosophila) homolog 1 (Homo 
sapiens] gbjAAC39575.1| (AF040990) roundabout 1 
[Homo sapiens] 


4E-17 


1393 


11761072 


gi|11761072|dbj|BAB19062.1| (AP002744) hypothetical 
protein [Oryza sativa] 


1.9 


1398 


461649 


gi|461649|sp|Q05004|BB61_RABlT BRUSH BORDER 
61.9 KD PROTEIN PRECURSOR pir||B45665 adult- 
specific 61.9K brush border protein precursor - rabbit 
emb|CAA78302.1| (Z12840) protein of unknown 
function [Oryctolagus cuniculus] 


8E-52 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DPS PR TPTTON 


P VAT TIP 


1402 


478809 


gi|478809|pir||S29851 protein kinase 6 (EC 2.7.1.-) - 
soybean gb|AAA34002.1| (M67449) protein kinase 
[Glycine max] prf|| 1908223 A protein kinase [Glycine 
max] 


9.3 


1406 


1517936 


gi|1517936|gb|AAB07000.1| (U52347) tachyldnin-like J 
receptor [Stomoxys calcitrans] 


1.1 


1407 


9977929 


gi|9977929|sp|Q05013|LIPA_NEIMB CAPSULE 
POLYSACCHARIDE MODIFICATION PROTEIN 
LIPA pir||D81240 capsule polysaccharide modification 
protein LipA NMB0082 [imported] - Neisseria j 
meningitidis (group b strain MD5o) gb|AAr4U54o. 1[ 
(AE002367) capsule polysaccharide modification 
protein LipA [Neisseria meningitidis MC5 8] 


9.3 


1412 


14773348 


gi|14773348|reffXP_038450.1| 20849 [Homo sapiens] 


1E48 


1413 


13537363 


gi|13537363|dbj|BAB40663.1| (AB051851) death 
receptor 3 Porno sapiens] 


3.9 


1419 

1*T17 


7477083 


gi|7477083jpir||A70577 hypothetical protein Rv2133c - 
Mycobacterium tuberculosis (strain H37RV) 
emb|CAB08660.1| (Z95388) hypothetical protein 
Rv2133c [Mycobacterium tuberculosis] 
gD]AAJv4o4 / j . 1 1 (Abuu /uo / j conserved nypotueucai 
protein [Mycobacterium tuberculosis CDC1551] 


1.9 


1422 


74*0 Qfl0 1 


gi| /4yyuzi|pir|| izu<54o hypothetical protein r liJby.y - 
Caenorhabditis elegans emb|CAA93411.1| (Z69383) 
r LDjzy.y [waenornaDuius elegans j 


A. 1 
4.1 


1424 


14723696 


gj|14723696|ref|XP_035744.1| hypothetical protein 
XP_035744 (Homo sapiens] 


1.5 




9961349 


gi|yyoi j4y|ret|JNr_uujjUU.z| umx-uice 1 [Jtiomo 
sapiens] 


0.94 


1426 




gi|478302|pir||JN0835 carbonate dehydratase (EC 
4.z. 1 . 1 ) 1 - cnimpanzee 


1.0 


I 1427 


6649942 


gi|6649942|gb|AAF21641.11AF032379_l (AF032379) 

OTMipHntrr»"nVii*Ti rpTpacitio - hnrmnnf* rprj*ntnr* fYn"RW»T? 

^Ulld-U-UUlUpillll ICiCaalllg liUllllUiiC ICWjptUIj VJ.UXVXI.~IV 

[Trichosurus vulpecula] 


9.6 


1432 


6636500 


gi|6636500|gb|AAF20201.1|AF205791J (AF205791) 
squalene synthase [Botryococcus braunii] 


l.S 


1434 


7504070 


gi|7504070|pirj|T22586 hypothetical protein F53F4. 14 - 
Caenorhabditis elegans 


0.05 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQBD 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1437 


102177 


gi|102177(pir||S13141 hypothetical protein (ribosomal 

XVI > r\ IcpCcU. 1 C^lvjli J VjldiUJil IdlliPilct 


L.JL 


1439 


13357869 


gi|13357869|ref|NP_078143.1| unique hypothetical 
[Ureaplasma urealyticum] pir||D82907 hypothetical 
protein UU309 [imported] - Ureaplasma urealyticum 
gb|AAF30718.1|AE002128_6 (AE002128) unique 
hypothetical [Ureaplasma urealyticum] 


5.4 


1451 


/*rOO < TJJ 


gi|7468435|pir||B72015 metalloproteinase, insulinase 
family CP0903 [imported] - Chlamydophila pneumoniae 
(strains CWL029 and AR39) gb|AAD19093.1| 
(AE00 1 675) Insulinase femily/Protease HI 
[Chlamydophila pneumoniae CWL029] j 
gb| AAr 3 <so<sy . 1 1 (AbuUzz4y j metaiioprotease, 
insulinase family [Chlamydophila pneumoniae AR39] 
dbj|BAA99165.1| (AP002548) insulinase 

i qji my/ piutcoop ill [v^iiidJiiyuupiuid pucuinuiiidc j uoj 


7 1 


1452 


9857712 


gi|9857712|gb(AAG00902. 1|AF176776 J (AF176776) 
xyloglucan endotransglycosylase LeXET2 
[Lycopersicon esculentum] 


1.9 


1453 


4493974 


gi|4493974|emb|CAB39033.1| (AL034559) hypothetical 
protein, PFC0930c [Plasmodium felciparum] 


3.4 


1454 


4493900 


gi|44y3yuu|emD|CAoiyuuy.i| (AL\)3hj5o) predicted 
using hexExon; MAL3P2.22 (PFC0265c), Hypothetical 
protein, len: 637 aa [Plasmodium felciparum] 


6.1 


1456 


7503603 


gi|750i603|pir|| 1 16375 hypothetical protein F46G1 1. 1 - 
Caenoihabditis elegans gb|AAA81397.1| (U40412) 
Hypothetical protein F46G1 1 . 1 [Caenoihabditis 
elegans] 


2.1 


1462 


9437954 


gi|y437y54|gb|AAFo7502. l|Ar 250474_1 (Ar 250474) 
nucleoprotein [Influenza A virus (A/Duck/Hong 
Kong/P54/97(HllN9))] 


6.7 


1464 


2129239 


gi|2129239|pirl|G64488 reverse gyrase (intein- 

conts.inino'i - lMp+tiannp-fif^riiQ irnifiaQohn 

gb|AAB9953Ll| (U67592) reverse gyrase, intein 
containing (rgy) [Methanococcus jannaschii] • 


9.2 


1466 


12232439 


gi|12232439|ref|NP_073602. 1| hypothetical protein 
FLJ11937 [Homo sapiens] dbj|BAB15124.1| 
(AK025392) unnamed protein product [Homo sapiens] 


6.4 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


N 


DESCRIPTION 


P VALUE 


1468 


7243247 


gi|7243247|dbj|BAA92671.1| (AB037854) KIAA1433 
protein [Homo sapiens] 


2E-87 


1472 


12382242 


gi|12382242|gb|AAG53080. 1|AF263824_1 (AF263824) 
5'A2rel-related protein [Leishmania donovani] 


8.7 


1473 


13812383 


gi|13812383|refiNP_113501.1| seryl-tRNA synthetase j 
(serin-tRNA ligase) [Guillardia theta] 
emb|CAC27070.1| (AJ010592) seryl-tRNA synthetase 
(serin-tRNA ligase) [Guillardia theta] 


6.5 


1476 


6014998 


gi|6014998|sp|O80164pPA5_BPR69 DNA 
POLYMERASE PROCESSIVITY COMPONENT 
(DNA POLYMERASE ACCESSORY PROTEIN 45) 
(GP45) pdb|lB77|A Chain A, Building A Replisome 
Structure From Interacting Pieces: A Sliding Clamp 
Complexed With An Interaction Peptide From Dna 
Polymerase pdb|lB77|B Chain B, Building A Replisome 
Structure From Interacting Pieces: A Sliding Clamp 
Complexed With An Interaction Peptide From Dna 
Polymerase pdb|lB77|C Chain C, Building A Replisome 
Structure From Interacting Pieces: A Sliding Clamp 
Complexed With An Interaction Peptide From Dna 
Polymerase pdb|lB8H|A Chain A, Sliding Clamp, Dna 
Polymerase pdb|lB8H|B Chain B, Sliding Clamp, Dna 
Polymerase pdb|lB8H|C Chain C, Sliding Clamp, Dna 
Polymerase gb|AAC39310.1| (AF039565) DNA 
polymerase processivity component [Bacteriophage 
RB69] 


6.9 


1479 


7706747 


gi|7706747|ref]NP_057263 . 1| transient receptor potential 
4 [Homo sapiens] sp|Q9UBN4|TRP4_HUMAN 
SHORT TRANSIENT RECEPTOR POTENTIAL 
CHANNEL 4 (TRPC4) (TRP-RELATED PROTEIN 4) 
(HTRP-4) (HTRP4) gb|AAD5 1736. 1|AF175406_1 

\t\T 1 / JtUDy LiaUblCIlL iCCCpLOl pULCllLlai *+ ^ilUillU 

sapiens] gb|AAF22927.1|AF063822_l (AF063822) trp- 
related protein 4 [Homo sapiens] 


• 

1.7 


1480 


9757550 


gi|9757550|dbj|BAB08163.1| (AB030831) SrtT 
[Streptococcus pyogenes] 


0.47 


1483 


13516917 


gi|13516917|dbj|BAB40338.1| (AB044076) hybrid 
sensor [Myxococcus xanthus] 


5 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1487 


5790208 


gi|5790208|dbj|BAA83536. 1| (AB03 1285) NADH 
dehydrogenase subunit 2 [Taenia saginata] 


2.7 


1489 


14754352 


gi|14754352|refpO>_032294.1| hypothetical protein 
FLJ10775 [Homo sapiens] 


0.0008 


1490 


3552028 


gi|3552028|gb)AAC64946.1| (AF087130) siderophore 
regulation protein [Neurospora crassa] | 


7.2 


1493 


3913936 


gi|3913936|sp|Q43652|IP27_SOLTUPROTEINASE 
INHIBITOR TYPE H CM7 PRECURSOR pir||S43 105 
nroteinase inhibitor IT - notato emblCAA55Q82 11 
(X78275) proteinase inhibitor II [Solanum tuberosum] 


9.9 


1494 


6573777 


gi|6573777|gb|AAF17697. 1|AC009243_24 (AC009243) 
F28K19. 17 [Arabidopsis thaliana] 


2.2 


1496 


13622425 


gi|13622425|gb|AAK34148.1| (AE006569) maltodextrin 

ti*aTi<jnort Qv^tem np.rmwi'jfi FSlTentocncnii<5 nvn^ene^ 1M1 

GAS] 


3.7 


1498 


9910266 


gi|9910266IrefINP_064627.1| lrinesin-like protein 2 
rHomo saniensl dbilBAB03309 II (AB035898. kinesin- 
like protein 2 [Homo sapiens] 


5E-19 


1503 


7294128 


ffil7294128leblAAF49482 II fAE003527, CG4925 eene 
product [Drosophila melanogaster] 


3.6 


1506 


14089610 


gi|14089610|emb|CAC13370.1| (AL445563) unknown; 
predicted coding region [Mycoplasma pulmonis] 


1.5 


1507 


2565196 


gi|2565196|gb|AAB81938.1| (AFO0O381) non-functional 
folate binding protein [Homo sapiens] 


0.0000004 


1509 


14753935 


gi|14753935|rel]XP_040892.1| hypothetical protein 
XP_040892 [Homo sapiens] 


3.3 


1510 


12545425 


gi|12545425|reflNPJ)74975.1| hypothetical protein 
[Astasia longaj spjrj*f / /oj i V/ x l i l\j 
HYPOTHETICAL 34.5 KDA PROTEIN IN RPS12- 
TRNP INTERGENIC REGION (ORF288) 
emb|CAC24586.1| (AJ294725) hypothetical protein 

r Astasia lonfyal 


7 


1511 


420215 


gi|420215|pir||B45878 hypothetical protein 2 - mouse 


7.1 


1512 


7512874 


gi|7512874|pir||T08792 hypothetical protein 
DKFZp586E1422.1 - human (fragment) 
emb|CAB43306.1| (AL050170) hypothetical protein 
[Homo sapiens] 


5.5 


1514 


221758 


gi|221758|dbj|BAA01683.1| (D10879) UL37 [human 
herpesvirus 1] 


0.18 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


AfTFSS 
N 


DESCRIPTION 


P VALUE 


1517 


11466232 


gi|l 1466232|ref|NP_062855. 1| ORF9, contains 8 trans 
membrane regions, putative [Physarum polycephalum] 

membrane regions, putative [Physarum polycephalum] 


0.43 


1518 


182710 


gi|182710|gb|AAA52467.1| (M13918)fibronectin 
receptor alpha-subunit precursor [Homo sapiens] 


1.3 


1519 


1142976 


gi|1142976|gb|AAC52392.1| (U28769) odorant receptor 
livius inuscuiusj pri||zzvj/'t-uj^ ouorani receptor [ivius 
musculus] 


5.6 


1520 


6912446 


gi|69 12446|reflNP_0364 17. 1 1 potassium voltage-gated 
channel, subfamily H (eag-related), member 4; ether-a- 
go-go Jn\ » ) cnannei iaroiiy memuer [noiuo sapiens j 
dbj|BAA83592.1| (AB022698) BEC2 [Homo sapiens] 


8.4 


1522 


14601483 


gi| 1460 1483 |ref[NP_14802 1 . 1 1 hypothetical protein 
[Aeropyrum peraix] pir||G72637 hypothetical protein 
APE1558 - Aeropyrum pernix (strain Kl) 

rfhitRA AfcfKV7 11 fAPfiftfln^'n 970aa Inner hvnnthpttral 

protein [Aeropyrum pernix] 


5.7 


1526 


12515306 


gi|12515306|gb|AAG56369.1|AE005365_3(AE005365) 
orf, hypothetical protein [Escherichia coh 0157:H7 

protein [Escherichia coli 0 1 57:H7] 


7.4 


1530 


2765672 


gl|Z/DJO /Z|emD|W\AJUOOiy,l| {JuoOliD) ATuA. 

[Lactobacillus delbrueckii] 


7.9 


1532 


13472514 


gi|13472514|ref|NPJ04081.1| unknown protein 
[Mesorhizobiumloti] dbj|BAB49867.1| (AP003000) 
unknown protein [Mesorhizobium loti] 


7.9 


1533 


3309522 


gi|3309522|gb[AAC26098.1| (U18292) unknown 
[Borrelia burgdorferi] 


2.1 


1535 


14520328 


gi|14520328|ref|NPJ25803.1| activator 1, replication 
ia&or v^, smau suuunii yrococcus aoyssij pir||i^ / j 15*0 
activator 1, replication factor c, small chain PAB0068 - 
Pyrococcus abyssi (strain Orsay) emb|CAB49034.1| 
(AJ248283) activator 1, repbcation fector C, small 
subunh [Pyrococcus abyssi] 


0.41 


1536 


7229605 


gi|7229605|gb|AAF42902.1| (AF229961) NADH 
dehydrogenase subunh 1 [Taygetis andromede] 


6.7 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQED 
NO 


ACCESS 




P VAT TTT7 


1537 


OOo JLZOl 


gi|6681261|reflNP_031926.1| ect2 oncogene [Mus 
musculus] sp|Q07139|ECT2_MOUSE ECT2 PROTEIN 
(JiU iz UJNCUvjiiiNiij pir||aJZi /z transforming protein 
(ect2)- mouse gb|AAA37536.1| (LI 1316) ect2 [Mus 
musculus] pifj|191 1407A oncogene ect2 [Mus 
musculus j 


in 


1538 


193ft1R4ft 

IZjoIOHO 


gi|12381848|emb|CAC24715.1| (AJ297319) glucose-6- 
phosphatedehydrogenase-6-phosphogluconolactonase 

[x idbiiiuuiuiri ucrgncij 


7 
/ 


1540 


7688657 


cril76ftR6^7l<YVil-A AF£7zl£Q 1 1 AF1zl£7fin 1 fAP1A£7£fft 

septin 2-like cell division control protein [Homo sapiens] 


9.7 


1541 


13021853 


glJlOUZloJ3|gD|/\AJS.i 1 jO*f.i|Ar«51o3UU^i ^ATj loDUUJ 

ent-kaurenoic acid hydroxylase [Arabidopsis thaliana] 


0.091 


1543 


6900006 


gi|oyuuuuo|emD|L/AJo/izy4.i| (AJZMyi cnonon 
protein si 8 [Ceratitis capitata] 


2.1 


• 1545 


1076445 


gl|iu/o44!>|pn^[|oj3UU4 mitosis -specific cycim lylz - 
rape gb|AAA5 1660.1] (L25406) cyclin [Brassica napus] 


4.3 


1548 




gi|7293274|gb|AAF48655.1| (AE003503) CG9644 gene 
product [Drosophila melanogaster] 


U/fO 


1549 




gi|l 1358961|pir||T51243 Sell protein [imported] - rice 
(fragment) gb|AAC98091.1| (AF067401) Sell protein 
[uryza sanvaj 




1550 


8978966 


gi|8978966|dbj|BAA98801.1| (AP002547) phenylalanyl 
tRNA synthetase beta [Chlamydophila pneumoniae 
J138] 


4.1 


1551 


14010341 


gi|14010341|gb|AAK51958.1|AF362013_l(AF362013) 
Ail' syntnase ru suounit o [oaiicnonaria sp. Kr w- 
2001] 


8.2 


1553 


8923094 


gi|o7Z oyjy** |reijiNJ:_uou i ju. 1 1 nypoineucai proxein 
FLJ20085 [Homo sapiens] reflXPJ)09383.2| 
hypothetical protein FLJ20085 [Homo sapiens] 
dbj|BAA90939.1| (AK000092) unnamed protein product 
[Homo sapiens] 


1.6 


1557 


14724725 


. gi| 14724725|ref|XPJ)37600. 1| hypothetical protein 
XPJ)37600 [Homo sapiens] 


4.2 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1561 


14758684 


gi|14758684|ref|XP_007211.4| retinoblastoma 1 

(including osteosarcoma) [Homo sapiens] 
ref]XPJ)33825.1| retinoblastoma 1 (including 
osteosarcoma) [Homo sapiens] refpff_033826.ll 
retinoblastoma 1 (including osteosarcoma) [Homo 
sapiens] reflXP_033827.1| retinoblastoma 1 (including 
osteosarcoma) [Homo sapiens] 


0.91 


1565 


9635387 


gi|9635387|ref|NPJ)59285.1| ORF137 [Xestia c-nigrum 
granulovirus] gblAAF05251.1|AF 162221 J37 
(AF162221) ORF137 [Xestia c-nigrum granulovirus] 


5.9 


1572 


1730077 


gi|1730077|sp|P18 160|KYK1^DICDI NON- 
RECEPTOR TYROSINE KINASE SPORE LYSIS A 
(TYROSINE-PROTEIN KINASE 1) pirHT1827o non- 
receptor tyrosine kinase - slime mold (Dictyostelium 
discoideum) gb|AAB41 125. 1| (U32174) non-receptor 
tyrosine kinase pictyostelium discoideum] 1 


6 


1574 • 


9622133 


gl|yozzlJJ|gD|AAroyoiJ.l|Arlo/ /iy_l (Arlo//iy; 
transmembrane leptin receptor [Sus .scrofa] 


2.6 


1578 


139809 


gi|139809|sp|P27571|XIST_MOUSE X INACTIVE 
SPECIFIC TRANSCRIPT PROTEIN pir||S15433 
hypothetical protein - mouse emb|CAA41978. 1| 
(A59289) UKr |Mus musculusj prt||1711440Axist 
gene [Mus musculus] 


7.7 


1579 


8567792 


gi|8567792|gb|AAF76364.1| (AC013428) I-box binding 
factor, putative [Arabidopsis thaliana] 


5.7 


1581 


7638161 


gi|7638161|gb|AAF65408.1|AF238312J(AF238312) 
putative serine-threonine protein kinase MkcB 
[Dictyostelium discoideum] 


9.2 


1583 


12644495 


gi|12644495|sp|Q9Z7G7|EX5BJ3HDLPN 
EXODEOXYRIBONUCLEASE V BETA CHAIN 
dbj|BAA98945.1| (AP002547) exodeoxyribonuclease V, 
beta rChlarnvdonhila imeiimnniae 11381 


7.2 


1588 


11350667 


gi|11350667|pui|D83160 nitrite extrusion protein 1 
PA3877 [imported] - Pseudomonas aeruginosa (strain 
PAOl) emb|CAA75538.1| (Y15252) nitrate extrusion 
protein [Pseudomonas aeruginosa] 
gb|AAG07264.1|AE004805_2 (AE004805) nitrite 
extrusion protein 1 [Pseudomonas aeruginosa] 


9.7 



492 



WO 02/14500 



PCT/US01/25840 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1589 


12644495 


gi| lzo444yD|spH^y/, /Lr /|liXjl3_LrlLPN 
EXODEOXYRIBONUCLEASE V BETA CHAIN 
dbj|BAA98945.1| (AP002547) exodeoxyribonuclease V, 
beta [Chlamydophila pneumoniae J138] 


5.2 


1590 




gi|305479|gb|AAC37807.1| (LI 1473) envelope 
glycoprotein [Human immunodeficiency virus type 1] 




1591 


9055244 


gi|yU55z44|rei|INIF_0ol256.1| nunungton yeast partner C 
[Mus musculus] gb|AAD39464.1|AF135440_l 
(AF135440) huntington yeast partner C [Mus musculus] 


0.8 


1593 


12666210 


gi|12666210|emb|CAC28083.1|(AL138875) 
bA103J18.2 (novel protein) [Homo sapiens] 


4 


1596 


12855510 


gj| IZoOjM UjaDJ |i5 AJBi Uioz . 1 1 (AKU 1 6654) putative 
[Mus musculus] 


0.067 


1597 


133747 


gi|133747|sp|P09899|RS12_MICLU 30S RIBOSOMAL 
PROTEIN S12 pir||A26956 ribosomal protein S12 - 
Micrococcus luteus gb|AAA253 17. 1| (Ml 7788) 
ribosomal protein S12 (gtg start codon) [Micrococcus 
luteus] 


9.9 


1600 


79094^5 


gi|7292455|gb|AAF47859.1| (AE003480) CG15005 
gene product [urosopniia meianogasterj 




1601 




gi|14748674|refpflP_038133.1|Prader-Willi/Angelman 
synaromeo [riomo sapiens j 


Q Q 


1602 


i i77an7n 

1 1Z /oUZU 


gi|11278020|pir|[H82215 serine transporter VC1301 
[imported] - Vibrio cholerae (group 01 strain N 16961) 
gb|AAF94460.1| (AE004210) serine transporter [Vibrio 
cholerae] 


/.O 


1607 


9757538 


gi|9757538|dbj|BAB08122.1| (AB030852) maturase 
[Lilium rubellum] 


6.6 


1618 


12249143 


gi| 12249143|re£|NP_066194.2| NADH dehydrogenase 
subunit 5 [Schistosoma japonicum] gb|AAG13134.2| 
(AF2 15860) NADH dehydrogenase subunit 5 j 
[Schistosoma japonicum] 


5.9 


1620 


7495508 


gi|7495508|pir||T18993 hypothetical protein C06B8.1 - 
Caenorhabditis elegans emb|CAB03850.1| (Z81463) 
Similarity to C.elegans zinc finger proteins, contains 
similarity to Pfam domain: PF00104 (Ligand-binding 
domain of nuclear hormone receptor), Score=-13.7, E- 
value=0.051, N=l [Caenorhabditis elegans] 


2.9 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1621 


7288570 


gi|7288570|gb|AAF45170.1|AF218963J(AF218963) 
period [Drosophila miranda] 


4.3 


1622 


7707666 


gi|7707666|dbj|BAA95343.1| (AB027560) ATPase 
subunit 6 [Echinococcus vogeli] 


4.1 


1675 


4761646 


gi|4761646|gb|AAD29428. 1|AF139060_1 (AF139060) 
transmembrane cell adhesion receptor MUA-3 precursor 
[Caenorhabditis elegans] emb|CAA83226.2| (Z30974) 
contains similarity to Pfam domain: PF00057 (Low- 
density lipoprotein receptor domain class A), 
Score=52.9, E-value=2.2e-12, N=3, second half (former 
T20G5.3) contains similarity to Pfam domain: PF00008 
(EGF-like domain), Score=326.3, E-value=l> 
emb|CAC42345.1| (Z30423) contains similarity to Pfem 
domain: PF00057 (Low-density lipoprotein receptor 
domain class A), Score=52.9 5 E-value=2.2e-12, N=3 5 
second half (former T20G5.3) contains similarity to 
Jrtam domain, rruuuuo (cur-iiKe aomainj, 
Score=326.3, E-value=l> 


1.7 


1626 


3582424 


gi|3582424|dbj|BAA33057.1| (AB017255) arginine 
kinase two-domain chain [Pseudocardium sachalinensis] 


4.5 


1fi2R 


9758077 


gip/DoU/ /|ap]|i3i\r>uojzl. i| \j\j>\j\)y\)jz.) sucrose 
cleavage protein-like [Arabidopsis thahana] 


6.2 


1629 


11610630 


gi|116106301gb|AAG37436.1| (AY013711) cyclinE 
[Mustek vison] 


10 


1631 


4838093 


gi|4838093|gb|AAD30838.1| (AF103278) 
immunoglobulin heavy chain variable region [Homo ' 
sapiens] 


3.3 


1635 




gi|12045265|ref]NPJ)73076.1| ATP synthase F0, 
subunit B (atpF) [Mycoplasma genitalium] 
sp|P47643|ATPF_MYCGE ATP SYNTHASE B 
CHAIN PRECURSOR pir||F64244 ATP synthase B 
chain (atpF) - Mycoplasma genitalium gb|AAC7163 1. 1| 
(U39722) ATP synthase F0, subunit B (atpF) 

[lYiyiJUpiclMIla. gvl 1 1 UU11UHJ 


8.5 


1636 


627406 


gi|627406|pir||A54849 collagen alpha 1(VII) chain 
precursor - human 


0.66 


1643 


2246540 


gi|2246540|gb|AAB62665.1| (U93872) glycoprotein M 
[Human herpesvirus 8] 


1.5 


1644 


2388576 


gi|2388576|gb|AAB71457.1| (AC000098) YUP8H12.17 
[Arabidopsis tbaliana] 


4.7 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


.1645 


74Q0184 


gi|7490184[pir)|T37997 carboxypeptidase y - fission 
yeast (Schizosaccharomyces pombe) pir||T43236 
carboxypeptidase C (EC 3.4.16.5) precursor [validated] 
fission yeast (Schizosaccharomyces pombe) 
emb|CAB10121.1| (Z97209) carboxypeptidase y 
[Schizosaccharomyces pombe] dbj|BAA25568,l| 
(D86560) carboxypeptidase Y [Schizosaccharomyces 

T*/YIYlhf»l 
JJUUlUCj 


0 009 


1646 


7415597 


gi|7415597|dbj|BAA93452.1| (AB026494) 
acyltransferase homolog [Gentiana triflora] 


6.1 


1648 


13541404 


gi|13541404|ref|NP_111092.1| DNAhelicase 
(superfamily II) [Thennoplasma volcanium] 
HhiiRATiso7i/i ii f apoooqq? 1 * tywa VipI^c** 

[Thermoplasma volcanium] 


7.5 


1649 


6174902 


gi|6174902|sp|Q24767|PER_DROYA PERIOD 
ORCADIAN PROTEIN pir||S 17286 period clock 
protein - fruit fly (Drosophila yakuba) 
emb|CAA43439.1| (X61127) period [Drosophila 
yakuba] 


0.2 


1650 




gi] 143 1 8508|ref|NP_l 1 664 1 . 1| Ieslp [Saccharomyces 
cerevisiaej sp|P43579|YFB3_YEAST 
HYPOTHETICAL 78.8 KD PROTEIN IN HSP12- 
rlAl 1U JJN lJbKUJilNlL, KhCjxUjN pir||a4oilo probable 
membrane protein YFL013c - yeast (Saccharomyces 

/>orOTn«Q/a\ otYiKir 1 A ARARAT 1) rti-f £QO 

cerevisiaej emD|w\/vooJ4/.ij {z/k>zdj^ on, len. oyz, 
CAI: 0.14 [Saccharomyces cerevisiae] dbj|BAA09225.1| 

/DS0fi17^ VFT 01*3P r^nrrfinmtnvrpc rprpvi cinf»l 
^J-UV/Ul '/I rJ-fVl J^/ lOaOUJUalUIIiywwb WCIvvlMaCJ 


8 8 

O. O 


1655 




gi|5052950|gb|AAD38784. 1|AF149422_1 (AF149422) 

unKnOWQ [xxUIIlO SapicUSJ 


0 000000007 


1660 


2988422 


gil2988422|gbiAAC39776.1| (AF016903) agrin 
precursor [Homo sapiens] 


3.4 


1661 


14756108 


gill4756108lrefpCP_029883.ll EGF-like-domain, 
multiple 4 [Homo sapiens] 


5 


1664 


10047313 


eill0047313ldbilBAB13444 11 (AB046838) KIAA1618 
protein [Homo sapiens] 


0.00001 


1669 


5902048 


gi|5902048|ref]NPJ)08974.1| HIV-1 rev binding protein 
2; Rev interacting protein [Homo sapiens] pir||G02629 
Rev interacting protein Rip-1 - human gb|AAB00557. 1| 
(U55766) Rev interacting protein Rip-1 [Homo sapiens] 


0.009 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQED 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1672 




gi|13122465|gb|AAK12639.1|AF317654_l(AF317654) 

(t tirfvfpin— r»c*nnl wl r(*r*f*r\trw [~HV*»TYirt contonol 

vj piuLciii^uupicu rcccpiur jxiuinu bapicnsj 


0 A 


1673 


7296752 


gi|7296752|gb|AAF52030.1| (AE003603) CG12147 
gene product [Drosophila melanogaster] 


2.1 


1681 


1 4767050 
it /o /yjyj 


gi|14767950|reflXP_040494.1| nuclear RNA export 
factor 5 [Homo sapiens] emb|CAC20428.1| (AI277654) 
nucicar jvln/v cxpuxx La&voi j [noiuo Sapiens J 


o.y 


1684 


14740021 


gj|14740021|ref|XP_033953.1| 32575 [Homo sapiens] 
rei|Ar_ujoyD4.i| jzd/o [Homo sapiens) 
ref|XPJ)33955.1| 32577 [Homo sapiens] 


2.5 


1685 


15J00700 


gi|13568988|gb|AAK30843.1|AF254571_l (AF254571) 
growuvcuiierenuauon iacior / [ivius muscuiusj 




1694 


106323 


gi|106323|pir|lA34087 hypothetical protein (L1H 5' 
region) - human 


0.005 


1695 




gi|7444442|pir||T02087 gag/pol polyprotein - maize 
retrotransposon Hopscotch gb|AAA57005.1| (U12626) 
copia-like retrotransposon Hopscotch polyprotein [Zea 
mays j i 




1696 


13569915 


gi| 1 3 5699 1 5|refJNP_l 12205.1| amnionless protein 
[Homo sapiens] gb|AAK28532.1|AF328788J 
(AF328788) amnionless [Homo sapiens] 


4.4 


1697 


13812078 


gi|13812078|ref|NP_113215.1| hypothetical protein 
[vjuinarcua tnetaj go| aat z4u i i . 1 1 at us j u d i_<s 
(AF083031) hypothetical protein [Guillardia theta] 


5.2 


1699 


462193 


gi|462193|sp|Q06003|GOLI_DROME GOLIATH 
PROTEIN (Gl PROTEIN) pir||JC1495 regulatory 
protein Gl - fruit fly (Drosophila melanogaster) 
gb|AAA28582.1| (M97204) goliath protein [Drosophila 
melanogaster] 


9.3 


1702 


13376638 


gi|13376638|ref|NPJ)79359.1| hypothetical protein j 

T7T TO 1 1 0O rU/win ponionrl AUt I'D A 1 ^ nm 11 

r u 1 1 1 z o iriomo sapiens j qdj |t> At> 1 j UU 1 . 1 1 
(AK024781) unnamed protein product [Homo sapiens] 


5E-49 


1705 


7445803 


difficile emb|CAA63569.1| (X92982) cdd4 [Clostridium 
difficile] 


0.28 


1706 


10175016 


gi|10175016|dbj|BAB06115.1|(AP001515) 
BH2396~unknown [Bacillus halodurans] 


9 


1709 


3953531 


gi|3953531|dbjIBAA34722.1| (AB015856) ATF6 ! 
[Homo sapiens] 


9.1 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1712 


14329676 


gi|14329676|emb|CAC40651.1| (AJ242782) centaurin 
beta [Homo sapiens] 


0 00003 


1714 


10432382 


gi|10432382|emb|CAC10340.1| (AL139421) dJ717I23.1 
(novel protein similar to Xenopus laevis Sojo protein) 
[Homo sapiens] 


0.00006 


1717 


8247357 


protein [Thermoanaerobacter thermohydrosulfiiricus] 


1.4 


1719 ; 


7487043 


gi|7487043|pir||T08926 hypothetical protein T15N24.50 
- Arabidopsis thaliana emb|CAB77061.1| (AL078465) 
putative protein [Arabidopsis thaliana] 
emb|CAB79515.1| (AL161565) putative protein 
[Arabidopsis thaliana] 


0.39 


1721 


13507765 


gi|13507765|ret]NP_lU9714.1| similar to GTPases 
(Mycoplasma pneumoniae] sp|P75088|Y024_MYCPN 

risAJ Dj\£>LiE, \J 1 Jr -JD IAN 1/ JIN VJ rJSXJ 1 JOHN iVlAjrUZH- 

HOMOLOG (B01_ORF362) pir||S73454 probable GTP 
bindins nrotein waF - Mvconlasma nneumoniae ( strain 
ATCC 29342) gb|AAB95776.1| (AE000015) similar to 
GTPases [Mycoplasma pneumoniae] 


6 


1725 


11071788 


gi|11071788|emb|CAC14632.1| (AL449144) 
hypothetical protein P2 14.26 [Leishmania major] 


9 


1727 


14325595 


gi|14325595|dbj|BAB60498.1| (AP000996) hypothetical 
protein [Thermoplasma volcanium] 


2.5 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1728 


6498442 


gi|6498442|dbj|BAA87845.1| (AP000815) ESTs 
AU081301(E20138),C99280(E10593) correspond to a 
region of the predicted gene.~SimiIar to Arabidopsis 
thaliana chromosome II BAC T26B15 genomic 
sequence,unknown protein. (AC004681) [Oryza sativa] 
dbj|BAB00648.2| (AP002804) ESTs 
AU081301(E20138),C99280(E10593) correspond to a 
region of the predicted gene.~Similar to Arabidopsis 
thaliana chromosome II BAC T26B15 genomic 
sequence; unknown protein (AC004681) [Oryza sativa] 
dbj|BAB17744.1| (AP002862) contains ESTs 
AU081301(E20138) 9 C99280(E10593)~simu 
Arabidopsis thaliana chromosome 2, 
F12C20. 1 1 -unknown protein [Oryza sativa] 
dbj]BAB44118.1| (AP003103) contains ESTs 
AU081301(E20138) 9 C99280(E10593Himilarto 
Arabidopsis thaliana chromosome 2, 
F12C20.1 1-unknown protein [Oryza sativa] 


1.1 


1741 


* ■ ' ' ' 

11467083 


gi|11467083|reflNP_042559.1| NADH dehydrogenase, 
subumt 3 [Acanthamoeba castellann] 
sp|Q37382|NU3M_ACACA N ADH-UBI QUINONE 

AvmADcniTPT a or? ruATM i -t^r-nc^QQ/cn xt a t\u 
UAJJJUKiiLIUCl AMi CHAIIN 5 plTjpjoooU iNADii 

dehydrogenase (ubiquinone) (EC 1.6.53) chain 3 - 
i\.CanuiamoeDa CaSieiianu nuiocnonurion 
gblAAD11852.1| (U12386) NADH dehydrogenase, 
subunit 3 [Acanthamoeba castellanii] 


5 


1742 


12843826 


[Mus musculus] 


0.00000002 


1743 


4028550 


gi|4928550|gb|AAD33637.1| (AF133876) DBL alpha 

tYTotein PPIasimnrfiiiTin ■fel^inflnitnl 

Ij i,\JK\jl±X [ A IdDllHJU-LU-Lll XcUWILfCU LLii.ll 


6.2 


1744 


6503033 


mlfiSO^O^IahlAAFM^V? 1IAF1 76666 1 (AF1 766661 
F-box leucine-rich repeat protein 5 [Xenopus laevis] 


3.8 


1745 


6562750 


gij6562750|emb|CAB62889.1| (AL035475) hypothetical 
protein, MAL4P2.48 [Plasmodium falciparum] 


8.9 - 


1750 


7498998 


gi|7498998|pir||T16057 hypothetical protein F13D11.2 - 
Caenorhabdms elegans 


5.4 


1751 


6939792 


gi|6939792|dbj|BAA90658!l| (AB037920) HA-17 
[Clostridium botulinum] 


7.3 
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SEQID 
NO 


N 


DESCRIPTION i 


P VALUE 


1754 


14195008 


gl|141y5005|sp|Qyjl55|riJ&l_CJ^(jR FLbClHN 1 
(PLTN) (PCN) (300-KDA INTERMEDIATE 
FILAMENT-ASSOCIATED PROTEIN) (IFAP300) 
gb|AAF70372.1| (AF260753) plectin [Cricetulus 
griseus] 


1.6 


1756 


74519 


gi|74519|pir||GNWVR4 structural polyprotein - rubella 
virus (strain Therien) 


4.4 


1760 




gil6324076|ref|NP_014146. 1| Ynl253wp 
[Saccharomyces cerevisiae] sp|P53851|YNZ3_YEAST 
HYPOTHETICAL 47.2 KD PROTEIN IN SIP3- 
MRPL30 1NTERGENIC REGION pir||S63226 
hypothetical protein YNL253w - yeast (Saccharomyces 
cerevisiae) emb|CAA65491 . 1| (X96722) ORF N0860 
[Saccharomyces cerevisiae] emb|CAA96160.1| 
\£it jozyj Ujvt YJNi-fZDjW [oaccnaromyces cerevisiaej 


j.K) 


X fO/f 


1708082 


gi|1708082|sp|P50900|GUX2_CLOSR 
EXOGLUCANASE H PRECURSOR 
(EXOCELLOBIOHYDROLASE II) (1,4-BETA- 
CELLOBIOHYDROLASE H) (AVICELASE D) 
emb|CAAyJ2oU.l| (ZoyJjy) aviceiase 11 [Clostridium 
stercorarium] 


: 

1.9 


1 /Oj 


2224838 


gi|2224oio|emb|CAA453oo.i| (Aojy/4j putative 
protein-tyrosine phosphatase [Rhodobacter capsulatus] 


5.2 


1768 




gi|6513773|gb|AAF14748.1|AF197756_l(AF197756) 
maturase (Hedyosmum arborescens] 




1775 


14732870 


gi|14732870|ref|XP_029018.1| hypothetical protein 
FLJ10647 [Homo sapiens] repP_001969.2| 
hypothetical protein FLJ10647 [Homo sapiens] 


1.3 


1779 


7521942 


gi|7521942|pir|(T2909o gag polyproteui - murine 
endogenous retrovirus ERV-L emb|CAA73250.1| 
(Y12713) Gag polyprotein [Mus musculus] 


0.071 


1785 


7508408 


gij /3Uo*fUo|pirj| l zozj l nypoineucai protein 1 zHniu.H - 
Caenorhabditis elegans emb|CAA90944.1| (Z54216) 
T24H10.4 [Caenorhabditis elegans] 


2.9 


1788 


7460247 


gi|7460247|pirj|B71612 hypothetical protein PFB0555c - 
malaria parasite (Plasmodium falciparum) 
gblAAC71900.1| (AE001402) hypothetical protein 
[Plasmodium falciparum] 


6.4 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1789 


4337102 


gi|4337102|gb|AAD18078. 1|AAD18078 (AF129756) 
G6f [Homo sapiens] 


2E-24 


1792 


1723494 


gi|1723494|sp|Q10413|YD88_SCHPO VERY 
HYPOTHETICAL 13.3 KD PROTEIN C1F3.08C IN 
CHROMOSOME I pir||T38079 very hypothetical 
protein SPAClF3.08c - fission yeast 
(Schizosaccharomyces pombe) emb|CAA94626.1| 
(Z70690) very hypothetical protein 
[Schizosaccharomyces pombe] 


7.2 


1793 


4589921 


*\ m mt r<k *\. n i 11 • )-rt A l mm mm m I j A m\ -* mm m m* mm. V 

gi|4589921|dbj|BAA76927.1| (AB017192) 
molybdopterin biosynthesis protein [Clostridium 
perfringens] 


4.2 


1799 


7494302 


gi|7494302|pir||E7161 1 hypothetical protein PFB0580w ■ 
malaria parasite (Plasmodium falciparum) 
gb|AAC71905.1| (AE001404) hypothetical protein 
[Plasmodium falciparum] 


3.3 


1800 ! 


14318508 


gi|14318508|ref|NP_116641.1| Ieslp [Saccharomyces 
cerevisiae] sp|P43579|YFB3_YEAST 
HYPOTHETICAL 78.8 KD PROTEIN IN HSP12- 
HXT10 INTERGENIC REGION pir||S48316 probable 
membrane protein YFL013c - yeast (Saccharomyces 
cerevisiae) emb|CAA86347.1| (Z46255) orf, len: 692, 
CAI: 0.14 [Saccharomyces cerevisiae] dbj|BAA09225.1| 
(D50617) YFL013C [Saccharomyces cerevisiae] 


6.6 




14325595 


gi|14325595|dbj|BAB60498.1| (AP000996) hypothetical 
protein [Thermoplasma volcanium] 


2 


1809 


7520399 


gi|7520399|pir||Tl 1689 NADH dehydrogenase 
(ubiquinone) (EC 1.6.5.3) chain 5 - Graphium sarpedon 
mitochondrion (fragment) dbj|BAA28187.1| 
(ABO 13 147) NADH dehydrogenase subunit 5 
[Graphium sarpedon] 


4.9 


1816 




gi|423981|pir||A46193 88K E-26-specific domain 
protein Pok - fruit fly (Drosophila melanogaster) 
dbj|BAA0 1080.1| (D 10228) Ets domain protein 
[Drosophila melanogaster] 




1818 


7463036 


gi|7463036|pir||C70177 beta-glucosidase homolog - 
Lyme disease spirochete gb[AAC66976.1| (AE001163) 
beta-glucosidase, putative [Borrelia burgdorferi] 


8.4 


1819 


3851471 


gi|3851471|gb|AAC72292.1| (AF037295) sulfonylurea 
receptor- 1 [Mus musculus] 


3.4 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1820 


9845030 


(HIQWiOIOHhilRARl 1014 11 fARm47?f^ S- 
oxoprolinase precursor [Alcaligenes faecalis] 


5.8 


1821 


6599044 


mI^S00n4ilpmKirARfi7S8il 11 fATOSISOfil RMP9/A 

protein [Asterias rubens] 


6.7 


1822 


7715984 


gi|7715984|gb|AAF68235.1|AF206244_l(AF206244) 
seroreactive antigen BMN1-2 [Babesia microti] 


0.067 


1823 


7293329 


mWOOIfJOInKIA ATJ4fi7n0 11 / , AKfifi1<\flA\ nana 

gi|/iyjjzy|gD|AAr < >o/U7.i| ^AcuujjU'tj cvtjioz gene 
product [Drosophila melanogaster] 


2.8 


1824 


2136095 


gi|2136095|phi|I58381 receptor tyrosine kinase isoform 
FLT4 long - human (fiagment) gb|AAB28539.1| 
looo4U / j receptor tyrosine Kinase lsoiorm r h 1 4 long, 
FLT41 {C-terminal} [human, Peptide Partial, 71 aa] 
[Homo sapiens] 


0.0007 


1826 


7522093 


gi|75zzUyJ|pir||liU5Uy plasminogen related growth 
factor receptor 3 - Fugu rubripes emb|CAA09086.1| 
(AJ0103 17) plasminogen related growth factor receptor 
3 [Takifugu rubripes] 


4.7 


1832 


13622999 


gi|13622999|gb|AAK34670.1| (AE006621) hypothetical 
protein [Streptococcus pyogenes Ml GAS] 


3.7 


1834 


6319504 


gi|6319504|ref|NP_009586.1| Ybr030wp 
[Saccharomyces cerevisiae] sp|P38222|YBO0_YEAST 
HYPOTHETICAL 62.6 KD PROTEIN IN CDS1- 
RPL4A INTERGENIC REGION pir||S45886 
hypothetical protein YBR030w - yeast (Saccharomyces 
cerevisiae) emb|CAA53686.1| (X76078) YBR0314 
[Saccharomyces cerevisiae] emb|CAA84972. 1| 
(Z35899) ORF YBR030w [Saccharomyces cerevisiae] 

cerevisiae] 


0.65 


1835 


7290986 


gi|7290986|gb|AAF46425.1| (AE003445) CG3898 gene 
product [Drosophila melanogaster] 


3.1 


1840 


14725330 


gi|14725330|refjXP_002254.2l mitochondrial 
translational initiation factor 2 precursor [Homo 
sapiens] 


4.2 



501 



WO 02/14500 



PCT/US01/25840 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1842 




gi|7509362|pir||T31492 hypothetical protein 
YlloAou.20 - (Jaenornaucutis elegans 
emb|CAB55 126. 1| (AL1 17204) predicted using 
Genefinder-contains similarity to Pfem domain: 
PF00642 (Zinc finger C-x8-C-x5-C-x3-H type (and 

EST yk247a8.5 comes from this gene [Caenorhabditis 

WJlygCU-LOJ 


8.4 


1846 


6093793 


gi|6093793|sp|Q64181|PROP_CAVPO PROPERDIN 
PRECURSOR gb|AAB35918.1| (S81116) properdin 
[guinea pigs, spleen, Peptide, 470 aa] [Cavia] 


4.1 


1848 


7300538 


gi|7300538|gb|AAF55691.1| (AE003727) CG7411 gene 
product [Drosophila melanogaster] 


2.7 


1849 


1 730077 


gi|1730077|sp|P18160|KYKl_DICDI NON- 

KliUliir 1 UK 1 I KVyoilNli iSlXNA^Jj jrUJul LtX olo A 

(TYROSINE-PROTEIN KINASE 1) pir||T18276 non- 
receptor tyrosine kinase - slime mold (Dictyostelium 
discoideum) gb)AAB41125.1| (U32174) non-receptor 

tvrncinp Irinacp IT)ictvfi<!tp1niTn HiQcnideiiml 


8.4 


1851 


5326919 


gi|5326919|emb|CAB46239.1| (AJ133488) SCO- 
spondin [Bos taurus] 


2.7 


1853 


13811938 


gi|13811938Iemb|CAC03433.2KAL118505) 
dJ1056HL2.1 (novel protein similar to mitogen 
inducible protein MIG-2 (isoform 1)) [Homo sapiens] 


2E-21 


1859 


8954377 


gi|8954377|ref|NPJ)59365.1| haem lyase 
[Cyanidioschyzon merolae] pir||A58932 cytochrome C- 
type biogenesis protein CCMF - Cyanidioschyzon 
meroiae nmocnononon cld)\s>j\j\jojz /. i\ ^uoyooij 
cytochrome C-type biogenesis protein CCMF 
[Cyanidioschyzon merolae] 


2.3 


1860 


13376638 


gill3376638jreflNP_079359.il hypothetical protein 
FLJ21128 [Homo sapiens] dbj|BAB15001.1| 
(AK024781) unnamed protein product [Homo sapiens] 


2E-47 


1862 


14602664 


gi|14602664|gb|AAH09855.1|AAH09855 (BC009855) 
Similar to nucleolin [Homo sapiens] 


4E-45 
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SEQID 
NO 


ACCESS 
N 




P V ALT IF 


1864 


7512078 


gi|75 12078|pir|[T30879 dynein heavy chain isotype 5 A - 
sea urchin (Tripneustes gratilla) (fragment) 
gb|AAA63591.1| (U03977) dynein heavy chain isotype 
5 A [Tripneustes gratilla] 


1.7 


1865 


7688347 


gi|76883471embiCAB89836.1| (AJ242516) AmpE 
protein [Salmonella typhimurium] 


2.8 


1867 


4758568 


gi|4758568|ref|NP__004497.1| heat shock transcription 
fector 2 [Homo sapiens] ref|XP_004466.2| heat shock 
transcription factor 2 [Homo sapiens] ref|XP_J)51573.1| 
heat shock transcription factor 2 [Homo sapiens] 
sp|Q03933pSr2_HUJVLAN HEAT SHOCK r AC 1 OR 
PROTEIN 2 (HSF 2) (HEAT SHOCK 
TRANSCRIPTION FACTOR 2) (HSTF 2) pir||A41 138 
heat shock transcription factor HSF2 - human 
gb|AAA36017. 1| (M65217) HSF2 [Homo sapiens] 


0.33 


1869 


13358509 


gill3358509jrefJNP_078688.il orfl07 Pymphocystis 
disease virus 1] 


8.1 


1870 

1 O / \J 


6580323 


gi|6580323|emb|CAB63392.1| (AL132864) cDNAEST 
EMBL:T00048 comes from this gene-cDNA EST 
EMBL:T00047 comes from this gene-cDNA EST 
yk390e6.3 comes from this gene-cDNA EST yk5 12a3.3 
comes from this gene-cDNA EST yk5 12a3 .5 comes 
trom tnis gene~c jj in j\ jm i yio^zaz.j comes uommis 
ge> 


0.012 


1871 




gi|l 1359776|pir|[T45059 hypothetical protem 
Y39B6B.gg [imported] - Caenorhabditis elegans 
emD|CABo093o.l| (ALI3Zoyo) predicted using 
Genefinder; preliminary prediction [Caenorhabditis 
elegans] 




1876 


5453171 


gi|5453171|gb|AAD43464.1| (AF1 13915) pre-mRNA 
sphcing factor [Heterodera glycines] 


2.1 


1877 


5453171 


gi|54531711gb|AAD43464.1| (AF1 13915) pre-mRNA 
sphcing factor [Heterodera glycines] 


2.1 


1880 


14752353 


cril147^?^3lreflXP 050519 11 annextn A2 fHomo 
sapiens] 


0.27 


1881 


7494821 


gil7494821|piri|T31996 hypothetical protein B0281.5 - 
Caenorhabditis elegans gb|AAB66084.1| (AF016666) 
similar to human tumor necrosis factor-alpha-induced 
protein B12 (NID:gl79304) [Caenorhabditis elegans] 


3.8 
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SEQID 

"MO 
JNU 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1883 ! 


480482 


gi|480482|pir||S36953 cytochrome-c oxidase (EC 
1 .9.3. 1) chain HI - Herpetomonas samuelpessoai 
mitochondrion gb|AAD09166.1| (L10852) cytochrome 
oxidase subunit m [Herpetomonas pessoai] 


0.78 


1 ooc 

1885 


5174493 


gi|5174493|ref]NP_006050.1| lammin, gamma 3 
precursor (Homo sapiens] 

gb|AAD36991.1|AF041835_l (AF041835) laminin 
gamma 3 chain precursor [Homo sapiens] 


3E-12 


1886 


8922792 


gi|8922792|reflNP_060753. 1| hypothetical protein 
FLJ10956 [Homo sapiens] ref|XP_007214.2| 
hypothetical protein FLJ10956 (Homo sapiens] 
dbj|BAA91925.1| (AK001818) unnamed protein product 
(Homo sapiens] 


5E-39 


1889 


7479561 


gi|7479561|pir||T35135 hypothetical protein SC4H8.04c 
SC4H8.04c - Streptomyces coelicolor 
emb|CAA15871.1| (AL020958) hypothetical protein 
SC4H8.04c [Streptomyces coelicolor A3(2)] 


0.5 


1890 j 


7461128 


gi|7461 128|pir||T03057 hypothetical protein 032R - 
Chilo iridescent virus gb|AAB9443 1 . 1| (AF003534) 
hypothetical protein 032R [Chilo iridescent virus] 


0.33 


1 OA1 

1891 


8778367 


gi|8778367|gb|AAF79375.1|AC007887_34(AC007887) 
F1504.28 [Arabidopsis lhaliana] 


6.6 


1894 


13475247 


gi|13475247(ref|NP _10681 1. 1| unknown protein 
[Mesorhizobiumloti] dbj|BAB52597.1| (AP003008) 
unknown protein [Mesorhizobium loti] 


2.3 


1895 


2285958 


gi|2285958|emb|CAA70903.1| (Y09763) GABRE 
[Homo sapiens] 


2.7 


1896 


14729939 


gi|14729939|ref|XP_038475.1| DKFZP564J102 protein 
[Homo sapiens] 


0.007 


1898 


7504499 


gi|7504499|pir||T32750 hypothetical protein F57B10.1 - 
Caenorhabditis elegans gb|AAB96719.1| (AF039713) 
Hypothetical protein F57B10.1 [Caenorhabditis elegans] 


4.2 




10581310 


gl|lU581310|go|AA0200o7.1| (AE005086) methionyl 
aminopeptidase; Map [Halobacterium sp. NRC-1] 


8.9 


1902 


111814 


gi|111814|pirl|S21347 hypothetical protein 3 - rat 
emb|CAA37646.1| (X53581) ORF3 [Rattus norvegicus] 


0.3 


1903 


7290766 


gi|7290766|gb|AAF4621 1.1| (AE003439) CG4557 gene 
product [Drosophila melanogaster] 


0.38 
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SEQID 
NO 


ACCESS 

XT 

N 


DESCRIPTION 


*D \T A T TTT7 

P VALUE 


1904 


5139521 


gi|5139521|emb|CAB45562.1| (AJ238798) CTRP 
protein [Plasmodium berghei] dbj|BAA82322.1| 
(AB027129) adhesive protein-like molecule 
[Plasmodium berghei] gb|AAF73 158. 1|AF 149771 J 
(AF 149771) ookinete protein [Plasmodium berghei] 


8 


1905 


7489900 


gi|7489900|pir||T18287 protein-tyrosine kinase (EC 
2.7.1.1 12) - slime mold (Dictyostelium discoideum) 
gb|AAB04999.1| (U64830) protein tyrosine kinase 
[Dictyostelium discoideum] 


5.3 


1908 


6002776 


gi|6002776|gb|AAF00134.1|AF149806_l(AF149806) 
hypothetical protein [Oryza sativa] 


0.15 


1913 


14773348 


gi| 14773 348|refpCP_03 845 0. 1 [ 20849 Porno sapiens] 


2E-50 


1916 


7301187 


gi|7301187|gb|AAF56319.1| (AE003748) CG5794 gene 
product [Drosophila melanogaster] 


8 


1918 


3378685 


gi|3378685|emb|CAA76071.1| (Y16104) replicase 
protein [Physalis mottle tymovirus] 


0.13 


1919 


4501915 


gi|4501915|ref[lSfP_003807.1| a disintegrin and 
metalloproteinase domain 9 preproprotein; meltrin 
gamma [Homo sapiens] gb|AAC50403.1| (U41766) 
metalloprotease/disintegrin/cysteine-rich protein 
precursor [Homo sapiens] 


0.002 


1922 


14587070 


gi|14587070|gb|AAK70463.1|AF387344 - .4(AF387344) 
spore germination protein GerLC [Bacillus cereus] 


8.4 


1924 


7291161 


gi|7291161|gb|AAF46595.1| (AE003450) CG2892 gene 
product [Drosophila melanogaster] 


6 


1925 


7446016 


gi|7446016|pir||E70895 hypothetical glycine-rich protein 
Rvl087 - Mycobacterium tuberculosis (strain H37RV) 
emb|CAA17203. 1| (AL021897) PE_PGRS 
[Mycobacterium tuberculosis] 


3.6 


1926 


11595522 


gi| 1 1595522|emb|CACl 83 16. 1| (AL45 1022) 
hypothetical protein [Neurospora crassa] 


5.9 




14043326 


gi|14043326|gblAAH07658.11AAH07658 (BC007658) 
Unknown (protein for MGC:747) [Homo sapiens] 


8E-76 


1931 


13810543 


gi|13810543|dbj|BAB43950.1| (AB051633) ookinete 
surface protein Pos28-2 [Plasmodium ovale] 


3.1 


1933 


7206826 


gi|7206826|gb|AAF39985.1| (AC006696) contains 
similarity to other proline-rich proteins [Caenorhabditis 
elegans] 


6.6 
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NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


17J*t 


14749721 


gi|14749721|reflXP_027893.1| similar to ALU 

CT TDT7 A A jffTT "V CD 1 C C/"VT TTJXT/^"C /"'/YXTT A A JfTM A TT/Y\T 

WARNING ENTRY (H. sapiens) [Homo sapiens] 


2.1 


1935 


12324211 


gi] 1 23242 1 1 |gb| AAG52077 . 1 |AC0 1 2679_1 5 
(AC0 12679) putative proline-rich protein precursor; 
93710-91881 [Arabidopsisthaliana] 


2.1 


1940 


421)43 05 


gi|4204305|gb|AAD10686.1| (AC003027) Hypothetical 
protein [Arabidopsis tbaliana] 


£ A 


1955 


14783118 


gi|14783118|reflXP_043478.1| hypothetical protein 
XP__043478 [Homo sapiensj 


a n 
4./ 


1959 


13375860 


gi|13375860|ref|NPJ)78907.1| hypothetical protein 
FLJ23342 [Homo sapiens] dbj|BAB15618.1| 
(AK026995) unnamed protein product [Homo sapiens] 


0.2 


1962 


' 7304316 


gi|7304316|gb|AAF59348.1| (AE003844) CG2052 gene 
product [Drosophila melanogaster] 


8.2 


1963 


7513579 


gi|7513579|pir|IT09064 l-acylglycerol-3-phosphate 0- 
acyltransferase (EC 2.3.1.51) - mouse gb|AAB82009.1| 
(AF030001) lysophatidic acid acyl transferase-alpha 
[Mus musculus] 


1.1 


1964 


7512671 


gi|7512671|pir||T12545 hypothetical protein 
DKFZp434N074.1 - human (fragments) 
emb|CAB46377.1| (AL096732) hypothetical protein 
[Homo sapiens] 


3.1 


1972 


13249541 


gi|13249541|gb|AAK15414.1| (AY015597) 
dissimilatory sulfite reductase subunit B [uncultured 
sulfate-reducing bacterium] 


2 


1976 


8134766 


gi|8134766|sp)Q9ZES2|TRPE_BUCTC 
ANTHRANILATE SYNTHASE COMPONENT I 
emb|CAA09993.1| (AJ012333) anthranilate synthase 
large subunit [Buchnera aphidicola] 


5.6 


1977 


7518768 


gi| / j i o /o<$|pU]|A /nil nypotnencai protem rriuojo - 
Pyrococcus horikoshii dbj|BAA29747.1| (AP000003) 
107aa long hypothetical protein [Pyrococcus horikoshii] 


9.3 


1982 


14749721 


gill4749721lreflXP_027893.il similar to ALU 
SUBFAMILY SB1 SEQUENCE CONTAMINATION 
WARNING ENTRY (R sapiens) [Homo sapiens] 


1.9 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


N 


DESCRIPTION 


P VALUE 


1983 


2498123 


gi|2498 123|sp|O028331ALS_PAPHA INSULIN-LIKE 
GROWTH FACTOR BINDING PROTEIN 

/TYUJTOT T7V A /^TT\ T ADTT T7 pTT A TXT "DDEr'TTDCA'D 

COMPLEX ACID LABILE CHAIN PRECURSOR 
(ALS) pir||JC5239 insulin-like growth factor acid-labile 
chain - baboon 


4.4 


1990 


2911545 


gi|2911545|emb|CAA75449.1| (Y15173) E6 protein 
(Human papillomavirus type 75] 


4.2 


1992 




gi|1090764[prf||2019432A cyclin-dependent kinase 5 
activator [Bos taurus] 






7446170 


gi|7446170|pir|]T02529 myb-related protein F13M22.13 
- Arabidopsis thaliana gb|AAC23633.1| (AC004684) 
putative MYB family transcription factor [Arabidopsis 
thalianaj gD|AAD531ul.l|AJF175996_l (AF175996) 
putative transcription factor [Arabidopsis thaliana] 


5.9 


1994 


4501915 


gi|4501915|ref|NP_003807.1| a disintegrin and 
metalloproteinase domain 9 preproprotein; meltrin 

ITT * T 1 1 A A g~\Ei\Af\*i 1 I /TT>I 1 

gamma (Homo sapiens] gb|AAC50403.1| (U41766) 
metalloprotease/disintegrin/cysteine-rich protein 
precursor [Homo sapiens] 


0.002 


1997 


12853260 


gi|12853260|dbj|BAB29697.1| (AK015063) putative 
[Mus musculus] 


6.1 


2000 


6492289 


gi|6492289|gb|AAF14258. 1|AF 137068_1 (AF137068) 
cubilin [Canis familiaris] 


4.6 


2001 


2828501 


gi|2828501|sp|P40899|ISP3_SCHPO SEXUAL 
DIFFERENTIATION PROCESS PROTEIN ISP3 
pirj|T38 1 12 sexual differentiation process protein isp3 - 
fission yeast (Schizosaccharomyces pombe) 
emb|CAB03599.1| (Z81312) sexual differentiation 
process protein isp3; meiotic expression upregulated 
[Schizosaccharomyces pombe] 


7.9 


2022 


4206157 


[Streptomyces scabiei] 


3.4 


2026 


11466224 


gi|11466224|ref|NPJ)62847.1| ORF1, contains 4 trans 
membrane regions, putative [Physarum polycephalum] 
dbj|BAB08081.1| (AB027295) ORF1, contains 4 trans 
membrane regions, putative [Physarum polycephalum] 


1.2 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 

! TsJ 


TYRQrnrPTffVM 

UJC/ij^IvLr 1 iSJvi 


P VAT TTTh 


2027 


7507536 


gi|7507536|pir](T24739 hypothetical protein T09E1 1.4 - 
Caenoihabditis elegans emb|CAB03533.1| (Z81147) 
contains similarity to Pfam domain: PF01757 (Domain 
of unknown function), Score=594.0, E-value=3e-175, 
N=l [Caenorhabditis elegans] 


4.3 


2028 


6102749 


gi|oiuz/^y|emD|^AjD3yju/.i| (ajzjo/o /) inauxi 
dehydrogenase subunit F [Carphalea glaucescens] 


1.9 


2031 




gi|7486224|pir||T08553 hypothetical protein 
F27B13.160 - Arabidopsis thaliana emb|CAB43667.1| 
(AL05U352) putative protein [Arabidopsis thaliana] 
emb|CAB79750.1| (AL161575) putative protein 
[Arabidopsis thaliana] 


L.I 




7462619 


gi|7462619|pir|]F72210 hypothetical protein TM1801 - 
Thermotoga maritima (strain MSB8) 
gD|AADJooo4.1|AbU01817_ll (A_U01817) 
hypothetical protein [Thermotoga maritima] 


6.2 


\ 2035 


7296128 


gi|7296128|gb|AAF5 1422.1| (AE003587) CG4629 gene 
product [Drosophila melanogaster] 


3.4 




14760974 


gi| 14/ouy / 4|rei]Ar_U34«$uy . 1 1 similar to putative gag- 
pro-pol polyprotein (H. sapiens) [Homo sapiens] 


1E-13 


! 2041 


14601134 


gi|14601 134|ref|NP_147662. 1| hypothetical protein 
[Aeropyrum pernix] pir||H72698 hypothetical protein 
APE1008 - Aeropyrum pernix (strain Kl) 
dbj|BAA79992.1| (AP000060) 123aa long hypothetical 
protein [Aeropyrum pernix] 


2.6 


2043 


4507537 


gi|4507537|ref|NP_003260.1| nuclear receptor subfemily 
2, group E, member 1; tailless (Drosophila) homolog; 
tailless homolog (Drosophila) [Homo sapiens] 
refpff_004530.ll 54551 [Homo sapiens] 
reflXPJ)38737. lj nuclear receptor subfemily 2, group 
E, member 1 [Homo sapiens] 
sp|Q9Y466|NR21 J1UMAN ORPHAN NUCLEAR 
RECEPTOR NR2E1 (NUCLEAR RECEPTOR TLX) 
(TAILLESS HOMOLOG) (TLL) (HTLL) 
emb|CAA73725.1| (Y13276) Tailless protein [Homo 
sapiens] emb|CAB75626.1| (AL078596) dJ429G5.1 
(nuclear receptor subfamily 2, group E, member 1) 
(Homo sapiens] gb(AAG31945.1|AF220532_l 
(AF220532) orphan nuclear receptor [Homo sapiens] 


9E-10 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2044 


7300319 


gi|7300319|gb|AAF55480.1| (AE003719) CG7305 gene 
product [Drosophila melanogaster] 


3.3 


2046 


7498832 


gi|7495532|pir||T34212 hypothetical protein F10E7.4 - 
Caenorhabditis elegans gb|AAA82427.1| (U41264) 
coded for by C. elegans cDNA yk99a6.5; coded for by 
C. elegans cDNA yk72g6.5; coded for by C. elegans 
cDNA yk99a6.3; coded for by C. elegans cDNA 
yk72g6.3; coded for by C. elegans cDNA ykl27a2.5; 
coded for by C. elegans cDNA ykl27a2.3; Simila> 


9.7 


2050 


13643847 


gi|13643847|reflXP - 0H044.2| 8-oxoguanine DNA 
glycosylase [Homo sapiens] ref|XPJ)16414.1| 8- 
oxoguanine DNA glycosylase [Homo sapiens] 
ref|XP_016415.1| 8-oxoguanine DNA glycosylase 
[Homo sapiens] refIXP_03l967.il 8-oxoguanine DNA 
glycosylase [Homo sapiens] ref|XPJ)3l959.l| 8- 
oxoguanine DNA glycosylase, isoform 2d [Homo 
sapiens] ref|XPJ)3l96l.l| 8-oxoguanine DNA 
giycosyiase, lsoiorm la |riomo sapiens j 
refpCP_052277.1| similar to 8-oxoguanine DNA 
glycosylase (H. sapiens) [Homo sapiens] 


1.2 


2051 


7474551 


gi|7474551|pir||E69792 conserved hypothetical protein 
yeeA - BaciUus subtilis emb|CAB12496.1| (Z99107) 
similar to hypothetical proteins [Bacillus subtilis] 


7 


2060 


3913201 


gi|3913201|sp|Q585 1 1|CCA_METJA TRNA 

ADENYLYLTRANSFERASE) (TRNA CCA- 
PYROPHOSPHORYLASE) (CCA-ADDING 
ENZYME) gb|AAB991 14.1| (U67554) tRNA 
nucleotidyltransferase (cca) [Methanococcus jannaschii] 


5.9 


2072 


13186342 


gi|13186342|gb|AAK15384.1| (AF211134) valyl-tRNA 
synthetase [Carsonella ruddii] 


2.8 



509 



WO 02/14500 



PCT/US01/25840 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2075 




gi|6225820|sp|O04226|P5CS_ORYSA DELTA 1- 
PYRROUNE-5-CARBOXYLATE SYNTHETASE 
(P5CS) [INCLUDES: GLUTAMATE 5-KINASE 
(GAMMA-GLUTAMYL KINASE) (GK); GAMMA- 
GLUTAMYL PHOSPHATE REDUCTASE (GPR) 
(GLUTAMATE-5 -SEMIALDEHYDE 
DfcHYDRUijENASE) (OLUTAMY LajAMMA- 
SEMIALDEHYDE DEHYDROGENASE)] pir||T03695 
delta 1 pyrroline-5-carboxylate synthetase - rice 
dbj(BAA19916.1| (D49714) deItal-pyrroline-5- 

Col UUXyiaLC ayilLQCUuC \\JlyZJa. bcUIVdJ 


o & 


2077 


4028153 


gi|4028153|gb|AAC96117.1| (AF083221) putative 
neurotransmitter receptor jTakifugu rubripes] 


2 


2080 


4902680 


gi|4902680|emb|CAB43550.1| (AL031673) dJ694B14.3 
(novel haloacid debalogenase-like hydrolase family 
protein similar to (archaea) bacterial proteins) (Homo 
sapiens] 


2.9 


j 2084 


6322760 


gi|6322760|ref|NP_012833.1| Ykl090wp 
[Saccharomyces cerevisiae] sp|P36O75|YKJ0_YEAST 
HYPOTHETICAL 50.9 KD PROTEIN IN BUD2- 
MIF2 INTERGENIC REGION pir||S37915 
hypothetical protein YKL090w - yeast (Saccharomyces 
cerevisiae) emb|CAA81928.1| (Z28090) ORF 
YKL090w [Saccharomyces cerevisiae] 


2.8 


2085 




gi|6635084|emb|CAB64573.1| (AL135930) hypothetical 
proieui j>f / Jo.uz [i^isniTiania majorj 




2086 


7487726 


gi|7487726|pir||T058l4 hypothetical protein T5K18.90 - 
Arabidopsis thaliana emb|CAAl86l8.l| (AL022580) 
hypothetical protein [Arabidopsis thaliana] 
emoj L//VD / 07JJ. i j lqijdkj) nypoineucaj protein 
[Arabidopsis thaliana] 


5.9 


2089 


13385468 


gi|13385468|refINPJ80247.1| RJXEN cDNA 
2900001 A12 ffene rMn* mu^culusl dhilBAB28377 11 
(AK012645) putative [Mus musculus] dbj|BAB28865.1| 
(AK013457) putative [Mus musculus] 


4E-11 


2090 


14742770 


gi|14742770|rerjXPJ)39393.1| KIAA1550 protein 
[Homo sapiens] 


3.2 


2092 


2982251 


gi(298225 l|gblAAC32 113.1) (AF05 1208) putative RNA- 
binding protein [Picea mariana] 


7.6 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEO ID 
jj^y ***** 

NO 


ACCESS 

• N 


DESCRIPTION 


P VALUE 


2095 


197184.78 

X£* 1 lot / O 


gi|12718478|emb|CAC28807.1|(AL513466) 
nypoiucucai protein [i^eurospoia. crassaj 




2096 


5532964 


gi|5532964|gblAAD44957.1| (AF156655) MHC class I 
heavy chain [Ambystoma mexicanum] 


9.3 


2097 


1711658 


gl|171 lD58|sp|Fj4797|TlU_MOUbE oERf rHR-RlCH 
PROTEIN T10 IN DGCR REGION pir||S37488 gene 
1 iv protein - mouse cjjiu\\^j\/\dz,oiz.i\ [/l/hjkh-j i iu 
[Mus musculus] 


4.3 


2098 


14193393 


gi|14193393|gb|AAK55953.1|AF268062_2(AF268062) 
RNA polymerase beta-prime subunit [Candidatus 
Carsonella ruddii] 


2.1 


2099 


7243081 


gi|7243081|dbjIBAA92588.1| (AB037771) KIAA1350 
protein [Homo sapiens] 


7E-97 


2100 


1 13^71 SI 
1 1 J J / lol 


gi|11357181 |pir||T49996 A1AGP4 - Arabidopsis 
1haUanagb|AAC77826.l| (AF082301) arabinogalactan- 
protein [Arabidopsis thaliana] 
gb|AAD38870.1|AF060874_l (AF060874) AtAGP4 
[Arabidopsis thaliana] emb|CAB89400.1| (AL353995) 
AtAGP4 [Arabidopsis thaliana] 
gb|AAK49601.1|AF372885_l (AF372885) 

A nrC**.1 f\A 1 A/PI ^"D 1 H lOA r\ «*U^/v«n;„ +Un1^««l 

AT5g 1 043 0/F 12B 1 7 220 [Arabidopsis tnahanaj 
gb|AAK68734.1| (AY042794) AtAGP4 [Arabidopsis 

4~W"\ nil aha! 

man ana] 


l.Z 


2103 


7zlG73£0 


gi|7497369|pir||T32512 hypothetical protein C44B12.4 - 
Caenoifaabditis elegans gb|AAB88327.1| (AF036692) 
Hypothetical protein C44B12.4 [Caenorhabditis 
eiegansj 


£ 7 
O. / 


2109 


14485227 


gi|14485227|gb|AAK62977. 1|AF384372_3 (AF384372) 
surface antigen [Hepatitis B virus] 


5.7 


2111 


Q71 1 CAT 


gi|9711862|dbj|BAB07956.1| (AP002524) putative 
extensin-like protein [Oryza sativa] dbj|BAB33013.1| 
(AP0031 18) putative extensin-like protein [Oryza 
sativa] 


in 


2114 


9759203 


gi|9759203|dbj|BAB09740.1| (AB015476) heat shock 
transcription factor HSF30-like protein [Arabidopsis 
thaliana] 


8.4 


2115 


204070 


gi|204070|gb|AAA41130.1| (M22030) electron transfer 
flavoprotein alpha-subunit [Rattus norvegicus] 


0.75 


2117 


3638957 


gi|3638957|gb|AAC36301.1| (AC004877) sco-spondin- 
mucin-like; similar to P98167 (PID:gl7 11548); details 
of intron/exon structure uncertain [Homo sapiens] 


8.1 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VAT TTF 


2121 


14250436 


gi|14250436|gb|AAH08653.1|AAH08653 (BC008653) 
Similar to LRP16 protein [Mus musculus] 


9.3 


2126 


14760522 


gi|14760522|ref|XP 038798.1| 7371 [Homo sapiens] 




2134 


3024944 


gi|3024944|sp|Q58366|Y956_METJA 
HYFOTHbllCAL PROTEIN MJ0956 pir||D644I9 
hypothetical protein MJ0956 - Methanococcus 
jannaschii gb|AAB98969.1| (U67539) M jannaschii 
predicted coding region MJ0956 [Methanococcus 
jannaschii] 


8.4 


1 2135 


6606266 


gi|6606266|gb|AAF19148.1|AF158634J(AF158634) 
Vrgal [Aegilops ventricosa] 


7.1 


2137 


1729878 


gi|1729878|sp|P54410|TCPH_l b"l"lH T-COMPLEX 
PROTEIN 1, ETA SUBUNIT (TCP-1-ETA) (CCT- 
ETA) pir||S71338 t-complex protein 1 theta chain - 
Tetrahymena thermophila (fragment) gb|AAC47007. 1| 
(U46028) CCTeta [Tetrahymena thermophila] 
prf|)2209286B chaperonin CCT-eta [Tetrahymena 
thermophila] 


4.4 


2141 


3688193 


gipoooiy^jemojuAAuoy^.ii {j\j\Ji\j\jz?x) iviArjiv 
alpha 1 protein kinase [Brassica napus] 


6.9 


2142 


7491910 


gi|7491910|pir||T41367 hypothetical protein 
SPCC4G3.09c - fission yeast (Schizosaccharomyces 
pombe) emb|CAB09776.1| (Z97052) hypothetical 
protein [Schizosaccharomyces pombe] 


3.3 


2144 


6513832 


gi|6513832|gb|AAF14807.1|AF197815_l(AF197815) 
maturase [Alisma plantago-aquatica] 


1.5 


2148 


6323084 


gi|6323084|ref|NP_0 13 156. 1| transcription factor, 
probable member of histone acetyltransferase SAGA 
complex; Spt8p [Saccharomyces cerevisiae] 
sp|rioyi3|brl5_YbAbl IRAN SCRIP I ION 
FACTOR SPT8 pir||S47898 transcription factor SPT8 - 
yeast (Saccharomyces cerevisiae) gb|AAA53585.1| 
(M94955) transcription factor [Saccharomyces 
cerevisiae] emb|CAA64302.1| (X94607) transcription 
factor [Saccharomyces cerevisiae] emb|CAA97585.1| 
(Z73227) ORF YLR055c [Saccharomyces cerevisiae] 


5.8 
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Table 3B Nearest Nei^bor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2151 


1074219 


trill 0749 T QlrtirllQAQOQO Yvcmrv+lta+isvril nmtoin 0 

gi[iu/H^i7(pir||oH'yzoy nypoinencai protein z 
(capsulation locus) - Haemophilus influenzae (strain 
RM107) 


4 


2153 


10946710 


gi|10946710|ref|NP_067350.1| Rhesus blood group- 
associated B glycoprotein; Rh type B glycoprotein [Mus 
musculus] gb|AAF1937Ll| (AF193808) Rh type B 

glj \AJy 1 <J IC 111 l_JLVJ.Ua IIlUal/LUUbJ 


i ^ 

j.j 


2159 


9625644 


gi|9625644|ref|NP 039895.1| BDLF2 late reading frame 
[Human herpesvirus 4] sp|P03225|BDL2_EBV 
PROTEIN BDLF2 pir||QQBE44 BDLF2 protein - 
human herpesvirus 4 (strain B95-8) emb|CAA24836.1| 
(V01555) BDLF2 late reading frame [Human 
herpesvirus 4] 


3.7 


2160 


220578 


gijzzuj / o|uDj|X5/v/\uu*f*f / . 1 1 ^juuuo open reading 
frame (25 1 AA) [Mus musculus] i 


4.7 


2165 


9633076 


gi|9633076|ref|NP J)50182. 1| B4 [Human herpesvirus I 
6B] pir||T44148 hypothetical protein B4 [imported] - 
human herpesvirus 6 (strain Z29) 

ofilA AFklQ£?n 11 A 17 1^77ftfi 7 ( AF1<J77A^ T1A rWiimon 

gDjr\AJL/*fyozu. 1. |/ir i j / /uo / \j\r id f f\JO) tm- [riuman 
herpesvirus 6B] 


0.057 


2168 


UJOjO 


gi|135838|sp|P01267|THYG_BOVIN 
THYROGLOBULIN PRECURSOR pir||UTOO 
tnyrogiODuiin precursor - oovine emo|L/AAZojo4. l| 5 
(X02815) thyroglobulin precursor [Bos taurus] 

rvrflll 1flQ9AfiA flivmfrlriKiilin PRnc tonnicl 

prx||x luyzHUA uiyrogiODUiin [jdos xaurusj 


z 


2173 




gi|l 1360.154|pir||T46337 hypothetical protein 
DKFZp43402413.1 - human (fragment) 
emb|CAB70664.1| (AL137265) hypothetical protein 

rHr\mr\ canipncl 

[nuiiiu bdpicnbj 


^ 7 


2177 


181400 


gi|181400|gb|AAA35748.1| 0VI34225) cytokeratin 8 
[Homo sapiens] 


7E-53 


2181 


11347010 


gi|l 1 3470 1 0|pir||B 81303 probable membrane protein 
Cj 1013c [imported] - Campylobacter jejuni (strain 
NCTC 11168) emb|CAB73269.1| (AL139077) putative 
membrane protein [Campylobacter jejuni] 


0.1 


2182 


8745261 


gi|8745261|gb|AAF78857.1|AF134516J(AF134516) 
VP4 [Banna virus] 


6 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2183 




gi|285275|pir||A43963 envelope glycoprotein G(envelope 
glycoprotein Gl, envelope glycoprotein G2) - 
Hantavirus sp.=Puumala virus gb|AAB22506.1| 
envelope glycoprotein G(envelope glycoprotein Gl, 
envelope glycoprotein G2) [Hantavirus sp =Puumala 

innic WjjIItiqq crtrsiin PmyHHa 1 1 Aft »ol 
VII Ua, JLlaA Li 1 <Xo ollaUlj rcpuuc, 4. A*tO cuxj 


v. VJ 


2186 


7506378 


gi|750o37o|pir||I23yoy hypothetical protem KU7A4.J - 
Caenorhabditis elegans emb|CAA9 1763.1] (Z67756) 
cDNA EST yk63el0.5 comes from this gene~cDNA 
EST yk63el0.3 comes from this gene [Caenorhabditis 
elegans] 


8.9 


2187 


4511976 


gi|4511976|gb|AAD21536.1| (AF088896) unknown 
[Zymomonas mobilis] 


0.65 1 


2188 


1476 15147 


gi|14761847|refpOP_017198.2| hypothetical protein 

FT rTTntnn canipncl 
rxjj iZt\joj yrvjiiuj octpiciioj 


3E-13 


2192 


5835478 


gjpo3M/o|rer|JNr_ Uuo4U4.1|CY 1d_134/!) cytochrome 
b [Balanoglossus carnosus] pir||T11138 ubiquinol- 
cytochrome-c reductase (EC 1.10.2.2) cytochrome b - 
acorn worm mitochondrion gb| AAD 1 1 95 1 . 1 1 
(AF051097) cytochrome b [Balanoglossus carnosus] 


0.95 


2195 


14906463 


factor Rel 1 [Crassostrea gigas] 


9.3 


2196 


6680964 


gi|6680964|ref|NP_03 1758. 1| procollagen, type XVH, 
alpha 1 [Mus musculusj pir||A4oUj3 bullous 
pemphigoid antigen, BPAG2, type XVII collagen alpha 
l-cnam mouse go[/\/vrvj /*t*o.i| jiajohu / ^ couagen 
type XVII [Mus musculus] 


6.8 


2197 


/ZUOO j 1 


gi|7206631|gb|AAF39790.1| (AC006631) Hypothetical 
proLcin rz/Djx ^^icuuruauuiiib eiegdubj 




2201 


2564679 


gi|25646791gblAAB81836.1| (AF023484) putative KP78 
protein kinase [Drosophila melanogaster] 


0.83 


2204 


9558143 


eil9558143lemblCAC00269 11 (AL160371) oossible 
fl6d3.1 protein [Leishmania major] 


5.3 


2205 


13813146 


gi|13813146|gb|AAK40384.1| (AE006643) ATP- 
dependent helicase [Sulfolobus solfataricus] 


4.3 


2206 


7662168 


gi|7662168|ref|NP_055497.1| KIAA0535 gene product 
[Homo sapiens] dbj|BAA25461.1| (AB01 1 107) 
KIAA0535 protein [Homo sapiens] 


0.0003 ; 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2214 


9229890 


[Ciona intestinalis] 


4.4 


2217 


3435174 


gi|3435174|gblAAC32342.1| (AF061251) O antigen 
flippase Wzx [Escherichia coli] 
gb|AAG57097.1|AE005429_8 (AE005429) O antigen 
flippase Wzx [Escherichia coli 0157.H7 EDL933] 


2.5 


2225 


5725923 


gi|5725923|gb|AAD48242. 1|AF089987_1 (AF089987) 
four-loop conotoxin ABVIF [Conns abbreviates] 
gb|AAD48243.1|AF089988_l (AF089988) four-loop 
conotoxin ABVIF [Conus abbreviatus] 
gb|AAD48244.1|AF089989_l (AF089989) four-loop 
conotoxin ABVIF [Conus abbreviatus] 
gb|AAD48245.1|AF089990_l (AF089990) four-loop 
conotoxin ABVIF [Conus abbreviatus] 


3.8 


2228 


1705523 


gi|17O5523|splP52650|C24A_PIG CYTOCHROME B- 
245 LIGHT CHAIN (P22 PHAGOCYTE B- 
CYTOCHROME) (NEUTROPHIL CYTOCHROME 
B, 22 KD POLYPEPTIDE) (P22-PHOX) 
(CYTOCHROME B(558) ALPHA CHAIN) 
(SUPEROXIDE-GENERATING NADPH OXIDASE 

T jrtTJTV PlIATM CTTPTTMTTk A A X&A&l'i 1 1 flTfttAYn 
JLlVJTlI CtlAUN OUtJUlNll,) gD|AAA040Jj.l| 1) 

NADPH oxidase light chain subunit [Sus scrofa] 


0.48 


2240 


730885 


gi|730885|sp|P07989|TlM_SALPO TYPE I 
RESTRICTION ENZYME STYSPI M PROTEIN 
(M.STYSPI) gb|AAA27143.1| (L02507) restriction- 
modification enzyme type I M subunit [Salmonella 
enterica] 


4.9 


2241 


6753572 


gi|6753572|reflNP_034126.1| cytochrome P450, 24 
[Mus musculus] sp|Q64441|CP24_MOUSE 
CYTOCHROME P450-CC24, MITOCHONDRIAL 
PRECURSOR (P450-CC24) (VITAMIN D(3) 24- 
HYDROXYLASE) ( 1, 25 -DIftYDKU AY VITAMIN 
D(3) 24-HYDROXYLASE) (24-OHASE) pirj|S60033 
25-hydroxyvitamin D3 24-hydroxylase precursor - 
mouse dbj|BAA08416.1| (D49438) 25-hydroxyvitamin 
D3 24-hydroxylase precursor [Mus musculus] 
dbj|BAA21843.1| (D89669) vitamin D-24-hydroxylase 
[Mus musculus] 


9.7 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DFSrRTPTimsl 

JL/ JJf L? WXVLT X A WIN 


P VAT TIP 


2243 




gi|14578299|gb|AAF99465.1|(AY003872) 

PV1T-T140Q5 P rPlacmnrliiiTn int^ovl 

1 v ini*tuyj_jr [a 1 dMiiOQiuni vivaxj 


J. 1 \ 


2245 


1916617 


gi|1916617|gb|AAB51194.1| (U66003) ADAM 13 
[Xenopus laevis] 


0.45 


2249 




gi|5739073|gblAAD50327.1| (AF063693) type XDD 

V/Ul log vil JJ.Yi.Uo IllUoCUiUoJ 


Z.J 


2254 




gi|313561 l|gb|AAC29067.1| (AF062485) cellulose 




2256 




gi|281689|pir||S27657 hypothetical protein 1 - 
KiUZODlUlTl melHOU gD|AAAzo/j3. 1| (My40o5) not 
homologous to known sequences as of 2/92; ORF1; 

pULdUVC |_OJXlUIJJi^UUlLUIl IIlCillULlJ 


O 


2257 




gi|10434352|dbj|BAB14232.1| (AK022759) unnamed 

piULClil piUUUCl LXJLUIUL/ bdpiCIldJ 




2258 




gi|1504022|dbj|BAA13210.1| (D86974) KIAA0220 




2266 


1871176 


gj|1871 176|gb|AAB63536. 1| (U90439) unknown protein 
[Arabidopsis thaliana] 


7.5 


2270 


12846015 


gi|12846015|dbj|BAB26996.1| (AK010513) putative 
[Mus musculus] 


8 


2273 


12860337 


gi|12860337|dbj|BAB3 1923.1| (AK019929) putative 
[Mus musculus] 


5 


2276 




gi|994736|gb|AAA75561.1| (M18327) LacOPZ-alpha 
peptide from pUC9; putative [unidentified cloning 
vector] gblAAA75563.1| (M18328) LacOPZ-alpha 
peptide from pUC9; putative [Cloning vector pBGS9+] 
gb|AAA75565.1| (M18329) LacOPZ-alpha peptide from 
puv^y, puimivc [v^ioning vector pukjoy-j 


u.uuuuz 


2280 


11352313 


gi|l 1 3523 1 3|pir|[G83 376 probable trehalose synthase 
PA2152 [imported] - Pseudomonas aeruginosa (strain 
PAOl) gb|AAG05540.1|AE004642_7 (AE004642) 
probable trehalose synthase [Pseudomonas aeruginosa] 


2 


2285 


7486992 


gi|7486992|pir||T00831 hypothetical protein T13L16.5 - 
Arabidopsis thaliana gb|AAD20114.2| (AC006201) 
hypothetical protein [Arabidopsis thaliana] 


1.4 


2286 


10173203 


gi|10173203|dbj|BAB04308.1|(AP001509) 
BH0589~uiiknown conserved protein in others [Bacillus 
halodurans] 


7.3 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2289 


7497R57 


gi|7497857|pir||T20 1 80 hypothetical protem C53B4.4a - 
Caenorhabditis elegans emb|CAA92457.1| (Z68215) 
contains similarity to Fiam domain: rr 00 130 (rnorbol 
esters/diacylglycerol binding domain (CI domain)), 
Score=12.8, E-value=0.0015, N=l; PF00595 (PDZ 
domain (Also known as DHRor GLGF).), Score=34.8, 




2291 




gi|6424831|gb|AAF08166.1| (AF130210) NADH 

ucuyuiugciiaac buuunit r [iiupauens uiiioraj 


O.l 


2292 


7489002 


gi|7489002|pir||T07021 extensin-like protein DiflO 
precursor - tomato (tragrnentj emDjUAAo / o i ^ . 1 1 
(X99451) extensin-like protein DiflO [Lycopersicon 
esculentum] 


5.6 


2294 


1684828 


gi|1684828|gb|AAB36537.1| (U77681) tyrosine kinase 
receptor [Xenopus laevis] ! 


2 


2297 


12859724 


gi|12859724|dbj|BAB31753.1| (AK019486) putative 
[Mus musculus] 


0.0003 


2301 


11498284 


gi)l 1498284|ref[NP_0695 10. 1| adenylate kinase (adk) 
[Archaeoglobus fiilgidus] sp|029581|KAD_ARCFU 
ADENYLATE KINASE (ATP-AMP 
iK/yNoFllUorilUKiL*A!Sii) pir||L>oy,5J4 adenylate 
kinase (EC 2.7.4.3) - Archaeoglobus fiilgidus 
go|/vAi3yujoj.H ^/vduuiujoj adenylate Kinase \cLuK) 
[Archaeoglobus fiilgidus] 


3E-13 


2309 




gi|14725330|ref|XPJ)02254.2| mitochondrial 
translational initiation factor 2 precursor [Homo 
Sapiens j 




2313 


79651 


gi|7965 l|pir||A30189 iron stress-induced hypothetical 
orolein nrecursor - Svnechococcii^ <5n 


2.8 


2314 


7500007 


gi[75 00007[pir||T 16186 hypothetical protein F27D9.4 - 
Caenorhabditis elegans gb|AAA93383.1j (U49829) 
Hypothetical protein F27D9.4 [Caenorhabditis elegans] 


7.1 


2317 


13517833 


gi|13517833|gbjAAK29011.1| (AF344620) long- \ 
wavelength rhodopsin [Ceratma calcarata] 


3.4 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VAT TTF 


2318 


7478661 


gi|747866 1 |pirj|F70662 probable plcC protein - 
Mycobacterium tuberculosis (strain ii37RV) 
emb|CAB06146.1| (Z83860) plcC [Mycobacterium 
tuberculosis] gb|AAK46707.1| (AE007081) 
phospholipase C [Mycobacterium tuberculosis 
ptSpi^sii 


A A 
4.4 


2323 


14768227 


gi|14768227|ref|XP_012121.3| purinergic receptor P2X, 

UgauU^alCQ lUu CUaUUei, / [xTOIUO Sapiens J 


A 1 
4.j 


2328 


283032 


gi|/o JuJZ|pir||oz/4Do nyaroxyproline-ncn glycoprotein - 
perennial teosinte emb|CAA45514.1| (X64173) 
nyaroxyproune-ncn glycoprotein [z^ea uipioperennisj 


< A 


2329 


10241645 


gi|10241645|emb|CAC09484.1| (AL442113) putative 
protein [Oryza sativa] 


9.1 


2330 


14733085 


gi|14733085|ref|XPJ)03575.3| soluble liver antigen/liver 

nanrrpoc enrhnrpti fU^Ym/"* coniAticl 
pdllUICab auUgCll j^nUiUU SapiCUSJ 


IP 17 


2335 


12188796 


gi|12188796|emb|CAC21494.1| (AJ278866) MchF 
protein [Escherichia coli] 


4.7 


2340 


2492604 


gi|2492604|sp|P78595|CDR2_CANAL MULTIDRUG 
(U638 12) drug resistance protein 2 [Candida albicans] 


6.4 


2345 


13365569 


g3|ijoojDoy|QDj|i>AJt>jyii4.i| (ArUUzsy // Hypothetical 
protein-similar to Oryza sativa chromosome 1, 

JrUOOJJL'lU.lO 


1 R 

l.O 


2346 i 


1334612 


gj|1334612|emb|CAA41034.1| (X57968)nadl [Triticum 
aesuvumj 


A 9. 
4.0 


2351 


1334612 


gi|1334612|emb|CAA41034.1| (X57968)nadl [Triticum 
aesuvumj 


A ft 
4.0 


2352 


1334612 


gi|1334612|emb|CAA41034.1| (X57968)nadl [Triticum 
aestivum] 


4.6 


2353 


1334612 


gi|lji4olz|emb|CAA4lUj4.1| (X5/yo5)naal [Inticum 
aestivum] 


4.8 


2356 


1334612 


gi|i334oiz|emD|UAA4iuJ4.i| (A-> lyvo) nam Linucum 
aestivum] 


4.4 


2357 


14250644 


fHI14?S0fi44bhlAAH0X78fi 1 IA A1-T087R6 fRronR7RM 
^ij jl*t^j vu*T^j^u[rvriJni\/o / ou. i /vrtxiwo i ou ^dv/vuo / ou^ 

integrin, alpha 5 (fibronectin receptor, alpha 
polypeptide) [Homo sapiens] 


2 


2367 


7293054 


gi|7293054|gb|AAF48440.1| (AE003498) Topi gene 
product [Drosophila melanogaster] 


1.2 


2369 


13959344 


gi|13959344|sp|P82957|DM43 JDIDMA VENOM 
METALLOPROTEINASE INHIBITOR DM43 


8.2 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQDD 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2371 


9082017 


gi|9082017|gb[AAF82689.1|AF227196J (AF227196) 
ORFla polyprotein [gill-associated virus] 


7.8 


2374 


7498863 


gi|7498863|pir1|T20730 hypothetical protein F10G8.8 - 
Caenorhabditis elegans emb|CAB02286.2| (Z80216) 
Weak similarity with intermediate filament protein 
(TREMBL id G633240), contains similarity to Pfam 
domain: PF00169 (PH domain), Score=79.3, E- 
value=2.7e-21, N=2~cDNA EST EMBL:T01262 comes 
from this gene-cDNA EST yk23d5.3 comes from this 
gene~> emb|CAA19441.2| (AL023823) Weak similarity 
with intermediate filament protein (TREMBL id 
G633240), contains similarity to Pfam domain: 
rrUUloy (rrldomam), score— /y.i, ii-value— z./e-zl, 
N=2~cDNA EST EMBL:T01262 comes from this 
gene-cDNA EST yk23d5.3 comes from this gen> 


2.5 


2375 


321514 


gi|321514|pir(|S27931 Env/v-mpl fusion protein - 
myeloproliferative leukemia virus gb|AAA77654.1| 
^mouojuj env.v-mpi iusion protein [iviyeioprouierauve 
leukemia virus] 


2.8 


2376 


11348760 


gi| 1 1348760|pir||C83635 hypothetical protein PA0086 ! 
[imported] - Pseudomonas aeruginosa (strain PAOl) j 

«Ul A A Cir\1Al£ 11 ACA/VM/IT O f KT*(\(\AAA'1\ V»irr%^+U Q +;««1 

gD|AAUUi4 / 0. 1 (Arl/UU444 /_y (AEAJU444 / J Hypothetical 

protein [Pseudomonas aeruginosa] 


4.6 


2377 


742234 


gij /4zz J4|prt||zuuy J i /a aanA upstream UKr 
[Acetobacter (subgen. Acetobacter) aceti] 


8.2 


2379 


i 14001 sy 


gi|11466189|ref]NP_066512.1| apocytochrome b 
[Naegleria gruberi] gb|AAG17790.1|AF288092_15 
^Arzoouyzj apocyiocnrome d [iNaegiena gruoerij 




2380 


8250181 


gi|8250181|emb|CAB93524.1| (AJ271740) D-Thin 
[Drosopbila melanogaster] 


4.2 


2383 


5870848 


gi|5870848|gb|AAB03857.2| (U31864) stearyl-CoA 

devrturasc rC^vnrimiQ carninl 


7.7 


2387 


4063751 


gi!406375 l|gb|AAC98459. 1| (AC00585 1) putative ABC 
transporter [Arabidopsis thaliana] 


7.6 


2389 


7504822 


gi|7504822|pir||T33371 hypothetical protein H02F09.1 - 
Caenorhabditis elegans gb|AAC64621.1| (AF077538) 
unknown [Caenorhabditis elegans] 


3.6 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2390 


15011889 


2ill5011889lreflNP 077251 11 oxwterol bindine nrotein 
2 [Mus musculus] emb|CAC16404.2| (AJ278263) 
oxystyrol-binding protein homologue 1 [Mus musculus 
domesticus] 


1.9 


2393 


450730 


gi|450730|emb|CAA50838.1| (X71982) ORF jl8L; 
potential membrane spanning region; potential 
glcosylation site [African swine fever virus] 


2.5 


2398 


7445990 


gi|7445990|pir||G72290 branched chain amino acid ABC 
transporter, ATP-binding protein - Thermotoga 

(AE001771) branched chain amino acid ABC 
tran^norter ATP-bindine nrotein IThermotosa 
maritima] 


7.4 


2401 


11990448 


gi|11990448|dbj|BAB19782.1| (AB052747) vascular 
cell adhesion molecule- 1 6D variant lackins D7 ITBos 
taurus] 


4.6 


2402 


12841678 


gi|12841678|dbj|BAB25308.1| (AK007856) putative 
[Mus musculus] 


1E-39 


2403 


5052967 


gi|5052967|gb|AAD38786.1[AF151533J(AF151533) 
polyketide synthase [Nodulisporium sp. ATCC74245] 


6.3 


2407 


8099350 


gi|8099350|gb|AAF72105. 1|AF154847_1 (AF154847) 
33 kDa Vamp-associated protein [Homo sapiens] 


5.2 


2410 


267344 


glf/O / 344|Sp|rZy fy 1 1 VVJJLr_JDKjb V A r U olUIN 

GLYCOPROTEIN PRECURSOR [CONTAINS: 

TTTTQTO'W HT VPOPPOTIhTM 179- PTTQTOM 
r UolWlN KJLi I V^\JJrlv\J 1 IjIIN rZ, r UolWIN 

GLYCOPROTEIN Fl] pir||VGNZBA cell fusion 
glycoprotein precursor - bovine respiratory syncytial 
virus (strain A5 1908) gb|AAA42804.1| (M82816) 
fusion protein F [Bovine respiratory syncytial virus] 


1.4 


2417 


12856615 


gi| 1285661 5|dbj|BAB30727. 1 1 (AK017396) putative 
[Mus musculus] 


8E-49 


2425 


11347010 


gi|l 1347010|pir||B81303 probable membrane protein 
Cj 1013c [imported] - Campylobacter jejuni (strain 
NCTC 11168) emb|CAB73269.1| (AL139077) putative 
membrane protein [Campylobacter jejuni] 


0.89 


2426 


7499991 


gi|7499991|pir||T29526 hypothetical protein F27C1.7 - 
Caenorhabditis elegans gb|AAB37654.1| (U80441) 
Hypothetical protein F27C1.7 [Caenorhabditis elegans] 


3.1 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQDD 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


9497 


2498043 


gi|2498043|sp|Q57568|Y104_METJA 
HYPOTHETICAL ATP-BINDING PROTEIN MJ0104 
pir||H64312 probable DNA helicase MJ0104 - 
Methanococcus jannascbii gb|AAB98084. 1| (U67467) 
DNA-binding protein, probably DNA helicase 
[Methanococcus jannaschii] 


1.5 


2430 


7494263 


gi|7494263|pirl|T18488 hypothetical protein C0825c - 
malaria parasite (Plasmodium falciparum) 
emb|CABl 1 127. 1 1 (Z9855 1) putative cleavage and 
polyadenylation specificity fector protein [Plasmodium 
falciparum] 


2.3 




493224 


gi|493224|dbj|BAA03434.1| (D14581) fatty-acid 
desaturase [Anabaena variabilis] 


9.1 


2438 


6755468 


gi|6755468|reflNP_036019.1| septin 3 [Mus musculus] 
sp|Q9ZlS5|SEP3_MOUSE NEURONAL-SPECIFIC 
SEPTIN 3 gb|AAD02884.1| (AF104411) neuronal- 
specific septin 3 [Mus musculus] 


0.59 


2440 


9967295 


gi|9967295|dbj|BAB 12347.1| (AB047936) hypothetical 
protein [Macaca fascicularis] 


0.063 


2447 


12847975 


gi|12847975|dbj|BAB27780.1| (AK011690) putative 
[Mus musculus] 


7E-65 


2451 


1730946 


gi| 1730946|sp|P50833|YPPE_BACSU 
HYPOTHETICAL 14.5 KDA PROTEIN IN PONA- 
COTD INIERGENIC REGION pirl|B69940 
hypothetical protein yppE - Bacillus subtilis 
gb|AAB38463.1| (L4783 8) putative [Bacillus subtilis] 
emb|CAB14144. 1| (Z991 15) yppE [Bacillus subtilis] 


9.3 


2452 


401192 


gi|401 192|sp|P30975|TLR2_DROME TACHYKININ- 
LIKE PEPTIDES RECEPTOR 99D (DTKR) 
pir||S 17783 tachykinin receptor homolog DTKR - fruit 
fly (Drosophila melanogaster) emb|CAA44595.1| 
(X6271 1) receptor for tac%kinin-like peptides 
[Drosophila melanogaster] 


4.8 


2453 


14768202 


gi|14768202|reffXP_018137.2| LI cell adhesion 
molecule precursor [Homo sapiens] 


0.11 
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! Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQBD 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2457 


141028 


gi|141028|sp|P04540|NU5M_TRYBB NADH- 
UBIQUINONE OX1DUREDUCTASE CHAIN 5 
pir||QQUTC5 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 5 - Trypanosoma brucei mitochondrion 
gb|AAB59225.1| (M14820) NADH dehydrogenase 
subunit 5 [Trypanosoma brucei] emb|CAB57807.1| 
(X01094) unidentified reading frame 10 [Trypanosoma 
brucei] 


3.6 


2461 


7499039 


gi|74990391pir||T20867 hypothetical protein F13H10.5 - 
Caenorhabditis elegans emb|CAA92956.1| (Z68748) 
contains similarity to Pfom domain: PF01663 (Type I 

* 11'. 1 1 ,* 1 t • . X 

phosphodiesterase / nucleotide pyrophosphatase), 
Score=512.3, E-value=l.le-150, N=l [Caenorhabditis 
elegans] emb|CAA15977.1| (AL021176) contains 
similarity to Pfam domain: PF01663 (Type I 
phosphodiesterase / nucleotide pyrophosphatase), 
Score=512.3, E-value=Lle-150, N=l [Caenorhabditis 


Q 7 


2462 


3023956 


gi|3023956|sp|Q00808|HETl_PODAN 

a ttdt c "nvTr'mv/rD a ttdtt ttv t>t> i^ttttxt 
VJtSuil 1 A 1 IttLc UN lUMr A 1 JUoiLlix JrKUliilJN 

HET-E-1 pir||T18521 beta transducin-like protein - 

Podospora anserina gb|AAA85775. 1| (L28125) beta 

transducin-like protein [Podospora anserina] 


8.7 


2463 


my //,do £ * 


gi|14972564|gb|AAK7520U| (AE007410) glutamine 
amiaouansierase, ciass x [oirepiococcus pneumoniaej 


n a 


2470 


13928966 


gi|13928966|ref|NP_113882.1| heat shock factor 2 
[Rattus norvegicus] gb|AAD51329.1|AF172640_l 
(AF 172640) heat shock factor 2 [Rattus norvegicus] 


6E-14 


2473 


4521320 


gi|4521320|dbj|BAAH580.1|(D82816) product is 
unknown [Gallus gallus] 


0.29 


2475 


7507534 


gi| /DO /j J4|pir|| 1/4738 hypothetical protein T09E1 1 .2 - 
Caenorhabditis elegans emb|CAB03532.1| (Z81147) 
Similarity to zinc finger proteins, contains similarity to 
Pfem domain: PF00104 (Ligand-binding domain of 
nuclear hormone receptor), Score=14.1, E- 
value=0.00047, N=l; PF00105 (Zinc finger, C4 type 
(two domains)), Score=42.6, E-value=5.5e-12, N> 


6.7 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2478 


927030 


gi|927030|gb|AAA73871.1| (L13287) kcrB4 gene 
product [Escherichia coli] 


3.5 


2481 


6724309 


gi|6724309|gb|AAF26929.1| (AF079967) NADH 
dehydrogenase subunit 4 [Phytomonas serpens] 


7.9 


2482 


6319700 


gi|6319700|reijNP_009783.1| Ybr224wp 
[Saccharomyces cerevisiae] sp|P38320[YB74_YEAST 
HYPOTHETICAL 19.3 KDA PROTEIN IN FAT2- 
MCX1 DSfTERGENIC REGION PRECURSOR 
pir||a4olUu probable membrane protein YBR224w - 
yeast (Saccharomyces cerevisiae) emb|CAA85l87.1| 
(Z36092) ORF YBR224w [Saccharomyces cerevisiae] 


2.4 


2496 


7503173 


gi|7503173|pir||T31884 hypothetical protein F41E6.14 - 
Caenorhabditis elegans gb|AAB65962.1| (AF016448) 
weak similarity to several acyltransferases 
[Caenorhabditis elegans] 


9.7 


2498 


11352621 


gi|l 1352621(pir||E83 187 tetrahydrodipicolinate, 
succinylase PA3666 [imported] - Pseudomonas 
aeruginosa (strain PAOl) dbj|BAA7591Ll| 
(AB024601) tetrahydrodipicolinate N- 
succinyletransferase [Pseudomonas aeruginosa] 
gb|AAG07054. 1|AE004786_6 (AE004786) 
re trany aroaip 1 conn a xe succinyiase [rseuaomonas 
aeruginosa] 


3.3 


2500 




gi|7662214|refJNP_055604.1| KIAA0628 gene product 
[Homo sapiens] ref|XP_005044.3| KIAA0628 gene 
product [Homo sapiens] dbj|BAA31603.1| (AB014528) 
iviAivuozo protein [Jtiomo sapiensj 


1 
J 


2506 


7508531 


gi|7508531|pir||T25325 hypothetical protein T26H2.7 - 
Caenorhabditis elegans emb|CAB04848.1| (Z82055) 
contains similarity to Pfam domain; PF01757 (Domain 

<\P linlrnnwn "fiTTif^tinn^ Sfwrp=S4.^ S P-v5»1hp=4 f^p-lfiO 

N=l [Caenorhabditis elegans] 


9.2 


2507 


14730527 


gi|14730527|reflXP_051896.1| phospholipase A2, group 
IVA (cytosolic, calcium-dependent) [Homo sapiens] 
refpO»_05 1897.1| phospholipase A2, group IVA 
(cytosolic, calcium-dependent) [Homo sapiens] 


5E-26 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2510 


138394 


gi|138394|sp|P27330|VHEL LSV PROBABLE 
HELICASE (ORF 2) emb|CAA33398.1| (X15343) 
25kD protein [Lily symptomless virus] 


10 


2519 


13938116 


gi|139381 16|gb|AAH07173.1|AAH07173 (BC007173) 
Unknown (protein for IMAGE:3493127) [Mus 
musculus] 


8E-22 


2520 


7486371 


gi|7486371|pir||T00661 hypothetical protein F3I6.24 - 
Arabidopsisthalianagb|AAC00591.1| (AC002396) 
Unknown protein [Arabidopsis thaliana] 


0.16 


2523 


11358141 


gi|11358141|pir1|T48198 hypothetical protein 
T20L15.40 - Arabidopsis thaliana emb|CAB82747. 1| 
(AL1 62351) putative protein [Arabidopsis thaliana] 


9.1 


2526 


14485227 


gi|14485227|gb|AAK62977.1|AF384372J (AF384372) 
surface antigen [Hepatitis B virus] 


2.6 


2527 


6594617 


gi|6594617|gb|AAF18559.1|U42380J (U42380) 
aminopeptidase [Aplysia califbrnica] 


5.3 


2529 


14193306 


gi| 14193306|gb|AAK55890. 1|AF26721 1_2 (AF26721 1) 
ATP synthase gamma subunit [Candidates Carsonella 
ruddii] 


3.5 


2531 


3319680 


gi|3319680|emb|CAA76809.1| (Y17614) N8 protein 
[Medicago truncatula] 


1.5 


2536 


13811987 


gi|13811987|reflNP_113116.1| DNA repair helicase 
component of transcription factor b [Guillardia theta] 
gb|AAK39689.1|AF083031_46 (AF083031) DNA 
repair helicase component of transcription factor b 
[Guillardia theta] 


4.8 


2537 


3122601 


gi|3122601|sp|P93107|PF20_CHLRE FLAGELLAR 
WD-REPEAT PROTEIN PF20 pir||T08180 PF20 
protein, microtubule-associated - Chlamydomonas 
reinhardtii gb|AAB41727.1| (U78547) PF20 
[Chlamydomonas reinhardtii] 


1.1 


2540 


7460001 


gi|7460001[pir||G71079 hypothetical protein PH0903 - 
Pyrococcus horikoshii dbj|BAA29997.1| (AP000004) 
141aa long hypothetical protein [Pyrococcus horikoshii] 


6.3 


2541 


12330702 


gi|12330702|gblAAG52889.1|AF333769_l(AF333769) 
cell recognition molecule CASPR3 [Homo sapiens] 


2E-28 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 

TVT 
IN 




P VAT TTO 


2547 


6754652 


gi|6754652|ref|NP_034904. 1| methyl-CpG binding 
domain protein 4 [Mus musculus] gb|AAC68878.1| 
(AF072249) methyl-CpG binding protein MBD4 [Mus 
musculus] gb|AAD56595.1|AF120996_l (AF120996) 
methyl-CpG binding protein 4 [Mus musculus 
domesticus] 


7.1 


2548 


12655370 


gi|12o55i70|emD|CAB57344.3| (AJ243708) prickle pk 
isoform [Drosophila melanogaster] 


7.7 




12853631 


gi|12853631|abj[BAB29800.1| (AK015333) putative 
[Mus musculus] 


0.61 


2554 


11466216 


gi|n466216|ref[NP_066539.1| haem lyase [Naeglena 
gruberi] gb|AAG17817.1|AF288092_42 (AF288092) 
haem lyase [Naeglena gruberi] 


1.5 


2557 


7321597 


gi|73215y7|gb|AAAJ2U99.2| (L2 8677) unknown 
[Tetrahymena pyriformis] 


3 


2560 




gi|7304202|gb|AAF59238.1| (AE003840) CG1602gene 
product [Drosophila melanogaster] 


l.o 


2564 


336831 


gi|33o831|gb|AAB0225l.l| (M57910) NADH 
dehydrogenase subunit 2 [Drosophila melanogaster] 


5.5 


2566 




gi|7515231|pir||T13518 hypothetical protein 29 - 
Bacillus phage phi-105 dbj|BAA36635. 1| (AB016282) • 
UKr L y ipactenopnage pin- I U j J 


I.I 


2568 


12847263 


gi|12847263|dbj|BAB27500.1| (AK011258) putative 
[Mus musculus] 


6.6 


2569 


9964395 


gi|9964395|refjNP_064863.1| AMV081 [Amsacta 
moorei entomopoxvirus] gb|AAG02787.1|AF250284_81 
(AF250284) AMV081 [Amsacta moorei 
entomopoxvirus] 


2.4 


2573 


12060849 


gi| 12060849|gblAAG48266. 1|AF308299_1 (AF308299) 
serologically defined breast cancer antigen NY-BR-85 
[Homo sapiens] 


0.0006 


2575 


9633381 


gi|9633381|reflNP_050485.1| D5L protein [variola 
minor virus] pir||H72173 D5L protein - variola minor 
virus (strain Garcia-1966) gblAAA69395.1| (U18339) 
D4L [Variola virus] emb|CAA50966.1| (X72086) 
wivr id Li, dioij in citauon [jj [ vanoia virus j 
emb|CAB54786.1| (Y16780) D5L protein [variola 
minor virus] 


7.5 


2576 


7407131 


gi|7407131|gb|AAF61923.1| (AF228524) SanE 
[Streptomyces ansochromogenes] 


0.53 


2577 


14760789 


gill4760789lrefpff__044332.ll piwi (Drosophila)-like 1 
[Homo sapiens] 


9E-42 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


curl m 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 




2764800 


gi|2764800)emb|CAA54153.1| (X76738) 12s globulin 
[Avena sativa] 


L4 


ZD OJ 


12860337 


gi|12860337|dbj|BAB31923.1| (AK019929) putative 
[Mus musculus] 


5.3 


2586 


/-I r-J S~ o A ft A 

7768484 


m|7768484|emb|CAB90775.1| (AL355632) putative 
mitochondrial carrier protein [Schizosaccharomyces 
pombe] 


2.8 


2587 ! 


12620098 


gi|12620098|gb|AAG60558.1| (AF250768) BioA-like 
protein [uncultured bacterium pCosFSl] 


8.4 


2591 


2281181 


gi|2281181|gb|AAB66275.1| (U58587) maturase 
[Lagoecia cuminoides] 


3.8 


2595 


6573736 


gi|6573736|gb|AAF17656.1|AC009398_5(AC009398) 
F20B24.10 [Arabidopsis thaliana] 


6.7 


2596 


31155 


gi|31155|emb|CAA24999.1| (X00176) preproenkephalin 
part 1 [Homo sapiens] 


9.5 


2600 


11278033 


gi| 1 1278033|pir||C8 1 832 transferrin-binding protein A 
NMA2024 [imported] - Neisseria meningitidis (group A 
strain Z2491) gb|AAC13726. 1| (AF058689) transferrin 
binding protein A precursor [Neisseria meningitidis] 
emb|CAB85243.1| (AL162757) tj^sferrin-binding 
protein A [Neisseria meningitidis Z2491] 


5 


2613 


7493138 


gi|7493138|pir||T37964 probable ubiquitin ligase - 
fission yeast (Scmzosaccharomyces pombe) j 
emb|CAB 16714.1) (Z99531) putative ubiquitin ligase 
[Schizosaccharomyces pombe] ; 


0.21 


zoIj 


14625275 


gi|14625275|gb|AAA80360.2| (U39644) Hypothetical 
protein T10E10.4 [Caenorhabditis elegans] 


5.3 


2617 


7515479 


gi|7515479)pir||S72298 hypothetical protein 91 - 
Plasmodium falciparum plastid emb|CAA64588.1| 
(X95276) ORF91 [Plasmodium falciparum] 


0.66 


2619 


14091855 


gi|14091855|gb|AAK53858.1|AC016781__12 
(AC016781) Hypothetical protein [Oryza sativa] 


0.69 | 


2621 




gi|8393 165|ref|NP_035661.2| transiently-expressed 
axonal glycoprotein [Mus musculus] 


n 1 1 

U.l 1 


2624 


6754242 


gi|6754242|ref|NP_034603.1| histidine rich calcium 
binding protein [Mus musculus] 
gblAAD55250.1|AF158597_l (AF158597) histidine- 
rich Ca2+ binding protein [Mus musculus] 


8.1 


2625 


7959261 


gi|7959261|dbjlBAA96024.1| (AB040933) KIAA1500 
protein [Homo sapiens] 


1E-36 
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oEy JUL/ 

NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2626 


5508828 


gi|5508828|gb|AAD43995.1| (U59485) AttU 
[Agrobacterium tumefaciens] 


0.27 


2627 


3643603 


gi|3643603|gb|AAC42250.1| (AC005395) unknown 
protein [Arabidopsis thaliana] 


4.7 


2630 


5453906 


gi|5453906|refiNP_0063 10. 1| CDP-diacylglycerol- 
inositol 3-phosphatidyltransferase (phosphatidylinositol 
synthase) [Homo sapiens] reflXP_008065.1| CDP- 
diacylglycerol-inoshol 3-phosphatidyltransferase 
(phosphatidylinositol synthase) [Homo sapiens] 
ref|XP_043951.1| CDP-diacylglycerol-inositol 3- 
phosphatidyltransferase (phosphatidylinositol synthase) 
[Homo sapiens] sp|014735|PIS_HUMAN CDP- 
DIACYLGLYCEROL-INOSITOL 3- 
PHOSPHATIDYLTRANSFERASE 
(PHOSPHATIDYLINOSITOL SYNTHASE) (PTDINS 
SYNTHASE) (PI SYNTHASE) gb|AAB94860.1| 
(AF014807) phosphatidylinositol synthase [Homo 
sapiens] gb|AAH0l444.l|AAH0l444 (BC001444) CDP- 
diacylglycerol-inositol 3-phosphatidyltransferase 
(phosphatidylinositol synthase) [Homo sapiens] 


7 


2631 


7515479 


gi|75l5479|pir||S72298 hypothetical protein 91 - 
Plasmodium falciparum plastid emb|CAA64588. 1| 
(X95276) ORF91 [Plasmodium felciparum] 


0.71 


2636 


11467075 


gi|11467075|ref|NP_042551.1| ribosomal protein L5 
[Acanthamoeba castellanii] sp|P46764|RM05_ACACA 
MITOCHONDRIAL 60S RIBOSOMAL PROTEIN L5 
pir||S53852 nbosomal protein L5 - Acanthamoeba 
castellanii mitochondrion gb|AADl 1844. 1| (U12386) 
ribosomal protein L5 [Acanthamoeba castellanii] 


2.3 


2639 


1352549 


gi|1352549|sp|P48906[NU2M - HANWI NADH- 
UBIQUINONE OXIDOREDUCTASE CHAIN 2 


4.1 


Zo4z 


13111580 


gi|13111580|gb|AAK12385.1|AF296091_l (AF296091) 
polyprotein [Porcine teschovirus] 


2.4 


2646 


1314734 


gl|lJ14/i4|gD|AAAyyoU4.1| (Uj4o41J Z/U KUa SUK 

protein [Chironomus thummi] 


1.9 


2651 


7001374 


gi|7001374|gb|AAF34871.1|AFl 12184 J (AF1 12184) 
serine/threonine kinase NKIATRE alpha [Rattus 
norvegicus] 


2.9 


2653 


2687582 


gi|2687582|gb|AAB88853.1| (AF032875) protein kinase 
[Mus musculus] 


7.2 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2654 


10636263 


gi|10636263|emb|CAC10528.1| (AI293919) putative 

mficitnl 1 a. *5»tncnnACTlliQtp itv*pn+nr fr'ooti ot^Hi'fi c 
111UMLU1 1 J Li iapjJLU^piia.LC ICUCpiOi [V^di^IlUrilaUUiLlb 

briggsae] 


5 


2663 


5902891 


gi|5902891|dbj|BAA84474.1| (AB032367) type I 
polyketide synthase AVES 1 [Streptomyces avennitilis] 


0.087 


2664 


4567214 


gi|4567214|gb|AAD23629. 1|AC0071 13_2 (AC0071 13) 
putative villin [Arabidopsis thaliana] 


6.4 


2665 




gi|2326816|emb|CAA99382.1| (Z75081) ORF 

X v/Xvi / jLW [^OaWUiicu uiuy \Xb tJCrCVIolaCJ 


0 4fi 
u.tu 


2667 


14285987 


gi|14285987|sp|083933|Y967_TREPA 
rlY rU 1 lab 1 1CAL FRU 1 BUN 1 rU967 pir|jB7 126U 
hypothetical protein TP0967 - syphilis spirochete 
gb|AAC65925.1| (AE001264) T. pallidum predicted 
coding region TP0967 [Treponema pallidum] 


6.9 


2669 


6678247 


gi|6678247|refJNP_033358. 1| transcription fector 7-like 
3 protein [Mus musculus] 


3.4 


2671 


7491697 


gi|749 1697|pir||T40527 hypothetical protein 
SPBC530. 11c- fission yeast (Schizosaccharomyces 
pombe) emb|CAA19177.1| (AL023634) putative 
transcriptional regulator [Schizosaccharomyces pombe] 


4.9 


2673 


5459308 


gi|5459308|emb|CAB50693.1| (AJ238951) CE9 protein 
[Canis familiaris] 


8.8 


2675 


7959261 


frtl70S09A1 IHKi IRA A 0A09/1 11 f AR040Q3T\ TTTA A 1^00 

protein [Homo sapiens] 


1E-36 


2680 


14520279 


gill4520279lrefjNP_125754.il hypothetical protein 
[Pyrococcus abyssi] pir||B75 192 hypothetical protein 
PAB2304 - Pyrococcus abyssi (strain Orsay) 

[Pyrococcus abyssi] 


6.7 


2681 


12654531 


gi|12654531|gb|AAH01098.1|AAH01098 (BC001098) 
Unknown (protein for EVLAGE:3508043) [Homo 
sapiens] 


2.8 


2682 


12657687 


gi|12657687|gb|AAK01000.1| (AF178873) NADH 
dehydrogenase subunit 1 [Archiearis parthenias] 


0.68 
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SEQBO 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2686 


6319517 


gi|63 195 17|reflNP_009599. 1 1 Ybr043cp 
[Saccharomyces cerevisiae] sp|P38227(YBP3_YEAST 
HYPOTHETICAL 77.3 KDA PROTEIN IN FAT1- 
TCM62 INTERGENIC REGION pirl|S45901 probable 
membrane protein YBR043c - yeast (Saccharomyces 
cerevisiae) emb|CAA84985.1| (Z35912) ORF YBR043c 

rSanrhflmTnvrpQ rpreviQiapl 


7 2 


2691 




gi|701?565|ref|NP_037528.1| ubiquitin specific protease 
25; ubiquitin specific protease USP25 [Homo sapiens] 
relpCP_047738.ll ubiquitin specific protease 25 (Homo 
sapiens] gb|AAF24998.1|AF134213_l (AF134213) 

nV^iimi'HTi-.ci*iAOi'hr % nrnfpucp rT-Trvtn/^k ccunf^ncl 

UUlVjUlLUl "SJJCC-ULIU JJlULUaoC [XlU-lllvJ OCLUlCllDj 




2693 


2130214 


gi)2130214|pir||S67381 tubulin-folding cofector D j 
homolog - fission yeast (Schizosaccharomyces pombe) 
pir||T39319 tubulin-folding cofactor D homolog - fission 
yeast (Schizosaccharomyces pombe) embjCAA20686.1| 
\ixLi\j3 i jzoj xuDuim-ioiuuig coiacior a. 
[Schizosaccharomyces pombe] 


3.9 


2696 


Z 1ZUOU1 


gi|2120601tpirl|JC6030 3-oxo-5alpha-steroid 4- 
aenydrogenase (jju - comamonas testosteroni 
gb|AAB08517.1| (L23428) delta 4, 5-alpha steroid 
uenyarogenase [v^omamonas lesiosieromj 




2697 


4263524 


gi|4Z0j3z4|gD]A/vui jj?u.i| (AwUUW'Wj nypotaeticai 
protein [Arabidopsis thaliana] emb|CAB77761.1| 
(AL161495) hypothetical protein [Arabidopsis thaliana] 


5.8 


2698 


5453072 


gipt-jou /zigujAAJL^** j*fzo. i| ^Aru/J7/ oiiac-iory 
receptor [Mus musculus domesticus] 


1.1 


2701 


7298915 


gi|7298915|gblAAF54120.1| (AE003675) CG10267 
gene product [Drosophila melanogaster] 


0.86 


2703 


158148 


gi|158148|gb|AAA28827.1| (M19537) RNA polymerase 
II largest subunit ( EC 2 7 7 6} IDrosoDhila 
melanogaster] 


0.95 


2706 


7492334 


gi|7492334|pir||T37965 probable 40s ribosomal protein - 
fission yeast (Schizosaccharomyces pombe) 
emb|CABl6715. 1| (Z9953 1) putative component of U3 
snoRNP, required for pre-18S rRNA processing 
[Schizosaccharomyces pombe] 


6.8 
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SEQID 
NO 


ACCESS 
N 
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P VALUE 


2709 


9366627 


gi|9366627|emb|CAB95389.1| (AL359782) conserved 
hypothetical protein, CHR1.84 [Trypanosoma brucei] 


9.2 


2713 


7436828 


gi|7436828|pir||T00129 hypothetical protein 7 - 
Leptospira interrogans (fragment) dbj|BAA24376.1| 
(AB010203) ORF7; putative [Leptospira interrogans] 


7.2 


2715 




gil3805770|gb|AAC69148.1| (U78721) auxin response 
transcription fector 3 (ETTIN/ARF3) [Arabidopsis 
1haliana]gb|AAG53998.1|AF336917_l (AF336917) 
ARF3 [Arabidopsis thaliana] 
gb|AAK26023.11AF360313_l (AF360313) ARF3 


KJ.OD 


2716 




gi|5454158|refiNP_006286.l| valyl-tRNA synthetase 2 
[Homo sapiens] sp|P26640|SYV2_HUMAN VALYL- 
TRNA SYNTHETASE 2 (VALINE— TRNA LIGASE 
2) (VALRS 2) gb|AAD21819.1| (AF134726) G7A 
ixiomo sapiens j 


1.0 


2721 




gi|7019565|ref|NP_037528.1| ubiquitin specific protease 
25; ubiquitin specific protease USP25 [Homo sapiens] 
ref|XPJ)47738.1| ubiquitin specific protease 25 [Homo 
sapiens] gb|AAF24998.1|AF134213_l (AF134213) 
UDiquiun-specinc protease [nomo sapiens j 


oH-Zl 


2722 


13186335 


gi|13186335|gb|AAK15378.1| (AF211133) tryptophanyl 
tRNA synthetase [Carsonella ruddii] 


8.9 


2726 


7514607 


gi|7514607|pir||A71301 conserved hypothetical protein 
TP0636 - syphilis spirochete gb|AAC65610.1| 
(AE001238) conserved hypothetical protein (Treponema 
pallidum] 


9.4 


2727 


13129046 


gi|13129046|ref|NPJ)76972.1| hypothetical protein 
MGC2718 [Homo sapiens] rei|XP_017742.2| 
hypothetical protein MGC27 18 [Homo sapiens] 
refJXP_043040. 1( hypothetical protein MGC2718 
[Homo sapiens] gb|AAH01076.1|AAH01076 
(BC001076) Unknown (protein for MGC2718) [Homo 
sapiens] gblAAH05121.1|AAH05l21 (BC005121) 
hypothetical protein MGC2718 [Homo sapiens] 


3.2 
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N 
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2730 


11466216 


gi|l 1466216|refINP_066539.1| haem lyase [Naegleria 
gruberi] gb|AAG17817.1|AF288092_42 (AF288092) 
haem lyase [Naegleria gruberi] 


1.4 


2734 


14701 844 


gi|14701844|gb|AAK72251.1| (AF378136) MB2 

[T laMUUUlUIli uUV/ipai UII1J 




2739 


7486489 


gi|7486489|pir||T00671 hypothetical protein F6E13.4 - 
Arabidopsis thaliamgb|AAC23400.1| (AC004005) 
putative methyl chloride transferase [Arabidopsis 
thaliana] gb|AAK73255.1| (AY044314) putative methyl 
chloride transferase [Arabidopsis thaliana] 


8.1 


2747 




gi|7509946)pir||T26972 hypothetical protein Y47H9C.4 - 
Caenorhabditis elegans emb|CAA21739.1| (AL032657) 
contains similarity to Pfem domain: PF00008 (EGF-like 
domain), Score=76.2, E-value=2.2e-19, N=17~cDNA 
EST yk20a5.3 comes from this gene-cDNA EST 
yk20a5.5 comes from this gene-cDNA EST yk299al2.3 
comes trom this gene~cDNA EST yk467g8.3 comes > 
gb|AAG60061.1|AF332568_l (AF332568) CED-1 
[i^aenornau aitis eiegansj 


1 £ 
1.0 


2749 


8569100 


gi|8569100|gb[AAF76445.1|AC015445J2(AC015445) 
Contains Ribosomal S17 PF|00366 and DLH PF|01738 
domains. [Arabidopsis thaliana] 


9.5 


2750 


7293625 


gi|7293625|gb|AAF48997.1| (AE003512) CG14223 
gene product [Drosophila melanogaster] 


2.9 


2751 


5454050 


gi|5454050]ref|NP_006369.1| sema domain, 
immunoglobulin domain (Ig), transmembrane domain 
(TM) and short cytoplasmic domain, (semaphorin) 4D; 
sema domain, immunoglobulin domain (Ig), 
transmembrane domain (TM) and short cytoplasmic 
domain, 4D (Homo sapiens] 

j /~\ niOC /lie 1 * /f A T~\ TT¥ TK K A"VT Ot?H K A "ntTAniXT AT\ 

sp|Q92854|SM4D_HUMAN SEMAPHORIN 4D 
PRECURSOR (LEUKOCYTE ACTIVATION 
ANTIGEN CD 100) (BB18^ (A%\ (GR3^ 
gb|AAC508 10.1| (U60800) semaphorin [Homo sapiens] 


9 


2761 


9964076 


gi|9964076|gb|AAG09812.1|AF275943_l (AF275943) 
avermectin polyketide synthase [Streptomyces 
avermmlis] 


2.9 


2762 


4234794 


gi|4234794|gb|AAD12962.1| (AF078135) unknown 
[Leptospira borgpetersenii] 


1.3 
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N 


DESPRTPTTON 
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2764 | 


11131078 


gi|11131078|sp|O15072|ATS3_HUMAN ADAM-TS 3 
PKJbCUKbUK (A DlblNTiiCjRlN AND 
METALLOPROTEINASE WITH 
THROMBOSPONDIN MOTIFS 3) (ADAMTS-3) 

KIAA0366 [Homo sapiens] 


4E-17 


2765 


6449069 


synapsin lb [Lampetra fluviatilis] 


0.008 


2769 


7300358 


gi|7300358|gb|AAF55517.1| (AE003721) CG8045 gene 
product [ail zj [i/rosopnua meianogasierj 
gb|AAB34837.2| (S78747) RK2 [Drosophila sp.] 


3 ! 


mi 


1 ATX 1 f\6& 


gj| l *t / j 1 uo*f jrci| at_u o o i o j . l [ *f uo / y [rxomo sapiens j 




9774 


4927134 


gi|4927134|gblAAD33018.1|AF131999_l (AF131999) 
putative erythrocyte binding protein EBL-1 
[Plasmodium falciparum] 


8.6 


977^ 


11994465 


gi|11994465|dbj|BAB02467.1| (AB025624) contains 
similarity to late embryogenesis abundant 
protein-gene id:MLD14.16 [Arabidopsis thaliana] 


7.5 


lllf% 
£, / 1 \J 


12852706 


gi| iZooz /uo|aoj|i5Ai3zyjUo. i| (AKU I4t>y / ) putative 
[Mus musculus] 


1 


9777 


9972373 


gl|yy/Zi /o|gD|AAVjlUoZJ,l|ACUZZjZl_l 

Unknown protein [Arabidopsis thaliana] 


3.2 


2779 


IZojo iK)y 


gi|12838769|dbj|BAB24323.1| (AK005931) putative 
[iviuS museums j 


7 fi 


2780 


14743085 


gi|14743085|ref|XPJ)50026.1| similar to 
immunoglobulin superfamily containing leucine-rich 
repeat (H. sapiens) [Homo sapiens] 


3.4 


2781 


4581140 


gi|4581140|gb|AAD24624.1|AC006919_4(AC006919) 
unknown protein [Arabidopsis thaliana] 


2.8 


2792 


7661684 


gi|7661684|ref|NPJ)56277.1| DKFZP586L0724 protein 
[Homo sapiens] reflXP J)38194. 1| DKFZP586L0724 
protein [Homo sapiens] refpff_038195.ll 19734 [Homo 
sapiens j pir)| i in / ov nypotneucai protein 
DKFZp586L0724.1 - human emb|CAB53709.1| 
(AL1 10271) hypothetical protein [Homo sapiens] 
gb|AAH01726.1|AAH01726 (BC001726) Similar to 
DKFZP586L0724 protein Porno sapiens] 


7 


2793 


13624635 


gi|13624635|emb|CAA10856.2| (AJ222584) maturase- 
like protein [Euglena viridis] 


1.3 
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2800 


9622888 


gi|yoZ2555gb|AAF59968. 1|AF200532_1 (AF200532) 
cellulose synthase-8 [Zea mays] 


3.8 


2803 


7499161 


gi|7499161|pir||T25690 hypothetical protein F15A8.6 - 
Caenorhabditis elegans gb|AAB52848.1| (U97549) 
strong similarity to the type-B carboxylesterase/lipase 
family [Caenorhabditis elegans] 


3.1 


2806 


14746401 


gijl4746401lrefpCP_031955.il ring finger protein 27 
[Homo sapiens] 


0.3 


2809 


14731173 


gi|14731173|ref|XPJ)17730.2| IQ motif containing 
GTPase activating protein 2 [Homo sapiens] 


2E-11 


2813 


4567214 


gi|4567214|gb|AAD23629.1|AC007113_2(AC007113) 
putative villin [Arabidopsis thaliana] 


3.5 


2817 


2500866 


gi|2500866|sp|Q20411|SAll_CAEEL SRA-11 
PROTEIN pir|[T22192 hypothetical protein F44F4. 13 - 
Caenorhabditis elegans emb|CAA85461,l| (Z37092) 
contains similarity to Pfam domain: PF02 1 1 7 (C .elegans 
Sra family integral membrane protein), Score=675,6, E- 
value=8.3e-200, N=l [Caenorhabditis elegans] 


3.1 


2818 


15011503 


giil50115031gb|AAK77598.1|AF396436J8 
(AF396436)ymf71 [Tetrahymena thermophila] 


5.9 


2823 


11278U33 


gi|l 1278033|pir||C81832 transferrin-binding protein A 
NMA2024 [imported] - Neisseria meningitidis (group A 
strain Z2491) gb|AAC13726.1| (AF058689) transferrin 
binding protein A precursor [Neisseria meningitidis] 
emb|CAB85243.1| (AL162757) transferrin-binding 
protein A [Neisseria meningitidis Z2491] 


5 


• 

2825 




gi|3913143|sp|023913|AXlBJ^RATH 
ALTERNATIVE OXIDASE IB PRECURSOR 
dbj|BAA22624. 1| (D89875) alternative oxidase 
[Arabidopsis thaliana] dbj|BAB01774.1| (AB022215) 
alternative oxidase lb precursor [Arabidopsis thaliana] 


1.2 


2827 


12842679 


gi|12842679|dbj|BAB25689.1| (AK008476) putative 
[Mus musculus] 


7.8 


2835 


12848636 


gi|12848636|dbj|BAB28031.1| (AK012100) putative 
(Mus musculus] 


0.083 


2839 


7292152 


gi|7292152|gb[AAF47564.1| (AE003472) Dhc62B gene 
product Prosophila melanogaster] 


4.6 
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SEQID 
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N 
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2846 


9628099 


gi|9628099|refiT*P_042686. 1| alternative tat protein 

ripmVirana Hkftasp vimsl oWAAAfvl^QS 11 fTDIfiO^I 

alternative tat protein [Jembrana disease virus] 
prf]|21 16345E tat gene [Jembrana disease virus] 


3.3 


2855 


4165313. 


ml4165313]dbilBAA37146 11 (AB022083) SOX30 
protein (Homo sapiens] 


9.2 


2859 


14388365 


gi|14388365|dbj|BAB60739.1| (AB062957) hypothetical 
protein [Macaca fascicularis] 


0.55 


2864 


14739019 


gi|14739019|ref|XP_005626.3| deleted in bladder cancer 
chromosome region candidate 1 [Homo sapiens] 


6.3 


2867 


6319950 


gi|63 1 9950|refINP_0 1 003 1 . 1 1 Transcription regulator; 
Ycrl06wp [Saccharomyces cerevisiae] 
sp|P25611|YCZ6_YEASl PUTATIVE 95.7 JsD 
TRANSCRIPTIONAL REGULATORY PROTEIN IN 

"D A T A A Til ITSJTTi'PriTTKjTP U "P/TIAM rtirllQ 1 04 1 ft 
r^/\ U j "AAUj UN 1 clvvJliiN JVCAJlWlN plT j | o 1 7*f 1 o 

probable membrane protein YCR106w - yeast 

^ O &C vl IdJ Ulliy CCo OCiCVlMoCJ CinU|V^jrVxV t rZ,Z.JO. JL| 

(X59720) hypothetical protein [Saccharomyces 
cerevisiae] 


9.1 


2870 


14724850 


gi|14724850|ref|XP_050192.1| 29140 [Homo sapiens] 


2.2 


2871 : 


4587097 


gi[4587097|dbj|BAA76616.1| (AB019045) 
OMPdecarboxvlase rRhizomucor nusillusl 


9.7 


2873 


7579108 


gi|7522108|pir||T29097 pro-pol-dUTPase polyprotein - 
murine endogenous retrovirus ERV-L (fragment) 
emb|CAA73251.1| (Y12713) protease; reverse 

frnncpriTitsicp' RNaqpTT' in+POTJiQP 1 HT J TPjiq*** "Pro-Pfil— 

Uw XX uob JLAJIV L/X ULWill ^IVJLUO lllUowUJLUOJ 


0.003 


2875 


7482073 


gi|7482073|pir||B69010 conserved hypothetical protein 
MTH1078 - Methanobacterium thennoautotrophicum 
(strain Delta H) gb|AAB85567.1| (AE000879) 

r»nncATT/pH •nrrrf'PiTi nV^p^Ti a rr nth f>rmnK q r^Pi" 
WUIloCX VCU. JJI Ulvlil |_iVlCUiailUUlvIiIlUUdwLvr 

thennautotrophicus] 


4.6 


2876 


11360401 


gi|11360401|pir||T42759 Miincl3-3 protein - rat 


0.000000005 


2879 


5091521 


gi|5091521|dbj|BAA78756.1| (AB023482) Hypothetical 
protein [Oryza sativa] 


2.1 


2881 


13810543 


gi|138105431dbjlBAB43950.1| (AB051633) ookinete 
surface protein Pos28-2 [Plasmodium ovale] 


3 


2882 


5091521 


gi|5091521|dbj|BAA78756.1| (AB023482) Hypothetical 
protein [Oryza sativa] 


2.1 
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Zoo / 


6723244 


gi|6723244|dbj|BAA89640.1| (AB036666) similar to 
terminase large subunit of phage lambda [Wolbachia sp. 
wKue] 


7.1 


Zooy 


7494347 


gi)7494347|pir||E71625 variant-specific surface protein 
1 truncated homolog PFB0020c - malaria parasite 
(Plasmodium falciparum) gb|AAC71794.1| (AE001366) 
PfEMPl fragment [Plasmodium falciparum] 


5 


Zoyv 


6942188 


gi|6942 1 88|gb|AAF32349. 1 |AF220008_1 (AF220008) 
coilin p80 [Danio rerio] 


0.11 


2891 


10639397 


gi|10639397|emb|CAC11399.1| (AL445063) 
hypothetical membrane protein [Theimoplasma 
acidophilum] 


8.5 


2898 


10800417 


gi|10800417|ref|NP_006759.2| BRCA1 associated 
protein (Homo sapiens] 


u.ys 


2901 


7488089 


gi|7488089|pir||T02283 probable disease resistance 
protein T13D8.20 - Arabidopsis thaliana 
gb|AAC24071.1| (AC004473) Contains similarity to 
TMV resistance protein N homolog gb|2245048 from A. 
thaliana chromosome 4 contig gb|Z97342. [Arabidopsis 
thaliana] 


8.5 




10728394 


■ 1 1 f\i~ir\ f\~>r\ A\ _ 1_ 1 A KT*AC£CA / A T7AAO A O 1 \ "C/"*. 1 *1t T2 A O 

gi|10728394|gb|AAF45654.2| (AE003421) EG:171£4.2 
gene product [Drosophila melanogaster] 


1.4 


2905 


10956333 


gijl0956333lreflNP_052782.il pXOl-86 [Bacillus 
anthracis] pir||F59101 hypothetical protein pXOl-86 - 
Bacillus anthracis virulence plasmid pXOl 
gb|AAD32390.1|AAD32390 (AF065404) pXOl-86 
[Bacillus anthracis] 


9.7 


2906 


4028153 


gi|4028153|gb|AAC961 17. 1| (AF083221) putative 
neurotransmitter receptor [Takifugu rubripes] 


A O 

2.8 


2909 


12836120 


gi| 12836 120|dbj|BAB235 11.1| (AK004729) putative 
[Mus musculus] 


5.3 


2911 


1 / /oo4*f 


gi|1778844|gb|AAB40929.1| (U83086) LimA 
[uiciyosieuum aiscoiaeumj 


1 3 


2913 


3192956 


gi|3192956|gb|AAC41298.1| (AF033670) T-Box protein 
4 [Gallus gallus] 


3.1 


2914 


7506147 


gi|7506147|phi|T33303 hypothetical protein R01B10.4 - 
Caenorhabditis elegans gb|AAC17768.1| (AF068718) 
R01B10.4 gene product [Caenorhabditis elegans] 


0.4 
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2915 


6041793 


gi|6041793|gb|AAF021 13. 1|AC009755_6 (AC009755) 
putative auxin-independent growth promoter 
[Arabidopsis thaliana] 


2.1 


2916 


5803098 


gj|5803098|ref|NP_006757.1| zinc finger protein 220; 
Monocytic leukemia zinc finger protein [Homo sapiens] 
sp|C^y2794|MUZ_JiUMAN MONOCYTIC 
LEUKEMIA ZINC FINGER PROTEIN (ZINC 

CTNTrWP PP TXT OOfl\ r,U\ A AP^n^O 11 /TT/ITT/ION 
rUNvJXlK rKVJllilJN LLM) gD|AA\^jUOOZ.l| (U4/ /4Z) 

monocytic leukaemia zinc finger protein [Homo sapiens] 


0.084 


2919 


10639353 


gl| 1 Uo J y J J J|emo|CAC i 1 J 0 o . 1 1 (A1/+45U03 ) 

hypothetical membrane protein [Thermoplasma 
acidophilum] 


3.1 


2920 


13235586 


gi|13235586|emb|CAC33776.1| (AJ301807) SclB 
protein [Streptococcus pyogenes] 


9.7 


2925 


7S07618 


gi|7507618[pir||T33548 hypothetical protein T10D4.8 - 

V>ctCJlUlJictUUiUlo Clwgoub 




2928 


7522108 


gi|7522108|pirHT29097 pro-pol-dUTPase polyprotein - 
murine endogenous retrovirus ERV-L (fragment) 
emb|CAA73251.1| (Y12713) protease; reverse 
transcriptase; RNaseH; integrase; dUTPase; Pro-Pol- 
dUTPase polyprotein [Mus musculus] 


1.2 


2932 


13542796 


gl| 1 3 j4/7yo|go|AAhlU3o() 1 . 1 jAAHU560 1 (BC00560 1) 
Similar to RKEN cDNA 1 1 10061A19 gene [Mus 
musculus] 


6.4 


2934 




gi|417869|sp|P33007|TERP J>SESP TERPREDOXIN 

/TATA _ *_1 IT? yf O/"^^ 1 /- ■ . .. ■ i 1 -i * t> < 

(LuX) pir||b42971 terpredoxm - Pseudomonas sp 
gb|AAA25998.1| (M91440) terpredoxin [Pseudomonas 
sp.] 


5.1 


2938 


7433891 


gi|7433891|pir||T00981 flavonol 3-O-glucosyltransferase 
homolog T9J22.15 - Arabidopsis thaliana 
gb|AAC14497.1| (AC002505) putative 
glucosyltransferase [Arabidopsis thaliana] 


6.8 


2939 


15021546 


gi| 1502 1546|gb|AAK77823. 1|AF369029_154 
(AF369029) ORF154 [white spot syndrome virus] 


0.25 


2944 


11466694 


gi|11466694|reflNP_039290.1| ORF370i [Marchantia 
polymorpha] sp|P12174|MATK_MARPO PROBABLE 
INTRON MATURASE pir|lA05034 hypothetical 
protein 370i - liverwort (Marchantia polymorpha) 
chloroplast emb|CAA28076.1| (X04465) ORF370i 
[Marchantia polymorpha] 


4.3 
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2945 


7302236 


gi|7302236|gb|AAF57330.1| (AE003786) CG10416 
gene product [Drosophila melanogaster] 


1.4 


2950 


2495638 


gi|2495638|sp|P7651 l|YFDO_ECOLI 

TJXTD/'Y limTTP AT 1 A A VT\ A T3"T> /"ITCTXT TXT TVFTV 1 

MYrUlxllillUAlrf 14.4 isJJA FKUlbUS JLN UN 1L/- 
DSDC INTERGENIC REGION pir|jC65009 
nypuLueiicai proiciii dz~> Jo - jDScnenciiia con ^sixain jv** 
12) gb|AAC75417.1| (AE000324) orf, hypothetical 

nrntein IT?^h£*ricrvifl mil XC 191 

LJXVJlVXXX |^i_<DVi-LWX Ivllia VAJXX XV 1 Z. J 


4 ^ 


2955 


220578 


gi|220578|dbjlBAA00447.1| (D00570) open reading 
frame (251 AA) [Mus musculus] 


4.2 


2958 


12855573 


gi|12855573|dbj|BAB30384.1| (AK016695) putative 
fMus musculus] 


0.007 


2963 


2981631 


&il9Q81fi^ 1lHhilRAA959S3 11 fAT*ni999T^ ORF? Tronic 
farailiaris] 


0.29 


2966 


7657401 


gi|7657401|ref|NP_056616 .1| neuropathy target 
esterase; Swiss cheese [Mus musculus] 
gb|AAD51700.1|AF173829_l (AF173829) neuropathy 

tnrcrpt f^cfpracf 1 lintYtr\lr\{T rMiic miicpntncl 


1 5 


2967 


1HZ.OJJJJ 


gi|14285535|sp|P71399|LSGl_HAEIN LSG LOCUS 

JT U 1 AH VD ±L\AJ 1 CLIN 1 


4 8 

*T.O 


2973 


1449^780 


gi| 14423780|sp|O95013|O4F3_HUMAN OLFACTORY 
Jvc^Er i UJv *f r J gojAALiu j i so . 1 1 ^AwUUHyuo ) similar 
to rat olfactory receptor 0R18; similar to S29710 

fPTTi -049^709 1 fTTomn Qanipnul 
^rii/,gt^j/Ui^ i^nuuiu oojjxcxxoj 




2975 


14771691 


gi|14771691|refpap_045484.1| 67354 [Homo sapiens] 


1.3 


2978 


6573738 


gi|6573738|gb|AAF17658. 1|AC009398_7 (AC009398) 
F20B24.13 [Arabidopsisthaliana] 


8.5 


2982 


1381 1437 

1 JO 1 X^t J / 


gi|13811437|gb|AAK40 121.1| (AF354707) type H 

HiWiinsiCf* rVpn nrn l c Inpincl 

U&iJU 1 1 Ifltw [^VGiXUlJClo XdvVlStJ 


7 4 


2986 


7522108 


gi|7522108|pir||T29097 pro-pol-dUTPase polyprotein - 

murinft PTiffncPtimiQ rptmvifiiQ FTOV-T rfrjionrriPTYf 1 

XllLXXXXlti bJJUUgwXXvJUa XvlXUVXXlXo IwXVV l~i yXJ. CX^XilwXXL ) 

emb|CAA73251.1| (Y12713) protease; reverse 
transcriptase; RNaseH; integrase; dUTPase; Pro-Pol- 
dUTPase polyprotein [Mus musculus] 


0.00001 i 


2990 


12722927 


gi|12722927|gb[AAK04181.1|AE006247J(AE006247) 
UNKNOWN PROTEIN [Lactococcus lactis subsp. 
lactis] 


1.3 
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2994 


11346713 


Pill 114671 3lnirllF81 10? VivnntViptiral nrntpin Pi 1000/* 

[imported] - Campylobacter jejuni (strain NCTC 1 1 168) 
emb|CAB73265.1| (AL139077) hypothetical protein 
Cj 1009c [Campylobacter jejuni] 


4.1 


2995 


7321945 


eil7321945leblAAC60504 21 TS68356^ action notential 
broadening potassium channel [Aplysia sp.] 


4.2 


3003 


11360394 


ffill 1360394lnirllT42731 atrnnhfn-1 related nrntpin - rat 
gb|AAA98970.1| (U44091) atropbin-1 related protein 
[Rattus norvegicus] 


7 6 


3005 ; 


10765337 


gi|10765337|gblAAG22997.1| (AF188579) glycoprotein 
[Bovine respiratory syncytial virus] 


1.9 


3006 


5803252 


gi|5803252|dbj|BAA83562.1| (AP000399) hypothetical 
protein [Oryza sativa] i 


0.046 


3007 


7662688 


ei!7662688lablAAP66138 11 rL00016i urf4 [Homo 
sapiens] 


1.7 


3013 


14150037 


gi|14150037|reflNPJ 15666.1| hypothetical protein 
DKFZn761C121 fHomo saniensl reflXP 027894 11 
hypothetical protein DKFZp761C121 [Homo sapiens] 
emblCAB66495 11 (AL136560") hvDothetical orotein 
(Homo sapiens] 


0.00000001 


3014 


7243706 


gi|7243706|gb|AAF43421.1|AF233291_l(AF233291) 
epsin-like protein [Drosophila melanogaster] 


6.5 


3019 i 


7293274 


gi|7293274|gb|AAF48655.1| (AE003503) CG9644 gene 

nroduct FDrosnnhila melanooasterl 

piVUUvl x/J \J^JX JULIO lll.VltUlWc%C1dL.wJi J 


0 47 


3025 


11414881 


gi|11414881|dbj|BAB18568.1| (AB028173) HCCA2 
[Homo sapiens] 


8.6 


3026 


11359423 


gi|11359423|pir||T48729 hypothetical protein 8D4.30 

PiiYitvirtAHl — Mpiirr\crnr\rtJ rraeca pimMf" 1 APfiSSA^ 11 
[_1111LJIJI LCUJ !>ICUHJbpUla Uddba 0111U|V^/xDOOJ*tJ, 1| 

(AL353819) conserved hypothetical protein 
[Neurospora crassa] 


0.66 


3028 


2118405 


gi|2 1 1 8405 |pir||I5 1 0 1 8 cobra venom factor precursor - 
monocled cobra gb|AAA68989.1| (U09969) cobra 
venom factor precursor [Naja naja] 


3.1 


3029 


2739145 


gi|2739145|gb|AAC98522.1| (AF030306) envelope 
protein; 0RF4 [Porcine reproductive and respiratory 
syndrome virus] 


4.3 


3030 1 


13549158 


gi|13549158|gb|AAK29672.1[AF353095J (AF353095) 
protein synthesis initiation factor eIF2 beta [Arabidopsis 
thaliana] 


6.3 
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3034 


14753542 


gi|14753542|ref]XP_046011.1| 53288 [Homo sapiens] 


0.000000006 


3042 


3150471 


protein B0205.2 [Caenorbabditis elegans] 


0.56 


3044 


14734012 


gill4734012lrefpCP_051005.ll KIAA1297 protein 
[Homo sapiens] 


0.16 


3047 


7493994 

/ J77T 


gi|7493994|pir||JC6564 cellobiose oxidase (EC 1.1.3.25) 

nTTRftiir^nr - whttp-rnt fiincniQ rTVamp+f*^ vpt*Qif^r»1nr^ 

piWVlUoUX Willi* iUl XUII^UQ ^ J. 1 CUUvlvB Vvl oXvxJiXlX J 


6 1 

\J. X 


3056 


X l*T-> J X 


i-«*M 1 A 1*1 1 lf.«IDAC3 1 A I A TTO U0171T? AT DUA TD AXTC 

gl[1143jl|sp|rUojI4|Allz_JloVlr ALrHA livAiNb- 
ENDUCING FACTOR 77 KD PROTEIN pir||TNBE77 
/ /rv aipna irons -lnuucing protein - nuiuan ncipesvirus 1 
(strain F) gb|AAA45768.1| (M15621) alpha trans- 

inHiioinct $*xc % \<\v 77lrh (Tnitnon liAmpdrtriiQ 1 1 
lLlUUVlllg ldVlUl / /IVU [Uuliulll llCipCaVUua XJ 


7 


3069 


6562755 


giJ6562755|emb|CAB62894.1| (AL035475) possible 
ribosomal protein [Plasmodium falciparum] 


6.4 


3071 


804764 


<nlR047£/llafilA AA6SQQQ 11 nV/T7787^ npntral nrnteacp 
gL|OUH f OH|gU|M^VfVDJyyy. IJ ^IVJ^ / 0£.\JJ IlCUUclI piULCaoC 

large subunit [Homo sapiens] 


0.00003 


3079 


14768311 


protein 2 [Homo sapiens] 


0.65 


3080 


11994604 


gi|l 1994604|dbj|BAB02658.1| (AP002062) 
gene_id:T22B 15.1 l~unknown protein [Arabidopsis 
thaliana] 


5 


3083 


7302673 


gi|/«3uzo/ jjgujAAJr.) / /jj.ij ^/vduujovuj siau gene 
product [alt 2] [Drosophila melanogaster] 


9.2 


3085 


7494170 


gi|7494 1 70Ipir|p7 1613 GAF domain protein (cyclic nt 
signal transduct) PFB05 lOw - malaria parasite 
(Plasmodium felriparum) gb|AAC71891.1| (AE001399) 

VXrVJT UUillcUn piUlCUl ^CyOllC LLl SlgUol LlclIiMiUvl.J 

[Plasmodium falciparum] 


8.1 


3087 


14590168 


gi|14590168|ref|NPJ42233.1| hypothetical protein 

1 P\rrdr»r\r*pi i c linrJlrrtcliiJl nirllT?71 7/17 nvnfNthp'rip.sil Yvr/tfAin 

[X yi UUuU^/Uj LVJx USXJolXLl J UXi \\X 1 X£**T 1 liypv/UAvUvCU ULyJlXslXl 

PH0237 - Pyrococcus horikoshii dbj|BAA29309. 1| 
(AP000001) 230aa long hypothetical protein 
[Pyrococcus horikoshii] 


2.3 


3097 


14326099 


gi| 1 4326099|gb|AAK60 138.1 |AF3 65405_1 (AF365405) 
ribosomal protein S14 [Schizosaccharomyces pombe] 


3 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3098 


2499244 


gi|2499244|sp|Q35 140|NU2M_NEUCR NADH- 

pir(|A25096 NADH dehydrogenase (ubiquinone) (EC 
i.o.j. j j unain z " ixeuru6poict crabs a iniiocnonanon 
emb|CAA27418. 1| (X03793) put URF-2 like protein 
(aa 1-583) [Neurospora crassa] 


8.1 


3101 


1 13668 


gi|113668|sp)P239611ALUC_HUMAN !!!! ALU 
CLASS C WARNING ENTRY !UI 


6 5 


3105 


12721131 


gi|12721131|gb|AAK02908.1| (AE006121) unknown 
[Pasteurella multocida] 


9.2 


3107 


12621134 


gi|12621134|refiNP_075244.1| MEGF6 [Rattus 
norvegicus] pir||T13954 MEGF6 protein - rat 
dbj|BAA32462.1| (AB011532) MEGF6 [Rattus 
norvegicus] 


2.1 


3108 


1346666 


gi|1346666|sp|P48305|NB5M_BOVIN NADH- 
UBIQULNONE OXTOOREDUCTASE B15 SUBUNTT 
(COMPLEX I-B15) (CI-B15) pir||S28237 NADH 
dehydrogenase (ubiquinone) (EC 1.6.5.3) chain B15 - 
bovine emb|CAA46107.1| (X64898) B15 subunit of the 
NADH: ubiquinone oxidoreductase complex [Bos j 

tannic! 


0.47 


3111 


462022 


gi|462022|sp|P33948pERD2_PLAFA ER LUMEN 
PKU 1 blJN Kb 1 AUNUNCj KJbCJor TDK pirp3yoU9 
ERD2 protein - malaria parasite (Plasmodium 
falciparum) emb|CAA81128.1| (Z26043) ERD2 
[Plasmodium falciparum] emb|CAA52861.1) (X74869) 
PFERD2 [Plasmodium felciparum] 


0.95 


3114 


12831427 


gi|12831427|gb|AAK02082.1| (AY014401) site-specific 
recombinase IntIA [Listonella pelagia] 


8.3 


3117 


7657530 


gi|7657530|refJNP_055248.1| rhabdoid tumor deletion 
region protein 1 [Homo sapiens] ref|XPJ)Q9866.1| 
rhabdoid tumor deletion region protein 1 [Homo 
sapiens] refJXPJ)37053. 1| rhabdoid tumor deletion 
region protein 1 [Homo sapiens] 
gb|AAF02484.1|AF133587_l (AF133587) rhabdoid 
tumor deletion reeion orotein 1 [Homo sauiensl 
gb|AAH08986.1|AAH08986 (BC008986) rhabdoid 
tumor deletion region protein 1 [Homo sapiens] 


7.8 


3123 


12083527 


gi|12083527|gb(AAG48836.1|AC084218_6 
(AC0842 1 8) similar to Arabidopsis thaliana DNA- 
directed RNA polymerase (EC 2.7.7.6) II largest chain 
(JDMU1) [Oryza sativa] 


6.9 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3126 


2565196 


folate binding protein [Homo sapiens] 


8.8 


3132 


8923808 


gi|8923808|rei]NP_0o0941.1| uncharactenzed 
hypothalamus protein HT010 [Homo sapiens] 
gb|AAF67649.1|AF220184J (AF220184) 
uncharactenzed hypothalamus protein HT010 [Homo 
sapiens] 


7E-13 


3138 


14755072 


gj|iH/3ju/zjrei|Ajr_u^-o^y.i| nypoineucai proxem 
XP_048449 [Homo sapiens] 


9.5 


3141 


1085507 


gi|1085507|pir||S52306 zinc finger protein 10 - mouse 
emb|CAA85283.1| (Z36270) GC Binding Protein - 23b 
[Mus musculus] 


6.7 


3142 


4417278 


gipt*fi /z /o|goj/VfVL'ZU4Uj.ij ^/vL/UU/ui^ unicnown 
protein [Arabidopsis thaliana] 


2.8 


3148 


12084884 


gi|12084884|ref|NPJ)73349.1| UL54 post-translational 
gene regulation protein [Meleagrid herpesvirus 1] 
gb|AAG45793.1|AF291866_60 (AF291866) UL54 post- 
translational gene regulation protein [Meleagrid 
herpesvirus 1] 


8.2 


3151 


13122204 


gi|13122204|emb|CAB89584.2| (AL354512) possible 

MAM />OM/\M1/\ol lim/ > l11ltlM /•AmimQ^lll/V Ot\TXTWY\A- 1 

non-canonicai uoiquiun conjugaung enzyme i 
[Leishmania major] 


0.65 


3153 


418745 


gi|418745|pir||S34959 NADH dehydrogenase 
(ubiquinone) (EC 1.6.5.3) chain 4 - Crithidia oncopelti 
mitocnondnon emD|UAAjy4yi.i| (adouij; iNALiri 
dehydrogenase siibunit 4 [Crithidia oncopelti] 


1 


3157 


6015766 


gi|6015766|emb|CAB57593.1| (Y18930) hypothetical 
protein [Sulfolobus solfotaricus] 


7.7 


3162 


6983867 


gi|6983867|dbj|BAA90802. 1| (AP001 168) Similar to 
puiauve saiL-mauciDie proxem ^/\cuuoz'foj [uryza 
sativa] 


2.8 


3163 


11467948 


gi|11467948|sp|O65404|ERllj\RATH SQUALENE 

1,1) (SE 1,1) dbj|BAB08406.1| (AB016883) squalene 
monooxygenase [Arabidopsis thaliana] 


6.1 


3167 


3461813 


gi]3461813|gb|AAC32907.1| (AC004138) putative 
sucrose-proton symporter [Arabidopsis thaliana] 
emb|CAB92307.1| (AJ289165) sucrose transporter 
[Arabidopsis thaliana] 


4.4 
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SEQDD 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3168 


6753576 


gi|6753576|reflNP_034128.1| cytochrome P450, 2bl0, 
phenobarbhol inducible, type b [Mus musculus] 
sp|P12791|CPBA_MOUSE CYTOCHROME P450 
2B10 (CYPHB10) (TESTOSTERONE 16-ALPHA 
HYDROXYLASE) (P450-16-ALPHA) (CLONE 
PF3/46) pir||B3 1047 testosterone 16alpha-hydroxylase 
(EC 1.14.14.-) cytochrome P450 2B10 - mouse 
gb|AAA40425.1| (M21856) testosterone 16-alpha- 
hydroxylase [Mus musculus] 


• 

7.6 




585811 


gi|5858 1 1 |sp|Q085 17|REFR_SPVKA REFAMPICIN 
RESISTANCE PROTEIN (62 KD PROTEIN) 
gb|AAA16176.1| (L22012) ORE H1L [Swinepox virus] 


6.9 


3176 


14714688 


gi|14714688)gblAAH10485.1|AAH10485 (BC010485) 
Unknown (protein for MGC:7224) [Mus musculus] 


2.1 


3178 


10047191 


gi|I0047191|dbj(BAB13389.1| (AB046783) KIAA1563 
protein [Homo sapiens] 


4E-26 


3180 


6324246 


gi|6324246|reflNP__014316.1j Ynl083wp 
[Saccharomyces cerevisiae] pir||S57539 probable 
membrane protein YNL083w - yeast (Saccharomyces 
cerevisiae) emb|CAA61427.1| (X89016) ORF N2312 
[Saccharomyces cerevisiae] emb)CAA95958.1| 
(Z71359) ORF YNL083w [Saccharomyces cerevisiae] 


0.24 


3184 


7494290 


gi|74942901pir|)C71618 hypothetical protein PFB0315w 
malaria parasite (Plasmodium falciparum) 
gb|AAC71852.1| (AE001386) hypothetical protein 
[Plasmodium falciparum] 


0.084 


3185 


6754948 


gi|6754948|reflNPJ)36089.1| origin recognition 
complex, subunit 5 homolog (S. cerevisiae); mouse 
origin recognition, complex 5 [Mus musculus] 
sp|Q9WUV0|ORC5_MOUSE ORIGIN 
RECOGNITION COMPLEX SUBUNIT 5 
emb|CAB43767.1| (AJ007360) ORC5-related protein 
[Mus musculus] gb|AAH06927.1|AAH06927 
(BC006927) origin recognition complex, subunit 5 
homolog (S. cerevisiae) [Mus musculus] 


8.5 


3199 


7295489 


gi|7295489|gb|AAF50803.1| (AE003567) CG10671 
gene product [Drosophila melanogaster] 


4.3 
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SEQID 
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ACCESS 
N 


DESCRIPTION 


P VALUE 




14741894 


Mi a ft a i t\ r\ a I flirts r\ a t\ s /* s~ % \ \ . 1 . • * ■ 

gi|14741894|ref|XPJ)49656.1| hypothetical protein 
XP_049656 [Homo sapiens] 


4 


3208 


14520989 


gi|14520989|ref|NP_126464.1| hypothetical protein 
[Pyrococcus abyssi] pir||F75122 hypothetical protein 
PAB1844 - Pyrococcus abyssi (strain Orsay) 
emb|CAB49695. 1) (AJ248285) hypothetical protein 
[Pyrococcus abyssi] 


4.1 


3210 


9911016 


gi|991 1016|sp|P76543|YKFL_ECOU 
HYPOTHETICAL 25. 1 KDA PROTEIN IN EUTB- 
EUTH INTERGENIC REGION pir||B65019 
hypothetical protein b2443 - Escherichia coli (strain K- 
12) gb|AAC75496.1| (AE000331) ar£ hypothetical 
protein [Escherichia coli K12] 


7.9 


3211 


9626990 


gi|9626990|ref|NPJ)56868.1| No definition line found 
gb[AAB92648.1| (AF035403) No definition line found 
[Turnip yellow mosaic virus] 


3.7 


3213 


7504416 


gi|7504416|pir||T16477 hypothetical protein F56D2.5 - 
Caenorhabditis elegans gb|AAB52683.1| (U13644) 
F56D2.5 gene product [Caenorhabditis elegans] 


8.4 


3216 


14746120 


gi|14746120|ref|XPJ)05163.2| cadherin 17, LI cadherin 
(liver-intestine) [Homo sapiens] ref|XP_043524.1| 
cadherin 17, LI cadherin (liver-intestine) [Homo 
sapiens] 


1E-18 


3217 


9366835 


gi|9366835|emb|CAB95597.1| (AL359782) hypothetical 
protein, CHR1.368 [Trypanosoma brucei] 


4.1 


3218 


6272295 


gi|6272295|gblAAF06072.1|AF072715_3(AF072715) 
unknown [Mycoplasma mycoides subsp. capri] 


0.17 


3220 


7293488 


gi|7293488|gblAAF48863.1| (AE003509) CG15040 
gene product [Drosophila melanogaster] 


2.8 


3223 


7662432 


gi|7662432|refjNP_055769.11 KIAA0985 protein (Homo 
sapiens] ref|XPJ)07006.3| KIAA0985 protein [Homo 

• i lAm^TAinm A TfTTn K A XT T1 A TiFITTTT TXT A 

salens] sp|Q9Y2J0|RP3A_HUMAN RABPMLEN-3A 
dbj|BAA76829.1| (AB023202) KIAA0985 protein 
(Homo sapiens] 


0.18 


3225 


7504860 


gi|7504860|pir||T33299 hypothetical protein H05B2 1.4 - 
Caenorhabditis elegans gb|AAC17764.1| (AF068717) 
Hypothetical protein H05B21.4 [Caenorhabditis 
elegans] 


3.7 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VAT TIP 


3226 


6708056 


gi|6708056|gblAAF25780.1|AF1633 1 1_1 (AF1633 1 1) 
Kail. 2 [Danio rerio] 


2.5 


3229 


1 34736Q7 


gi|13473697|refiNP_105265.1| acyl-CoA tbioesterase 
[Mesorhizobium loti] dbj|BAB51051.1| (AP003004) 

novl-fnA fliiopct'prsicp r\4f*oi*vrhi7nV\iiim IrvHl 

ovjl VyUA UUUwJlvlOoC ^lYlCiUl llXCtKJULilXLl 1UUJ 


J.T 1 


3230 


12964703 


gi|12964703|gb|AAK11280.1|AF315035_l (AF315035) 
pnospnocnoiine cyuayiyinaiisieiase [i^iasinooiuin 
falciparum] 


2.1 


3231 


7521951 


gi|7521951|pir||T30180 hypothetical protein - 
Shewanella sp gb|AAB81120.1| (U73935) unknown 
[Shewanella sp. SCRC-2738] 


6 


3232 


3249620 


<*iR94Q690lahlAAC94190 11 fAF067189 , l TDT-9 
precursor [Podospora anserina] 


3.1 1 


3233 




gi|7493 160|pir||T40507 probable vacuolar protein 
sorting-associated pro tein - fission yeast 
I o cmzosaccnaromyces porno giud\\^j\j\zv / ou.ij 
(AL03 1534) putative vacuolar protein sorting- 

ctooUOldUAl piULClil |_oWll^Uod£^llilIUIIiyuC& puiiiuvj 




3237 


74.6989? 


gi|7462822|pir||C72269 hypothetical protein TM1297 - 
Thermotoga maritima (strain MSB8) 
gb|AAD36371.1|AE001785_2 (AE001785) 

UAlUUICUUOLabC, pulaUVC [ 1 flClIUULUgd. JllcUlUJXuiJ 




3241 


1531651 


gi|1531651|gb|AAC61662.1| (U67083) KRAB-zinc 
finger protein KZF-2 [Rattus norvegicus] 


4.6 


3247 


2118405 


gi|21 18405|pir||I51018 cobra venom factor precursor - 
monocled cobra gb|AAA68989.1| (U09969) cobra 
venom factor precursor [Naja naja] 


9.2 


3253 


11499508 


gi|i i4yyDUo|rei]iNr_u /u i| tvbu riDOSomai protein 
L4P (rpl4P) [Archaeoglobus fiilgidus] 
sp|028355|RL4 - ARCFU 50S RffiOSOMAL 
PROTEIN L4/L1E pir||C69490 LSU ribosomal protein 
L4P (rpl4P) homolog - Archaeoglobus fiilgidus 
gblAAB89332.1| (AE000971) LSU ribosomal protein 
L4P (rp!4P) [Archaeoglobus fiilgidus] 


2.9 
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SEQID 
NO 


ACCESS 
N 
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P VALUE 


3258 


461509 


gi|461509|sp|Q03045|AMYG_HORRE 
GLUCOAMYLASE P PRECURSOR (GLUCAN 1,4- 
ALPHA-GLUCOSIDASE) (1,4-ALPHA-D-GLUCAN 
GLUCOHYDROLASE)pir||S33908 glucan 1,4-alpha- 
glucosidase (EC 3.2.1.3) P precursor - creosote fungus 
emb|CAA47945.1| (X67708) 1, 4-alpha-D-glucan 
glucohydrolase; glucan 1,4-alpha-gIucosidase 

glucan 1,4-alpha-glucosidase [Amorphotheca resinae] 
prf||1907167A glucoamylase P [Amorphotheca resinae] 
prf||21 13213A glucoamylase P [Amorphotheca resinae] 


5.8 


3260 


5817900 


gi|5817900|gb|AAD52976.1| (AF176771) reverse 
transcriptase [Human immunodeficiency virus type 2] ■ 


1 6.1 


3262 


12804147 


gi|12804147|gb|AAH02928.1|AAH02928 (BC002928) 
Unknown (protein for MGC: 11357) [Homo sapiens] 


3E-14 


* 

3266 


6323756 


gi|6323756|ref|NP_013827.1| myosin I; Myo5p 
[Saccharomyces cerevisiae] sp|Q04439|YMZ9_YEAST 
HYPOTHETICAL MYOSIN-LKE PROTEIN IN 
JLLV2-AUbl7 UN IbKUiiiNlC KbdlON pir||5>5457U 
probable membrane protein YMR109w - yeast 
l^accnaromyces cerevisiaej emo|w\/\oy 
(Z49702) unknown [Saccharomyces cerevisiae] 
gb|AAB37419. 1| Myo5p=actin patch localized myosin I 
variant/MY05 product [Saccharomyces 
cerevisiae=yeast, Peptide, 1219 aa] 


0.24 


3271 


12848866 


gi|12848866|dbj|BAB28115.1| (AK012246) putative 
[Mus musculus] 


0.011 


3273 


4758842 


gi|4758842|refINP_00455Ll| receptor tyrosine kinase- 
like orphan receptor 2; Ror2; neurotrophic tyrosine 
kinase, receptor-related 2 (Homo sapiens] 

cnin01Q74IROT*9 KTTMATJ TVT*O^TNTF-PTCOTFTN 

Sp|V£v 17/ *t JlVvy JXZ-^Ll. U IVJLrVIN 1 I SSXJ O LL\ JD i SWJ L LLliy 

KINASE TRANSMEMBRANE RECEPTOR ROR2 
PRECURSOR (NEUROTROPHIC TYROSINE 
KINASE, RECEPTOR-RELATED 2) pir||B45082 
neurotrophic receptor ror2 precursor - human 
gb|AAA60276.1| (M97639) transmembrane receptor 
[Homo sapiens] 


5.6 
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SEQDD 
NO 


ACCESS 
N 
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P VALUE 


3274 


913140 


gi|913140|gb|AAB33486.1| ARK2 product/receptor-like 
serine/threonine protein kinase ARK2 [Arabidopsis 
thaliana, Columbia, Peptide, 850 aa] 


1.7 


3276 


11357726 


gi| 1 13 j / /zo|pir|| 1 5 143 / nypotneucai protein rzvrl4_4U 
- Arabidopsis thaliana emb|CAC01811.1| (AL391146) 
putative protein [Arabidopsis thaliana] 
gb|AAK49610.1|AF372894_l (AF372894) 
AT5(»1492fl/F2G14 40 rArahidrmiii thalianal 
gb|AAK74054.1| (AY045696) AT5gl4920/F2G14jK) 
[Arabidopsis thaliana] 


2 


3277 


7511204 


gi|7511204|pir||T27899 hypothetical protein ZK546.5 - 
Caenorhabditis eleeans eblAAA68738 11 fU2938(n 
Hypothetical protein ZK546.5 [Caenorhabditis elegans] 


3.4 


3279 


7492154 


gi|7492154|pir||T38426 major facilitator protein 
homolog - fission yeast (Schizosaccharomyces pombe) 


6 


3285 


14764251 


gi|14764251|ref|XPJ)11989.3| ELKL motif kinase 1 
isoform a [Homo sapiens] 


9E-18 


3286 


126686 


gi|126686|sp|P27424|MGPl BOVIN MICROFD3RIL- 
ASSOCIATED GLYCOPROTEIN PRECURSOR 
(MAur) (MACjP-1) (lRUPUfcLASlIN-BINDlNCj 
PROTEIN) pir||A54151 microfibril-associated 
glycoprotein precursor - bovine gb|AAA62715.1| 
{jyLDyoj i) nucrononi-assuciaieQ glycoprotein [x>os 
taurus] gb|AAB29686. 1| (S68064) microfibril- 

as^nciated o^lvcnnrntein KTACrP = fTonne1a<5tiii-«l)infiinff 

CwOUwldlwU glY \S\JIJ1 SJlXsLUj i'i-TLVJ i LL LULL W LH VJ.11 1 

protein [cattle, Peptide Partial, 183 aa] [Bos taurus] 


5.4 


3293 


13622462 


gi|13622462|gb(AAK34181.1| (AE006573) conserved 
hypothetical protein [Streptococcus pyogenes Ml GAS] 


6 


3295 


7523494 


gi|7523494|dbj|BAA94222.1| (AP001633) hypothetical 
protein [Oryza sativa] 


0.16 


3301 


5815436 


gi|5815436|gb|AAD52672.1lAF178772_l(AF178772) 
98kDa HDM allergen [Dermatophagoides ferinae] 


8.3 
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NO 
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N 
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3302 


7522146 


gi|7522146|pir||T17467 rifemycin polyketide synthase 
modules 9-10 - Amycolatopsis mediterranei 
emb|CAAl 1039. 1| (AJ223012) niacin polyketide 
synthase, type 1 [Amycolatopsis mediterranei] 
gb|AAC01714.1| (AF040570) polyketide synthase 
[Amycolatopsis mediterranei] 


8.5 


3313 


14737876 


gL\i't/j /o /o\LGi\ysjr_jjj xojd. i\ couagen, xype v, aipna i 
[Homo sapiens] 


9.6 


3316 




gill0092673|ref|NPJ)64709.1| hypothetical protein 
[Homo sapiens] rel}XPJ)48065.1| hypothetical protein 
[Homo sapiens] gb|AAC24312.1| (AC004382) 

T Tnlrn rvwrn ttpnf T\TOfTiir*fr rHrvnfirt cqt\i^*tic 1 
UlirJUUVVil gCllC piUUUL/L |Xi.UlIlU bdJJlCIlbJ 




3317 


135937 


gj|135937|sp|P04924|TNFA_RABIT TUMOR 
NECROSIS FACTOR PRECURSOR (TNF-ALPHA) 
(CACHECTIN) gb|AAA31482.1| (M12846) tumor 
necrosis factor [Oryctolagus cuniculus] 
go[AA/xj i*fo4. i j \rwyjD i *\)) uimor necrosis iactor 
[Oryctolagus cuniculus] 


8.2 


3318 


11282039 


gi|11282039|pir||C82096 aminoacyl-histidine dipeptidase 
VC2279 [imported] - Vibrio cholerae (group 01 strain 
in ios'Oj.j go|A/\ryj £ tZj.ij yi\&x)\) l \£yy) anunoacyi- 
histidine dipeptidase [Vibrio cholerae] 


0.73 


3320 


11360605 


gi|l 136UoU5|pir||A5l732 conserved hypothetical protem 
TC0009 [imported] - Chlamydia muridarum (strain 
Nigg) gb|AAF38902.1| (AE002269) conserved 
hypothetical protein [Chlamydia muridarum] 


9.2 


3321 


7491033 


gi| / hv Ik) j j |pu || i j o^y j nypotneucai protem 
SPAC29B 12.07 - fission yeast (Schizosaccharomyces 
ppmbe) 


0.46 


3322 


102425 


gi|1024251pir||B41 132 collagen-related protein 2 - Hydra 

mnonfnaninntA ffraompnt^ nirflS^lQ^O mini-fT»11flOPti - 

Hydra sp emb|CAA43380.1| (X61046) mini-collagen 
[Hydra sp.] 


0.99 


3328 


7507644 


gi|7507644|pir||T25887 hypothetical protein T10H10.2 - 
Caenorhabditis elegans gb(AAB37989.1| (U80848) 
T10H10.2 gene product [CaenoAabditis elegans] 


4.3 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


TWJrRTPTHTM 

LJL-jJ V^J\ 1 1 1 1 Wl\ 


P VAT TIP 


3331 


3738325 


gi|3738325|gb|AAC63666.1| (AC005170) cyclic 
nucieouue anQ caimouuiifl-regiuaieu ion cnannei 
[Arabidopsis thaliana] 


9.1 


3332 


8978523 


gi|8978523|dbj|BAA98360.1| (AP002545) CT147 
hypothetical protein [Chlamydophila pneumoniae J138] 


8.3 


3337 


12382001 


gi| xz t joz.uwijUDj|iJ-rvDz.iz /v. i j ^ArvUiOH'tj nypouieucai 
protein [Oryza sativa] 


2.6 


3338 


1 1466493 

1 ItUUt-'J 


gijll466493lreflNP_038196.il cytochrome c oxidase 
subunit 3 [Chrysodidymus synuroideus] 
gb|AAF36962.1|AF222718__36 (AF222718) cytochrome 

c* nviHaQP QiiWiiTiit ^ r^hrv^nHiHvmiiQ cvnnrAiHpiiQl 
u uAJiuclov auuiuui j \\siu youuiuyiiitia oyiiuiuiucuoj 


5 4 


3339 


7475952 


gi|7475952|pir||H69754 two-component sensor histidine 
kinase homolog yccG - Bacillus subtilis 
dbj|BAA22234.1i (AB000617) YccG [Bacillus subtilis] 
emu|v-/i\X5 i Zvo / . 1 1 y/jyy ) sumiar io Two-component 
sensor histidine kinase [YccH] [Bacillus subtilis] 


5.9 


3344 


340613 


gi|3406 1 3|gb| AAA3 1 88 1 . 1| (L07545) A 'c' was inserted 
after nt 369 (=nt 10459 in genomic sequence (M10126)) 
to correct -1 frameshift probably due to gel compression 
[Leishmania tarentolae] 


1.4 


3345 


10121788 


gi|10121788|gblAAG13373.1| (AF268180) polyprotein 
[bovine viral diarrhea virus type 2] 


5.4 


3346 




gi|3641252|gb|AAC36318.1| (AF053127) leucine-rich 

I Cl/CjJ LUI ""iiiVv piUlCJLli JvliloaC [IVlolUo A. UUlUCou.l>aJ 


0 49 


3347 


6226170 


gi|6226170jsp|O67271|SYE_AQUAE GLUTAMYL- 
TRNA SYNTHETASE (GLUTAMATE-TRNA 
LIGASE) (GLURS) pirp70405 glutamate-tRNA 

lirrocp rpf fill 17^ - Amiifrv apnlinic 

gb|AAC07230.1| (AE000729) giutamyl-tKNA 
synthetase [Aquifex aeolicus] 


3 


3348 


2127912 


gj|2127912|pir||B64428 formate hydrogenlyase, subunit 
5 - Methanococcus jannaschii gb|AAB99031.1| 
(U67545) fonnate hydrogenlyase, subunit 5 
[Methanococcus jannaschii] 


2.9 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3351 


7507391 


gi|7507391|pir||T24665 hypothetical protein T07F10.4 - 

r^pnfirhnVifiitic pIponnQ ptnhlPAROl 94.1 11 (711(\fS$\ 
\^aCUUIilaUUlUb ClCgcUo ClIlUJV^/YDUiZ'T J. . 1| \£-i I f\j\jy) 

predicted using Geneftoder~Similarity to Human mRNA 
(KIAA0033) (TFLG436224) [Caenorhabditis elegans] 


6.3 


3355 


7476137 


gi|7476137|pir||A70989 hypothetical glycine-rich protein 
rvv i /vjo " AviyvAjuaCLonuni luucrcuiosis ^ strain rx3 /ivv j 

emb|CAB09311.1| (Z95890) PE_PGRS 

rMvcoHacferiiim tiihRrr,nln<JiQl 


4 1 


3359 


6782280 


gi|6782280|emb|CAB70102.1| (AL132949) Y53F4B.7 
[Caenorhabditis elegans] emb|CAB70113.2| 
(AL132949) Y53F4B.26 [Caenorhabditis elegans] 


5.6 


3361 


14133241 


gi|14133241|dbj|BAA86438.2| (AB032950) KIAA1124 
protein [Homo sapiens] 


0.28 


3362 


117000 


gi|l 17000|sp|P04371|COXl_TRYBB CYTOCHROME 
C OXIDASE POLYPEPTIDE I pir||ODUTMB 
cytochrome-c oxidase (EC 1.9.3.1) chain I - 
irypanosoma orucei mitocnonanon gD|AAt>jyzzj.i| 
(M14820) cytochrome c oxidase subunit I 
(Trypanosoma brucei] emb]CAB57806.1| (X01094) put. 
gene for cytochrome c oxidase subunit I gene 

rTrvnnTioQnma Vimr-pil 
^ x i y yai±\jj\Jiiux uiuwwij 


1 7 


3369 


2072972 


gi|2072972|gblAAC51276.1| (U93572) putative pl50 
[Homo sapiens] 


0.000008 


3371 




gi)13476092|ref|NP_l 07662.1) ABC transporter 
permease proiein [iviesonuzopium iouj 
dbj|BAB53448.1| (AP00301 1) ABC transporter 

nprmMQp nrfrtpin nV/TpcorliiTriKiiim Instil 


0 43 


3372 


13385538 


mll^ft^^Hlr^flXTP 0X031^ 11 PTTTTTW rTXbJA 
gl|lJJOJJ JO|reiJlNr_UoUj 10. I| IvJLIViilN CJJ1NA 

2810036K01 gene [Mus musculus] dbjpBAB28520.1| 
(AK0 12865) putative [Mus musculus] 


2E-58 


3376 


14765434 


gi|14765434|reflXPJ)30354.1| similar to KIAA0220 
protein (H. sapiens) [Homo sapiens] 


8 


3393 


10641134 


gi|10641134|dbj|BAB16313.1j (AB049587) fork 
head/HNF-3 homologue [Ciona savignyi] 


9.2 


3396 


11358605 


gi|11358605|pir||T49882 pectin methyl-esterase-like 
protein - Arabidopsis thaliana emb|CAB87932. 1| 
(AL163912) pectin methyl-esterase-like protein 
[Arabidopsis thaliana] 


4.1 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


3397 


4493932 


gi|4493932|emb|CAB38968.1| (AL034556) 
Hypothetical protein, PFC0580c [Plasmodium 
falciDaruml 


7 


3400 


11496667 


gi|i i^fyooo /jreijiNi:_uf jhoo.i) conservea nypouieticai 
protein [Borrelia burgdorferi] pir||F7023 1 conserved 
hypothetical protein BBG06 - Lyme disease spirochete 
plasmid G/Ip28-2 gb|AAC66054. 1| (AE000786) 
conserved hypothetical protein [Borrelia burgdorferi] 


7.3 


3403 


7020787 


gi|7020787|dbj|BAA91274.1| (AK000589) unnamed 
protein product [Homo sapiens] 


5E-19 


3404 


12045115 


gi|lzU4M15|rei|Nr_U/29zo.l| lipoprotein, putative 
[Mycoplasma genitalium] sp|P47502[Y260__MYCGE 

PRECURSOR pir||G64228 hypothetical protein 

V> rvtYi n 1 net nACr) - M^rr/M^l q cmo rrAtit+olinm 
uuiuuiug ivivj^uu iviyuupidoiiid. gwiiiuiiuini 

gb|AAC71481.1| (U39705) lipoprotein, putative 
rMvconlasma ffenitaliuml 


3.4 


3407 


13959004 


gi|13959004|gb|AAK5 1055.1|AF361075_2 (AF361075) 
UL24 [Canine herpesvirus] 


0.89 


3408 


13814730 


gj|13814730|gb|AAK4 1724. l| (AE006765) Hypothetical 

nrntein FSnlnSInhinj *;n1fatarir.nQl 

\jx yjwsLLi |^ u kxxx\jx\j \j uo ov/i i cmn ivitoj 


9 1 


3415 


12744896 

1a>i t TO J SJ 


gi|12744896|gtyAAK06840.1|AF329637_l(AF329637) 

mitfyfii^in 1 nrecnrwr n-Tnmo QaniRTi^l 


v. x.\j 


3416 


8922500 


FLJ10539 [Homo sapiens] dbj|BAA91669.1| 
TATC001401^ unnamed nrntfiin nrndiirt ITTnnm <?aTiipn<!l 


7.1 


3418 


6635084 


gi|6635084|emb|CAB64573.1| (AL135930) hypothetical 
protein L4738.02 [Leishmania major] I 


3.5 


3419 


296559 


gi|296559|emb|CAA49925.1| (X70529) ORF YBR1730 
[Saccharomyces cerevisiae] 


0.42 


3422 


5579432 


eil5579432leblAAD45553 1IU70376 18 (TJ70376^ 
SpcH [Streptomyces netropsis] 


6.3 


3423 


11466493 


gi|l 1466493|refJNP_038 196.1J cytochrome c oxidase 
subunit 3 [Chrysodidymus synuroideus] 
gb|AAF36962.1|AF222718J6 (AF222718) cytochrome 
c oxidase subunit 3 [Chrysodidymus synuroideus] 


6 


3424 


1084985 


gi| 1 084985 |pirJ|S5 1 908 cryptogene protein G1(ND9) - 
Leishmania tarentolae (strain LEM125) 


6.6 


3426 


8778413 


gi|8778413|gb|AAF79421.1|AC025808J(AC025808) 
F18014.6 [Arabidopsis thaliana] 


4.2 
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| Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3430 


13992688 


gi| i 5y yzoo o|gD[AAJ\3 1 D oz. 1 |AC022352_lo 

(AC022352) Putative retroelement [Oryza saliva] 


9.3 


3431 




gi|9280694|gblAAF86563. 1|AC069252_22 (AC069252) 
rznz.o [/vraDiQopsis inananaj 


i.i 


3437 


4115918 


gi|4115918|gb|AAD03429.1| (AF118222) similar to 
nascent polypeptide associated complex alpha chain 
[Arabidopsis thaliana] 


4.4 


3438 


7433244 


gi|7433244|pir||T0 1 75 1 gibberellin 20-oxidase - common 
tobacco dbj|BAA31690.1| (AB016084) Ntcl6 
[Nicotiana tabacum] 


1.2 


3439 


3978489 


gi|3978489|gb|AAC83366.1| (AF092918) unknown 
[Pseudomonas alcaligenes] 


8.5 


3441 


7506359 


gi|7506359[pir(|T23969 hypothetical protein R06C7.5 - 
Caenorhabditis elegans emb|CAA95843.1| (Z71266) 
Similarity to Human adenylosuccinate lyase 
(SW:PUR8_HUMAN), contains similarity to Pfem 
domain: PF00206 (Lyase), Score=165.2, E-value=3.5e- 
46, N=l~cDNA EST EMBL:Z14522 comes from this 
gene~cDNA EST yk67g5.3 comes from this 
gene-cDNA EST yk67g5> 


5.9 


3443 


12852662 


gi|12852662|dbj|BAB29494.1| (AK014667) putative 
[Mus musculus] 


2E-28 


3448 


9256527 


gi|9256527|ref|NPJ)61764.1| ceroid-lipofuscinosis, 
neuronal 8 (epilepsy, progressive with mental 
retardation) [Homo sapiens] 
gb|AAF13115.1|AF123757J (AF123757) putative 
transmembrane protein (Homo sapiens] 
gb|AAF13116.1|AF123758J (API 2375 8) putative 
transmembrane protein (Homo sapiens] 
gblAAF13117.1|AF123759_l (AF123759) putative 
transmembrane protein (Homo sapiens] 
gb|AAF13118.11AF123760J (AF123760) putative 
transmembrane protein [Homo sapiens] 
gb|AAF13119.1|AF123761 _1 (AF123761) putative 
transmembrane protein [Homo sapiens] 


2.7 


3457 


7705167 


tril7705167laWAACfi054S 91 ^543791 oiinrap- 

phosphate synthase; SPS [Spinacia oleracea] 


8.6 


3461 


10179322 


gi|10179322|dbj|BAB13673.1| (AB041350) type IV 
collagen alpha 5 chain [Mus musculus] 


0.25 


3462 


13882453 


gi|13882453|gb|AAK47018.1| (AE007102) hypothetical 
protein [Mycobacterium tuberculosis CDC1551] 


3.6 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3466 


2499996 


gi|2499996|sp|Q45298|PTGA_CORGL PTS SYSTEM, 
GLUCOSE-SPECIFIC HABC COMPONENT 
(EIIABC-GLC) (GLUCOSE-PERMEASE HABC 
COMPONENT) (PHOSPHOTRANSFERASE 
ENZYME II, ABC COMPONENT) (EH-GLC/Effl- 
GLC) gb|AAA22992.1| (L18875) phosphoenolpyruvate 
sugar phosphotransferase [Corynebacterium 
glutamicum] 


f 

9.9 


3467 


7503384 


gi|7503384jpiii|T31714 probable zinc proteinase (EC 
3.4.24.-) F44E7.4 - Caenorhabditis elegans 
gb|AAC25789.1| (AF016421) Hypothetical protein 
F44E7.4 [Caenorhabditis elpgans] 


5.1 


3472 


225485 


gi|225485|prf||1304284B beejin [Dictyostelium 
discoideumj 


5 


3482 


7302644 


gi|7302644|gb|AAF57724. 1| (AE003800) fj gene 
product [Drosophila melanogaster] 


0.19 


D'to 1 


3121914 


gi|3121914|sp|Q37679|COX3_THEAN 
CYTOCHROME C OXIDASE POLYPEPTIDE HI 
gb|AAA7363 1 . 1| (U32225) cytochrome oxidase 
polypeptide HI [Theileria annulata] 


6.9 


3489 


1351243 


gi|1351243|sp|P47749|THRR_XENLA THROMBIN 
RECEPTOR PRECURSOR pir||I5 1667 thrombin 
receptor - African clawed frog gb]AAA18498.1| 
(U 0963 2) thrombin receptor [Xenopus laevisj 


6.2 


3491 


12517831 


gi|1251783 l|gb|AAG58344.1|AE005549J (AE005549) 
aerobic respiration sensor-response protein; histidine 
protein kinase/phosphatase, sensor for arcA 
[Escherichia coli 0157:H7 EDL933] dbj|BAB37512.1| 
(AP002564) aerobic respiration sensor-response protein 
[Escherichia coli 0157:H7] 


6.9 


3492 


2240037 


gi|22400371gb|AAB66910.1| (AF005356) integrin 
subunit betaCnl [Acropora millepora] 


5.5 


3494 


14742385 


gi|14742385|refpO>_046349.1| 33219 [Homo sapiens] 


4.6 


3501 


12847027 


gi| iz<$4 / uz / |aDj |1>adz /4Uo . l i (AjvU 1 1 1 1 o) putative 
[Mus musculus] 


5.6 


3505 


1763691 


gi|1763691|gb|AAB39835.1| (U72048) glycoprotein 
[Classical swine fever virus] 


! 1.2 | 


3507 


13470696 


gi|13470696|ref|NP_102265.1| unknown protein 
[Mesorhizobium loti] dbj|BAB48051.1| (AP002994) 
unknown protein [Mesorhizobium loti] 


5.1 



552 



WO 02/14500 



PCT/US01/25840 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 




P VAT TTP 


3511 


7706335 


gi|7706335|ref|NP_057140.1| CGI-119 protein [Homo 
sapiens] gb|AAD34114.1|AF151877J (AF151877) 
CGI-119 protein [Homo sapiens] 


2.3 


3512 


13812236 


gi| i j o i zz jojrer|iNr_i i / . i| nypotnencai protein 
[Guillardiatheta] gb|AAK39923.1|AF165818_131 
(AF165818) hypothetical protein [Guillardia theta] 


2.4 


3513 




gi|75 10320|pir||T33571 hypothetical protein Y59C2A.2 - 
Caenorhabditis elegans gb|AAC68742.1| (AF099003) 
i j7^zA,z gene product [^aenoruoouius eiegansj 


U.3 / 


3517 


12724149 


gi|12724149|gb|AAK05281.1|AE006350_8(AE006350) 
HYPOTHETICAL PROTEIN [Lactococcus lactis 
subsp. lactis] 


1,7 


! 3519 


2342679 


gl|Zi4ZO/y|gO|AAi3/U4v)Z.l| \ACUvUlUo) similar to 
ViciasativaENBPl (gb|X95995). [Arabidopsis 
thaliana] 


5.2 


3520 




gi|73Uj35y|ret]Nr_U3oo5o.l| polycystic kidney disease 
1 homolog; polycystin-1 [Mus musculus] 
gb|AAC53207.1| (U70209) polycystic kidney disease 1 
proicin Livius muscuiusj 


Z.Z 


3523 


1353257 


gi|1353257|gb|AAB06234.1| (U26665) dimethyl 
sulphoxide reductase subunit B [Haemophilus 
influenzae] 


3.9 


3524 


14794474 


gi|14794474|gb|AAK73355. 1|AF390546_1 (AF390546) 
gut-enriched kruppel-like factor [Rattus norvegicus] 


0.47 


3527 


7510320 


gi|7510320|pir||T33571 hypothetical protein Y59C2A.2 - 
Caenorhabditis elegans gb|AAC68742.1| (AF099003) 
Y59C2A.2 gene product [Caenorhabditis elegans] 


0.89 


3530 


iniT?i»i 

L\JL 1 J lOL 


gijl0173181|dbj|BAB04286.1| (AP001509) nickel 
transport system (nickel-binding protein) [Bacillus 
naiouuiansj 




3531 


7442453 


gi|74424531pir||G722l5 oligopeptide ABC transporter, 
permease protein - Thermotoga maritima (strain MSB8) 

ABC transporter, permease protein [Thermotoga 
maritima] 


8.7 


3532 


11136027 


gi|l 1136027|sp|O88553|ZF37_RAT ZINC FINGER 
PROTEIN 37 (ZFP-37) gblAAC24590.1| (AF072439) 
zinc-finger protein-37; ZFP-37 [Rattus norvegicus] 


1.8 



553 



WO 02/14500 



PCT/US01/25840 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 


ACCESS 






NO 


N 


DESCRIPTION 


P VAT TTF 


3538 


14732500 


gi| 147325 00|reflXP_04 1 698 . 1 1 hypothetical protein 
FLJ10904 [Homo sapiens] ref|XP_04 1699.1) 50659 
[Homo sapiens] 


8.5 


3540 


7438506 


gi| /*f jojuo[pirjj luyyOD nuiosis-speciiic cyciin Jo-type - 
Madagascar periwinkle dbj|BAA2041 1. 1| (D86386) B- 

tvnp /*\/pIiti rf**iitnJ>TTinf'liiic rncpncl 


n 7s 


3541 


7495199 


gi|7495199|pir||T31857 hypothetical protein C02E7.14 - 
v^aenornauQius eiegans gD|AAv,ZH- x / 1 . 1 1 \/\Jr u i o*Hto ) 
Hypothetical protein C02E7.14 [Caenorhabditis 
elegans] 


4.9 


3542 


162223 


oil 16797^10^1 A A A^ft7T* 11 fM771fV^PTsJA nnK/mprQCP 

gi] l ozz-z j |gu|/\/v/\ j uz j d . i j ^iviz / 1 o j j ivtN i\ polymerase 
HI [Trypanosoma brucei] 


4.9 


3546 


6635084 


gi|6635084|emb|CAB64573.1| (AL135930) hypothetical 
protein L4738.02 [Leishmania major] 


2.7 


3549 


13095647 


g\\ij\jyjo i t /(rei|i>jr__u/o3oz.i| unKnown |£>ovine 
herpesvirus 4] gb|AAK07989. 1|AF3 18573_69 
(AF318573) unknown [Bovine herpesvirus 4] 


6.9 


3551 


11359423 


gi|i ijjyHZj\p\i\\iHo i£y nypotneucai protein ojjh.jv 
[imported] -Neurosporacrassaemb|CAB88545.1| 

\jt\XjDjjoiyj vAJiibci vcu uypuuicucai piuiciii 

[Neurospora crassa] 


5.3 


3556 


13241881 


gi|13241881|gb|AAK16450.1| (AF327992) cytochrome 
oxidase subunit I [Platycryptus undatus] 


9.7 


3562 


4589564 


oild^RQS&LMKilRA A76Rftd 11 f AT^fi7'^177^ 1TTA AHQAH 

protein [Homo sapiens] 


4.8 


3563 


7486330 


gi|7486330|pir||T05113 hypothetical protein 
F28M20.240 - Arabidopsis thaliana emb|CAA19766.1| 
(AL03 1004) putative protein [Arabidopsis thaliana] 
emb|CAB79875.1| (AL161579) putative protein 
[Arabidopsis thaliana] 


8.3 


3569 


118965 


gi|118965|sp|P23098pYHC_TRIGRDYNEIN BETA 
CHAIN, CILIARY pirl|S17653 dynein beta heavy 
chain, ciliary - sea urchin (Tripneustes gratilla) 

pnihiPAA49170 11 OTSQfiO^VTWa hraw chain of nnter- 

arm axonemal dynein ATPase [Tripneustes gratilla] 
prf||1714372A dynein:SUBUNIT=beta heavy chain 
[Tripneustes gratilla] 


7.7 


3571 


7662078 


gi|7662078|refiNP__055454.1| KIAA0372 gene product 
Porno sapiens] dbj|BAA20827.1| (AB002370) 
KIAA0372 [Homo sapiens] 


5E-65 



554 



WO 02/14500 



PCTYUS01/25840 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) | 


SEQDD 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3576 


5803098 


gi|5803098|reflNP_006757.1| zinc finger protein 220; 
Monocytic leukemia zinc finger protein [Homo sapiens] 
sp|Q92794|MOZ_HUMAN MONOCYTIC 
LEUKEMIA ZINC FINGER PROTEIN (ZINC 
FINGER PROTEIN 220) gb|AAC50662. 1| (U47742) 
monocytic leukaemia zinc finger protein [Homo sapiens] 


4.6 


3582 


9964384 


gi|9964384|ref]NP_p64852.1| AMV070 [Amsacta 
moorei entomopoxvirus] gb|AAG02776.1|AF250284_70 
(AF250284) AMV070 [Amsacta moorei 
entomopoxvirus] 


9 


3583 


13272342 


gi|13272342|gb|AAK17105.1|AF291051_2 (AF29105 1) 
ATP synthase subumt a [Candidates Carsonella ruddii] 


1.3 


3586 


7505649 


gi|7505649|pir||T28783 hypothetical protein K09E10.1 - 
Caenorhabditis elegans gb|AAC48044.1| (AF003149) 
Hypothetical protein K09E10.1 [Caenorhabditis 
elegans] 


2.9 


3587 


2981631 


gi|2981631|dbj|BAA25253.1| (AB012223) ORF2 [Canis 
familiaris] 


0.98 


3590 


6018210 


gi|60182101gblAAF01791.1| (AF143853) 82 kD heat 
shock protein [Moniliformis moniliformis] 


0.15 


3593 


7160719 


gi|7160719|emb|CAA88053.2| (Z48007) contains 
similarity to Pfam domain: PF00069 (Eukaryotic protein 
kinase domain), Score=49.7, E-value=3.4e-13, N=3; 
PF0021 1 (Adenylate and Guanylate cyclase catalytic 
domain), Score=325.1, E-value=2.5e-94, N=l; 
PF01094 (Receptor femily ligand bi> 


4.3 


3599 


7470593 


gi|7470593|pir||S75491 hypothetical protein slr2115 - 
Synechocystis sp. (strain PCC 6803) dbj|BAA18052.1| 
(D9091 1) ORF_ID:slr21 15~unknown protein 
[Synechocystis sp. PCC 6803] 


5.5 


3600 


1334398 


gi|1334398|emb|CAA33190.1| (X15081) MURF2 
protein (AA 1-348) [Crithidia fasciculata] 


2.2 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3602 


118965 


gi|l 18965|sp|P23098pYHCJTRIGR DYNEIN BETA 
CHAIN, CILIARY pir||S17653 dynein beta heavy 
chain, ciliary - sea urchin (Tripneustes gratilla) 
emb|CAA42170.1| (X59603) Beta heavy chain of outer- 
arm axonemal dynein ATPase [Tripneustes gratilla] 
prfl|17 14372A dynein:SUBUNIT=beta heavy chain 
[Tripneustes gratilla] 


9.8 


3603 


14578630 


gi|14578630|gb|AAK68919.1[AF189282_9(AF189282) 
putative glycosyltransferase [Bacteroides fragilis] 


0.29 


3606 




gi|14318569|reflNP_116702.1| Yfr044cp 
[Saccharomyces cerevisiae] sp|P43616|YFL4_YEAST 
HYPOTHETICAL 52.9 KD PROTEIN IN SAP 15 5- 
YMR31 LNTERGENIC REGION pir||S56299 
hypothetical protein YFR044c - yeast (Saccharomyces 
cerevisiae) dbj|BAA09283.1| (D50617) YFR044C 
[Saccharomyces cerevisiae] 


3 


3609 


10581847 


gi|10581847|gb|AAG20525.1| (AE005124) Vng2444c 
(Halobacterium sp. NRC-1] 


4.5 


3616 


1363925 


gi|1363925|pir||S57662 hypothetical protein 2 - North 

A * ft* . . \ \ | A 1 Ann 1 ri i I 

American opossum (fragment) emb|CAA88817.1| 
(Z48955) ORF-2, putative RT [Didelphis virginiana] 


3.6 


3618 


loOoouy 


gi|1808609|emb|CAA64091.1] (X94355) D6L [Cowpox 
virus] emb|CAA72556.1| (Y11842) C6L [Cowpox 
virus] 


9.6 


3619 


14775653 


gi|14775653|refpCP_045559.1| similar to KIAA0565 
gene product (H. sapiens) [Homo sapiens] 


4.7 


3621 


7475003 


gj|7475003|pir||G69801 hypotbetical protein yfhO - 
Bacillus subtilis emb|CAB12689.1| (Z99108) yfhO 
[Bacillus subtilis] dbj|BAA24481.1| (D85082) YmO 
[Bacillus subtilis] 


8.1 


3626 




gi|5902895|dbj|BAA84478. 1| (AB032367) type I 

•nnlvlrp+iHp cvrrfhac** AVP^l ^ r^+rf»ntr»m\/r»*»c a*«*rmitilicl 
[JyJiy kcuuc ayniiiaac r\ v xZiO j yo ir cpiumyocb a vci 1 1 u uiioj 




3627 


7444049 


gi|7444049|pir||F72275 phosphate regulon transcription 
regulator PhoB - Thermotoga maritima (strain MSB8) 
gb|AAD36333.1|AE001781_4 (AE001781) phosphate 
regulon transcriptional regulatory protein PhoB 
[Thermotoga maritima] 


2.8 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3630 


7507776 


gi|7507776|pir]|T16867 probable cytochrome P450 

■i xjy^J.X ^bUIUlculLyj v^dCI 1UI 11 <±U 111 US ClygallS 


1 fx 

l.O 


3632 




gijl 1360480|pir1|H82745 acyl-[ACP]-UDP-N- 
acetylglucosanrine XF0918 [imported] -Xylella 
festidiosa (strain 9a5c) gb|AAF83728.1|AE003931_5 
(AE00393 1) acyl-[ACP]-UDP-N-acetylglucosainine 

lyvyiOUa labUUlUacl zfcLJGj 


1 1 


3633 


13873167 


gi|13873167|gb|AAK43406.1| (AF196891) 
polygalacturonase inhibitor protein [Fragaria vesca] 
gb|AAK43407. 1| (AF196892) polygalacturonase 
inhibitor protein [rragana vescaj gb[AAK43408. 1| 
(AF 196893) polygalacturonase inhibitor protein 
[Fragaria vesca] 


3.7 


3636 


1flQ4fi71ft 

lU^tO / 1\J 


gi|10946710|ref|NP_067350.1| Rhesus blood group- 
associated B glycoprotein; Rh type B glycoprotein [Mus 
musculus] gb|AAF19371.1| (AF193808) Rh type B 
glycoprotein [ivius muscuiusj 


A O 


3638 ; 


7447412 


gi|7447412|pir||T06201 xyloglucan endo-l,4-beta-D- 
glucanase (EC 3.2.1.-) - barley emb|CAA63662.1| 
(X93 174) xyloglucan endotransglycosylase (XET) 
[Hordexun vulgare] 


5.5 


3639 


12620601 


gi|12620601|gb|AAG60877.1|AF322012J82 
(AF322013) ID409 [Bradyrhizobiumjaponicum] 


6.4 


3640 


1 1 TsAI ft 


gi|1175418|sp|Q09743|ST16_SCHPO STB16 
PROTEIN pir||T39379 sexual differentiation and 
meiosis protein ste20 - fission yeast 
(Schizosaccharomyces pombe) emb|CAA908 1 5 . 1 1 
(Z54140) required for sexual differentiation and meiosis 
pcnizosaccnaromyces pombej emb|LAA1175o.l| 
(AJ223984) Ste20 protein [Schizosaccharomyces 
pomoej 


4.0 


3641 


1172876 


gi| 1 172876|sp|P35906|RDS_FELCA PERIPHERIN 

pir||I46087 peripherin- catgb|AAA19175.1| (M94047) 
peripherin [FeUs catus] 


5.1 ! 


3643 


825671 


gi|825671|emb|CAA34809.1| (X16934) B23 
nucleophosmin (280 AA) [Homo sapiens] 


2E-10 


3645 


2388576 


gi|2388576|gb|AAB7 1457.1| (AC000098) YUP8H12.17 
[Arabidopsis thahana] 


3.7 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3648 


7498664 


gi|7498664|phj|T20598 hypothetical protein F08G2.4 - 
Caenorhabditis elegans emb|CAB04058.1| (Z81495) 
predicted using Genefinder-cDNA EST yk401a9.3 
comes from this gene-cDNA EST yk401a9.5 comes 
trom tnis gene~cDNA ho I yk523ao.3 comes from this 
gene-cDNA EST yk523d8.5 comes from this gene 
[Caenorhabditis elegans] gb|AAG50226.1|AF303268_l 
(AF303268) 20123 [Caenorhabditis elegans] 


9.4 


! 3654 


225992 


j ? 7^ |prx| 1 1 wj j z o/\ vji^i gene [riuinu sapiens j 




3657 


422532 


gi|422532|pir||A45407 collagen alpha 3(TV) chain - sea 
urchin (Strongylocentrotus purpuratus) 


0.94 


3658 


14149807 


i^yov /\TGi\r^r^i ljd i nypomeucai protein 
DKFZp434K1421 [Homo sapiens] emb|CAB66740. 1| 
\f\i-iLD\jo\j\jj nypuuieucai pruiem [riuniii oopiensj 




3665 


134872 


gi|134872|sp|P13666|SRCA_RABIT 

CATJTAT TTAjrcTVTTVT Tjp'cr'TTPCnP <vkl A A A^l 1 QQ 1 1 
o Aivvy ALf U iVUblN UN rKJi\^UKoUlvgD|AAA3l 13$y.l| 

(M25750) sarcolumenin precursor [Oryctolagus 

fit m f*i i In cl 
L/UIilOUlUbJ 


0. 1 


3670 


14734955 


gi|14734955|reflXP_046758.1| tensin [Homo sapiens] 


0.47 


3675 


14742385 


gijl4742385lrefpCP_046349.il 33219 [Homo sapiens] 


2.1 


3676 


2197085 


gl|Ziy /Uoj|gD[AAL;U*fOJj.l| \J\r\J\)jDDJ) UKrZ-llKe 

protein [Homo sapiens] 


0.14 


3690 


1711034 


gi|1711U34|gb[AAI336323.1| (U78953) basic nelix-loop- 
helix DNA binding protein HLH-3 [Caenorhabditis 
elegans] 


5.4 


3692 


2072964 


gi|2072964|gb|AAC51271. 1| (U93569) putative pl50 
[jtiomo sapiensj 


U. 1_> 


3693 


1857258 


gi|1857258|gblAAB48409.1| (U75538) putative viral 
polymerase [tobacco streak virus] 


5.3 


3694 


8573079 


gi|o573U79|rei|Nr_059567.1| NAUrl dehydrogenase 
subunit 1 [Sciurus vulgaris] emb|CAB93985.1| 

(AJ23 8^881 NADH dehdrnpenase «mbunit 1 TSciuruQ 

vulgaris] 


3E-15 


3699 


12654875 


gi|12654875|gb|AAH01281.1|AAH01281(BC001281) 
tumor necrosis factor receptor superfamily, member 10b 
|Homo sapiens] 


7.9 


3704 


2961586 


gi|2961586|gb|AAC05758.1| (AF05 1294) NADH 
dehydrogenase subunit 1 [Dalbulus gelbus] 


4.3 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


' DESCRIPTION 


P VALUE 


^707 


1504016 


gi|1504016|dbj|BAA13207.1) (D86971) no siimlanties 
to reported gene products [Homo sapiens] 


6E-11 


37flQ 
d f\jy 


11466493 


gi|11466493|refiNP__038196.1| cytochrome c oxidase 
subunit 3 [Chrysodidymus synuroideus] 
gb|AAF36962.1|AF222718_36 (AF222718) cytochrome 
c oxidase subunit 3 [Chrysodidymus synuroideus] 


5.7 


3 / 1U 


14089788 


gi|14089788|emb|CAC13547.1| (AL445564) 
LIPOPROTEIN [Mycoplasma pulmonis] 


2.4 


3724 


8978260 


gi|8978260|dbj|BAA9815Ll| (AB025612) CLP 
protease regulatory subunit CLPX-like [Arabidopsis 
thaliana] 


5.4 


3727 


1 A T A Ct A t 

14748431 


gi|14748431|reflXP_018068.2| hypothetical protein 
MGC3199 [Homo sapiens] 


0.000009 


3734 


10727054 


gi|10727054|gb|AAF46943.2| (AE003459) CG3037 
gene product Prosophila melanogaster] 


3.8 


3735 


6323629 


gi|6323629|refINP_013700.1| Yml013c-ap 
[Saccharomyces cerevisiae] pir||S69871 hypothetical 
protein YML012c-a - yeast (Saccharomyces cerevisiae) 


9 


J / jO 


4502081 


gi|4502081|reflNP_001626.1| amphiphysin; 
amphiphysin (Stiff-Man syndrome with breast cancer 
128kD autoantigen) Porno sapiens] refpff_035768.ll 
amphiphysin [Homo sapiens] ref|XP_035767,l| 
amphiphysin [Homo sapiens] 
sp|P494 1 8 1 AMPH JIUMAN AMPHIPHYSIN 
pir||S62400 amphiphysin (clone 22-2) - human 
gb|AAA21865.1| (U07616) amphiphysin [Homo 
sapiens] emb|CAA57197.1| (X81438) amphiphysin 
[Homo sapiens] 


0.61 


3741 


7492913 


gi|7492913|pir||T40695 probable ribosomal protein 
precursor, mitochondrial - fission yeast 
(Schizosaccharomyces pombe) emb|CAB36868.1| 
(ALUiDDio) nutocnondnal nbosomal protein L36 
[Schizosaccharomyces pombe] 


6.7 


3743 


1168945 


gi|l 168945|sp|P30572|CHS2_CANAL CHTITN 
SYNTHASE 2 (CfflTIN-UDP ACETYL- 
GLUCOSAMINYL TRANSFERASE 2) 
gb|AAB59308.2| (M82937) chitin synmase 2 [Candida 
albicans] 


1.2 



559 



WO 02/14500 



PCT/USO 1/25840 





Table 3B Neatest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


N 


DESCRIPTION 


P VALUE 


3745 


12722927 


gi|12722927|gb|AAK04181.1[AE006247_3 (AE006247) 
UNKNOWN PROTEIN [Lactococcus Iactis subsp. 
lactisj 


2.9 


3747 


6090792 


gi|6090792|gb|AAF03328.1| (AF101747) olfectoiy 
receptor [Pan paniscus] 


4.1 


3750 


12846356 


gi|12846356|dbj|BAB27137.1| (AK010713) putative 
(Mus musculus] 


0.000000004 


3754 


4240279 


gi|4240279]dbj)BAA74918.1| (AB020702) KIAA0895 
protein [Homo sapiens] 


10 




543715 


gi|543715|sp|P36875|2AAAJPEA PROTEIN 
PHOSPHATASE PP2A REGULATORY SUBUNTT A 
(PR65) pir||S40171 phosphoprotein phosphatase 2A 
65kDa regulatory chain - garden pea (fragment) 
pir||S43776 phosphoprotein phosphatase 2A 65kDa 
regulatory subunit - garden pea (fragment) 
emb|CAA81 107.1) (Z25888) phosphoprotein 
phosphatase 2A 65kDa regulatory subunit [Pisum 
sativum] 


6E-12 


3756 


11353649 


gi|l 1353649|pir||D81094 hypothetical protein NMB1340 
[imported] - Neisseria meningitidis (group B strain 
MD58) gb|AAF41715.1| (AE002482) hypothetical 
protein [Neisseria meningitidis MC58] 


3.4 


3761 


11276053 


gi|11276053|gb|AAG33872.1|AF319939J(AF319939) 
enhancin [Choristoneura fiimiferana granulovirus] 


4.3 


3763 


13812312 


gi|13812312)ref|NPJ13430.1| 40S ribosomal protein 
SSA [Guillardiatheta] emb|CAC26999.1| (AJ010592) 
40S ribosomal protein SSA [Guillardiatheta] 


9.3 


3764 


All SQd'? 


gi|4115943|gb|AAD03453.1| (AF118223) contains 
similarity to eukaryotic protein kinase domains (Pfam: 
PF00069, score=312.6, E=4.7e-90, N=l j and EF hand 
domains (Pfem: PF00036, score=131, E=2.1e-35, N=4) 
[Arabidopsisthaliana] emb|CAB80837.1| (AL161501) 
putative calcium dependent protein kinase [Arabidopsis 


1 1 i 


3765 


7494381 


gj|7494381|phi|H71613 probable multiple 
transmembrane domain protein PFB0475c - malaria 
parasite (Plasmodium falciparum) gb|AAC71884.1| 
(AE001397) predicted multiple transmembrane domain 
protein [Plasmodium falciparum] 


8.5 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQBD 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3768 


3930075 


gi|3930075|gb|AAC82262.1| (U81928) envelope 
glycoprotein [Human immunodeficiency virus type 1] 


2.5 


3769 


4493896 


gi|4493896|emb|CAB39005.1| (AL034558) predicted 
using hexExon; MAL3P2.18 (PFC0245c), Hypothetical 
protein, len: 3934 aa [Plasmodium falciparum] 


9.2 


3770 


14193274 


gi|14193274|gb|AAK55866.1|AF267203_2(AF267203) 
ATP synthase gamma subunit [Candidatus Carsonella 
ruddii] 


6.3 


3771 


11499055 


gi|11499055|reflNP_070289.1| hypothetical protein 
[Archaeoglobus fulgidus] sp|O28812|YE60_ARCFU 
HYPOTHETICAL PROTEIN AF1460 pir||C69432 
hypothetical protein AF1460 - Archaeoglobus fulgidus 
gb|AAB89791.1| (AE001002) A fulgidus predicted 
coding region AF1460 [Archaeoglobus fulgidus] 


5.9 


3773 




gi|7301453|gblAAF56578.1| (AE003755) CG12290 
gene product [Drosophila melanogaster] 


a t 

y.5 


3777 


11467606 


gi]l 1467606)ref|NP_050068.1| NH2 terminus uncertain 
[Leishmania tarentolae] pir||B26696 hypothetical protein 
1 (CYb-COII intergenic region) - Leishmania tarentolae 
mitochondrion (fragment) gb|AAA96601.1| (M10126) 
NH2 terminus uncertain [Leishmania tarentolae] 


0.4 


3780 


7507710 


gi|7507710[pir||T23023 hypothetical protein T12A7.5 - 
Caenorhabditis elegans emb|CAB07423.1| (Z92847) 
cDNA EST yk26a3.5 comes from this gene-cDNA EST 
yk29g7.5 comes from this gene-cDNA EST yk29g8.5 
comes from this gene-cDNA EST yk50c8.5 comes from 
this gene-cDNA EST yk52f!2.5 comes from this 
gene-cDNA EST yk53cl.5 comes from this 
gene-cDNA EST> emb|CAA98143.1| (Z7391 1) cDNA 
EST yk26a3.5 comes from this gene-cDNA EST 
yk29g7.5 comes from this gene-cDNA EST yk29g8.5 
comes from this gene~cDNA EST yk50c8.5 comes from! 
this gene-cDNA EST yk52fl2.5 comes from this 
gene-cDNA EST yk53cl.5 comes from this 
gene-cDNA EST> 


2.6 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


N 


DESCRIPTION 


P VALUE 


3783 


13994312 


gj|139943 12|refjNP_l 14137. 1| testis transcript Y 13 
[Homo sapiens] ref|XP_040549.1| testis transcript Y 13 
[Homo sapiens] gb|AAK13492.1|AF332242_l 
(AF332242) transcnpt Y 13 [Homo sapiens] 


2.6 


3786 


1169093 


gi|1169093|sp|P45815|Cm_YARLI COPPER 
RESISTANCE PROTEIN CRF1 emb|CAA80803.1| 
(Z23265) Product required for copper resistance 
[Yarrowia lipolytica] 


7.1 


3787 


3599476 


gi|3599476|gb|AAC69336.1| (AF084637) serendipity 
alpha protein [Drosophila virilis] 


2.5 




14728817 


gi|14728817|reflXP_047357.1| KIAA0342 gene product 
[Homo sapiens] 


9.5 


j lyj 


11281706 


gi|l 128 1706|pir||B8 1937 competence protein NMA0906 
[imported] - Neisseria meningitidis (group A strain 
Z2491) emb|CAB84183.1| (AL162754) competence 
protein [Neisseria meningitidis Z2491] 


5.5 


3797 


11096149 


gi|I1096149|gb|AAG30214.1|AF296334J (AF296334) 
collagen-like surface protein [Streptococcus pyogenes] 


2.4 


3798 


1827933 


gi| 1 827933 |pdb| 1PCAJ Procarboxypeptidase A 
(E.C.3.4:12.2) 


1.3 


3800 


6320364 


gi|6320364|refINPJ)10444.1| regulator of transporters; 
Ssylp [Saccharomyces cerevisiae] 
sp|Q03770|SSYl_YEAST PUTATIVE AMINO-ACK) 
PERMEASE SSY1 pir||S57984 probable membrane 
protein YDR160w - yeast (Saccharomyces cerevisiae) 
emb|CAA90380.1| (Z50046) unknown [Saccharomyces 
cerevisiae] 


0.92 


3803 


1 A ATI f«i 

14973521 


gi|14973521|gb|AAK76078.1| (AE007490) ribosomal 
large subunit pseudouridine synthase, RluD subfamily 
[Streptococcus pneumoniae] 


7.4 


3807 


10834955 


gi|10834955|ref|NP_066916. 1| ICP4 protein [GalHd 
herpesvirus 3] dbj|BAB16594.1| (AB049735) ICP4 
protein [Gallid herpesvirus 3] 


1.6 


3817 


13430085 


gi|13430085|gb|AAK25738.1|AF291747J (AF291747) 
zinc-finger transcription factor KROX20 [Gallus gallus] 


0.63 


3822 


7462422 


gi)74624221pirHA72258 hypothetical protein - 
Thennotoga maritima (strain MSB8) 
gb|AAD36479.1|AE001793_9 (AE001793) hypothetical 
protein [Thermotoga maritima] 


9.7 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3828 


7517565 


g*l / j a f j\jj\pii\[t\/yjjjL& nypoLacucai protein aq jxi - 
Aquifex aeolicus gb|AAC06616.1| (AE000683) putative 

nrotftin FAniiifev flRnliciiQl 

UlUlvlii [^nkUlLLLvA uvVlXvUoJ 


3 7 
j. / 


3830 


3924618 


gi|3924618|gb|AAC79121.1| (U88902) putative 
envelope protein [Homo sapiens] 


0.0000006 


3835 


7023029 


protein product [Homo sapiens] 


4E-80 


3836 


12698001 


gi|12698001|dbj|BAB21819.1| (AB051515) KIAA1728 
protein (Homo sapiens] 


0.0004 


3837 


5281354 


gi|5281354|gb|AAD41491. 1|AF136456_1 (AF136456) 
transcription factor Tcf3b [Danio rerio] 


5 


3838 


9628045 


gi|9628045|ref|NP_042639.1| ORF 42 [Equine 
nerpesvirus zj pir jp j do3 / nypotnencai protein 4Z - 
equine herpesvirus 2 gb|AAC13830.1| (U20824) ORF 
42 [Equine herpesvirus 2] 


7.1 


3839 


9964462 


gil9964462lrefINP_064930.ll AMV148 [Amsacta 
moorei entomopoxvirus] 

gb|AAG02854.1|AF250284J48 (AF250284) AMV148 
[Amsacta moorei entomopoxvirus] 


5.8 


3844 


13357611 


gi|1335761 l|re£|NP_077885. 1| membrane nuclease A - 
hypothetical [Ureaplasma urealyticumj pir||A52939 
membrane nuclease A, hypothetical UU055 [imported] - 
Ureaplasma urealyticum gb|AAF30460. 1|AE0021 05_1 
(AE002105) membrane nuclease A - hypothetical 
[Ureaplasma urealyticum] 


2.9 


3845 




gi|2425188|dbj|BAA2228Ll| (AB007035) FGF receptor 




3848 


11351069 


gi|l 135 lUoy[pu^|rio3232 probable Air-dependent 
helicase PA3297 [imported] - Pseudomonas aeruginosa 
(strain PAOl) gb|AAG06685. 1|AE004752_1 
(AE004752) probable ATP-dependent helicase 
[Pseudomonas aeruginosa] 


4.2 


3850 


7141304 


gi|7141304|gb|AAF37281.1| (AF225702) RSH1 
FArahiHrinsis thalianal 


9.3 


3852 


11352313 


gi| 1 13523 13|pir||G83376 probable trehalose synthase 
PA2152 [imported] - Pseudomonas aeruginosa (strain 
PAOl) gb|AAG05540.1(AE004642_7 (AE004642) 
probable trehalose synthase [Pseudomonas aeruginosa] 


3 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 




P VAT TTP 

r ViVLfUXi 


3856 


9453863 


gi|9453863|dbj|BAB03284.1| (AB037278) complement 
C4A [Cyprinus carpio] 


5.5 


3859 


11466282 


gi|l 1466282|refINP_049597.1| orfl386 [Tetrahymena 
orfl386 [Tetrahymena pyriformis] 


7.5 


3861 




gi|9626695|ref|NP_040967.1| overlapping out-of-phase 
protein [Eggplant mosaic virus] 
sp|P20129|V70KEPMV 70 KD PROTEIN 
gb|AAA43038.1| (J04374) overlapping out-of-phase 

ir\Tf\tf*ir\ 1 Ktrrrnl q rxf trmccttc T/inicl 




3862 




gi|7473683|pir||H75456 probable succinate 
dehydrogenase, hydrophobic subunit SdhD - 
Deinococcus radiodurans (strain Rl) 
gu|AAriUDzo.i|AiiUUiy4/__y (Anuuiy4/j succinate 
dehydrogenase, hydrophobic subunit SdhD, putative 
[.ueinococcus rauioauransj 




3864 


1 1JJ77JJ 


gi|11359953|pir||T46330 hypothetical protein 
DKFZp434D0513.1 - human (fragment) 
emb|CAB70660.1| (AL137259) hypothetical protein 
[noino sapiens j 




3867 




gi|3056600|gb|AAC1391 1.1[AAC13911 (AC004255) 

1*1 T7Q 01 1 A fohiHfYncic "fTialiQital 
1 [.r\id.UKlupMo illalldJidj 


J.J 


3872 


11358605 


gi|11358605|pir||T49882 pectin methyl-esterase-like 
protein - Arabidopsis thaliana emb|CAB87932. 1| 
yALi Lojyiz) pectin meinyi-es terase -liKe proiein 
[Arabidopsis thaliana] 


3.9 


3873 


5917666 


gi|5917666|gb|AAD55980.1(AF159297J(AF159297) 
extensin-like protein [Zea mays] 


9.2 


3879 


15011489 


eill5011489lfiblAAK77584 1IAF396436 24 
(AF396436) heme maturase [Tetrahymena thermophila] 


3 


3880 


5835877 


gi|5835877|ref|NP_008647.1[ND2_15072 NADH 
dehydrogenase subunit 2 [Cerathis capitata] 
emb|CAB45088.1| (AJ242872) NADH dehydrogenase 
(ubiquinone) chain 2 [Ceratitis capitata] 


0.85 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3881 


10956089 


gi| 1 095 6089|ref|NP_0525 8 1 . 1 1 0rf2 [Pediococcus 
pentosaceus] ref|NP_037562.1| mobilization protein 
[Pediococcus pentosaceus] 
gb|AAD25894.1|AF069302_2 (AF069302) Or£2 
[Pediococcus pentosaceus] 

gb|AAD39619.1|AF033858_2 (AF033858) mobilization 
protein [Pediococcus pentosaceus] 


5.5 


3883 


9294238 


gi|y2y423o|abj|BAB02140.1| (APQ00411) contains 
similarity to reverse transcriptase~gene_id:Kl 1J14.5 
[Axabidopsis thaliana] 


6.3 


' 3885 


975667 


gi|975667|emb|CAA61500.1| (X89213) RNA 
polymerase [Infectious hematopoietic necrosis virus] 
prf||2121413F RNA polymerase [Infectious 
hematopoietic necrosis virus] 


4.3 


3886 


138293 


gi|138293|sp|P23041|VGLG_HRSV8 MAJOR 
SURFACE GLYCOPROTEIN G (ATTACHMENT 
GLYCOPROTEIN G) pir||MGNZ60 major surfece 
glycoprotein G - human respiratory syncytial virus 
(strain 8/60) gb|AAA47408.1| (M73545) attachment 
protein [Human respiratory syncytial virus] 
gb[AAA47413.1| (M55633) attachment glycoprotein 
[Human respiratory syncytial virus] 


2.1 


3888 


9628729 


gi|9628729|ref|NPJ)4376(n| U4 [Human herpesvirus 7] 
sp|P52521|VU4 JISV7J U4 PROTEIN pir||T41908 
hypothetical protein U4 - human herpesvirus 7 (strain 

TTV ^Ll A A C A £ /lO 1 1 /T T/l O A AA\ T T/1 J._ ITT- 

JI) gb|AAC54668.1| (U43400) U4 gene product [Human 
heipesvirus 7] gblAAC40722.1| (AF037218) U4 
[Human herpesvirus 7] 


0.77 


3891 


LDO fOXJyD 


gi|13376093|ref|NP_079033.1| hypothetical protein 
FLJ12879 [Homo sapiens] dbj|BAB14321.1| 
^Aivuzzy4 1 ) unnamea proxein proauct [riomo sapiens j 


O.J 


3892 


7508715 


gi| / jUo / lD|pir|| l zoUUi nypotneticai protein 
VC27A7L.1 - Caenorhabditis elegans 
emb|CAB09130.1| (Z95621) contains similarity to Pfem 
domain: PF01461 (7TM chemoreceptor), Score=-47.3, 
E-value=1.9e-12, N=l [Caenorhabditis elegans] 


4.7 


3893 


2961421 


gi|2961421|dbj|BAA25153.1| (AB011027)PnslO-2 [oat 
sterile dwarf virus] 


7.5 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VAT J IF 


3899 


11276053 


gi|l 1276053|gb|AAG33872.1|AF319939_l (AF3 19939) 
enhancin [Choristoneura fumiferana granulovirus] 


3.7 


3904 


10177870 


gi|10177870|dbj|BAB11240.1| (AB010074) 

nntflQQinin/nrntnri antinrtrtf»r-1ik"P nmtfiin rAraWiHnriQic! 

thaliana] 


2.7 


3907 


9629709 


gi|9629709|ref|NPJ)4500U| methyltransferase (MT) 
and helicase (HEL) domains [Little cherry closterovirus] 
emb|CAA71285.1| (Y10237) methyltransferase (MT) 

anH Vif*1iraQP /TfFT,^ HrnrmitiQ IT.ittiP f*hpirv rlnctprninniQl 


4 1 


3908 


14756677 


gill4756677jrePT_040326.il absent in melanoma 1 
[Homo sapiens] 


0.96 


3911 


9630708 


gi|yo3U/uo|ret|iN±'_u*f gag-poi precursor 
polyprotein gPr80 [Feline leukemia virus] 
gb|AAC31801.1| (AF052723) gag-pol precursor 
polyprotein gPr80 [Feline leukemia virus] 


0.021 


3913 


91039 


gi|91039|pir||S04847 leukocyte adhesion protein CD18 

nreriirsnr - mmiqp emhICA A33077 1 1 OH 495 1 ^ CD1 8 
antigen preprotein [Mus musculus] 


4.6 


3916 


5107943 


rwKlfi70/ttlrYVilA An4.ni 85 1IAT7157A8R 1 /'API 57J.8$tt 

36DE accessory gland protein [Drosophila 
melanogaster] gb|AAF53664.1| (AE003658) Acp36DE 

(tPTip *vrnHiir r f" 1 DfYicrmTiilsi mp1ann<T5icf'*»rl 
gOIlE JJlUUUuL \lJL\JoSJyUll€i IllvIcUlUgOolClJ 


J.O 


3919 


4809000 


gi|4809000|gb|AAD30054.1| (AF133052) pol ! 
polyprotein [walleye epidermal hyperplasia virus type 2] 


0.000004 


3920 




m\TJ&16(\1\nU\A APVl^Qfll 1 1 AT71 A? 1 WAP1£713A\ 
gLJ /ZOZOUj|gD|/V/\r4oyUl.l|/\r 10Z1.jh_I V/\X* iOZIO'f J 

immunoglobulin epsilon heavy chain constant region j 


8 Q 


3927 


12963481 


gi|12963481|ref|NP_061927.1| hypothetical protein 
MGC5560; hypothetical protein [Homo sapiens] 
dbj)BAB14342.1| (AK022978) unnamed protein product 
[Homo sapiens] 


2E-66 


3929 


13651251 


gill3651251jrefpCP_017240.il 15060 [Homo sapiens] 


0.00000003 


3930 


11466329 


gi|11466329|ref|NP_051157.1| ATP synthase F0 subunit 
6 [Cafeteria roenbergensis] 
gb|AAF05808.1|AF193903Jl (AF193903) ATP 
synthase F0 subunit 6 [Cafeteria roenbergensis] 


8.3 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQED 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3933 


7452186 


gi|7452186|pir||S75936 hypothetical protein slr0023 - 
oynecnocysus sp. ^sixain Jrc^ oouoj clo}\dJ\j\i\) f oj . i\ 
(D64006) ORFJDD:sli0023Minknown protein 
[Synechocystis sp. PCC 6803] 


7.7 


3935 


12720861 


ail197?nRfi1lttWA AK"0?*\7^ 1 1 ^APOfW^fiQ^ nnlmraum 
glj 1Z, / 1 |gUj/Vf\JVUZ.O / J. 1 j y/VE*\/ vO VJ " J J UIIKIIOWII 

[Pasteurella multocida] 


1.2 


3937 


8919178 


gi|8919178|emb|CAB96077.1| (AJ277244) alpha- 
glucosidase [Solatium tuberosum subsp. tuberosum] 


5.7 


3938 


12830385 


gi|12830385|emb)CAC29069.1| (AJ408289) 
immunoglobulin lambda light chain variable region 

rT-Tnmn cjiniprml 


9 1 


3942 


13385576 


gi|13385576|ref]NP_080353.1| RIKEN cDNA 
3110040N11 gene [Mus musculus] dbj|BAB29184.1| 
^/vjvu i *f i o j j pu xau ve [ivius muscuiusj a dj \dj\i5j i vj i . 1 1 
(AK018003) putative [Mus musculus] dbj|BAB31634.1| 
(AK019261) putative [Mus musculus] 


5E-48 


3945 


13476785 


gi|13476785|ref|NP_108354.1| transcription regulator j 
[Mesorhizobhim loti] dbj|BAB53815.1| (AP003013) ! 
transcription regulator [Mesoihizobium loti] 


5.6 


3947 


13357649 


gi|13357649|ref|NPJ)77923.1| unique hypothetical 
membrane lipoprotein [Ureaplasma urealyticum] 
pir||E82934 hypothetical protein UU092 [imported] - 
Ureaplasma urealyticum gb|AAF30498.1|AE002109_l 
(AE002109) unique hypothetical membrane lipoprotein 
[Ureaplasma urealyticum] 


4.1 


3951 


13358144 


gi)13358144|refpsnP_078418.1) conserved hypothetical 
membrane lipoprotein [Ureaplasma urealyticum] 
pir||G82873 conserved hypothetical membrane 
lipoprotein UU579 [imported] - Ureaplasma urealyticum 
gb|AAF30993.1|AE002156J (AE002156) conserved 
hypothetical membrane linoorotein fUreanlasma 
urealyticum] 


8.1 


3956 


7299437 


gi|7299437|gb|AAF54626.1| (AE003691) KP78b gene 
product [Drosophila melanogaster] 


5.5 


3961 


6729023 


giJ6729023|gb|AAF27019.11AC009177_9(AC009177) 
hypothetical protein [Arabidopsis thahana] 


9.8 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQDD 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3962 


2645329 


eil2645329leblAAB87213 11 (U838211 NADH 
dehydrogenase subunit 4 [Oryzomys pahistris] 


6.6 


3965 


11280919 


[imported] - Agrobacterium tumefaciens plasmid 
nAtK84h eblAAD31598 1IAF065244 2 (AF065244^ 
unknown [Agrobacterium tumefaciens] 


0.33 


3966 


7305249 


gij7305249lreflNP_038748.il MAX-interacting protein 
[Mus musculus] gb|AAF24761.1| (AF205935) MGA 
protein [Mus musculus] 


3E-51 


3969 


5901753 


ml5901753leblAAD55397 11 fAF177905^ hvnothetical 
protein [Candida glabrata] 


1.6 


3973 


9635492 


gi|9635492|ref!NP_059583.1| gtrA [Enterobacteria 
phage P22] sp|P57021|GTRA_BPP22 

XJfWs X VilUill \JXu~XuxL\ XSJZtXJ \JLj \J K^KJOxZi 

TRANSLOCASE gb|AAF7500Ll| (AF217253) gtrA 
(Enterobacteria phage P22] 


4 


3975 


2143428 


gi|2143428|piii|I58123 aggrecan - mouse (fragment) 

[mice, cmd/cmd, liver, Peptide Partial Mutant, 1 12 aa] 
[Mus sp.] 


3.3 


3979 


14767565 


gi|14767565IreflXP_027089.1|N-acetylated alpha- . 
linked acidic dipeptidase 2 [Homo sapiens] 
pmhirAB39967 11 fAJ012370 , > NAALADase IT nrotein 
[Homo sapiens] 


1.3 


3980 


11359267 


gi| 1 1359267|pir||T50192 probable pseudouridylate 
syntnase [lrnporxeaj - nssion yeast 
(Schizosaccharomyces pombe) emb|CAB61771 . 1| 
(AL133225) probable pseudouridylate synthase 
[Schizosaccharomyces pombe] 


1.7 


3982 


13652498 


crill 3f>S?4Q8lrefTJfP 0070^3 31 tnhhv like nrotein 3 
[Homo sapiens] ref|XP_045 148.1) 8937 [Homo sapiens] 


5.1 


3983 


9978891 


SERINE/THREONINE PROTEIN KINASE SNF1LK 
dbj|BAA95536.1| (AP001751) gene similar to rat 
protein kinase (KTD2) [Homo sapiens] 


1.6 


3986 


7448436 


gi|7448436|pirHE71674 hypothetical protein RP682 - 
Rickettsia prowazekii emb|CAA15 1 19. 1| (AJ235272) 
unknown [Rickettsia prowazekii] 


2.2 


3987 


13815874 


gi|13815874|gb|AAK42697.1| (AE006854) Hypothetical 
protein [Sulfblobus solfataricus] 


3.8 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3989 


7485330 


gi|7485330[pir||T04802 hypothetical protein 
F10M23.130 - Arabidopsis thaliana emb|CAB36525.1| 

\t\XJJOO L t t f\j) puiaUVC rVJTVJ pruiein [/\TaDlUOpSlS 

thaliana] emb|CAB79534.1| (AL16 1565) putative APG 

nrntein f ArarvirirvntiiQ thai i anal t 


4 5 


3991 


7295073 


<yil77Q5ft7^l<rhlA APSH3QQ 1l fAFOn^^i Talin ctotia 

product [Drosophila melanogaster] gb|AAG228 14. 1| 1 
(AF299248) talin [Drosophila melanogaster] 


3.8 


3992 


14456133 


nitrate reductase [Ustilago maydis] 


8 


3993 




gi|533179|gb|AAA56944.1| (L33090) pol protein 


7 4 


3996 


14250408 


gi|14250408|gb|AAH08638.1|AAH08638(BC008638) 
Similar to aspartyl-tRNA synthetase [Mus musculus] 


4.1 


4000 


14775307 


gi|14775307|ref|XP J)42250. 1| similar to nuclear pore 1 
complex interacting protein (H. sapiens) (Homo sapiens] 


3.5 


4002 


7507695 


gi|7507695|pir||T24847 hypothetical protein T11G6.7 - 
CaenorhabdMs elegans emb|CAA93415.1| (Z69384) 
predicted using Genefinder [Caenorhabditis elegans] 


8.3 


4008 


11/ JJJ7 


gi| 1 173359|sp[P45287|SAPC JiAEIN PEPTIDE 
TRANSPORT SYSTEM PERMEASE PROTEIN 
SAPC pir||C64134 sapC protein homolog - j 
Jtiaemopnuus umuenzae ^ strain jvu jvwzuj 
gb|AAC23287. 1| (U32837) peptide ABC transporter, 

t^piTTipacf* oTntpitt f ciji^ii IrnJi Pmnnriili'i c iTiTin<*Tif qp Rnl 


0 83 


4009 


13385538 


gill3385538lrefjNP_080316.il RIKEN cDNA 
2810036K01 gene [Mus musculus] dbj|BAB28520.1| 
(AK0 12865) putative [Mus musculus] 


1E-41 


4011 


13639013 


gi|13639013|ref|XPJ)12007.2| dual specificity 
phosphatase 8 [Homo sapiens] 


9.1 


4015 


1079359 


gi|1079359[pir||JC2394 phosphohpase A2 inhibitor 25K 
chain - monocled cobra gb|AAB32583. 1| phosphohpase 
A2 25 kda subunit, PLA2 25 kda subumt=uirjkinase- 
type plasminogen activator receptor homolog [Naja naja 
kaouthia=Thailand cobras, blood, Peptide, 185 aa] 


5 
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SEQED 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4016 


284079 


gi|284079|pir||E41925 hypothetical protein 3 - human 
gb|AAA58464.1| (M69297) ORF 3 [Homo sapiens] 


0.005 


4017 


7293601 


gi|7293601|gb|AAF48973.1| (AE003512) CG14217 
gene product [Drosophila melanogaster] 


2.9 | 


4020 


11352313 


crill 1 ^^11 1 ^InirilfiS^Vf^ r»rnV»JiVi1f» trpfinlncp evnthacp 
gl|l 1 J jZj 1 JjpjJj|wO<J J /O prUUaOlC uCIliUVJ&C ojllUiaoC 

PA2152 [imported] - Pseudomonas aeruginosa (strain 
PAOl) gb|AAG05540.1|AE004642J7 (AE004642) 

nrnhaKIp trehalose wntha^e rP^pndnmonas aemoirtosal 


2.9 


4023 


11386701 


oill 138670 1lQr»IOQV773IC6AK DROME PROBABLE 
CYTOCHROME P450 6A20 (CYPVIA20) 


9 


4030 


7332064 


gi|7332064|gb|AAF60751.1| (AC006801) contains 
similarity to Lohgo pealei microtubule-associated 
protein HI (PIR;S28831) [Caenorhabdms elegans] 


1.7 


4034 


1 3242494 


gi|13242494|reflNP_077507.1| EsV-1-22 [Ectocarpus 

oLUvUIUjUj via HO J 


1.6 


4035 


7522108 


gi|7522108|pir||T29097 pro-pol-dUTPase polyprotein - 
murine endogenous retrovirus ERV-L (fragment) 
emb|CAA7325U| (Y12713) protease; reverse j 
transcriptase; RNaseH; integrase; dUTPase; Pro-Pol- 
dUTPase polyprotein [Mus musculus] 


0.025 


4042 


170451 15 


gi| 12045 1 15|rer|NP_072926. 1| lipoprotein, putative 
[Mycoplasma genitalium] sp|P47502|Y260_MYCGE 
HYPOTHETICAL LIPOPROTEIN MG260 
PRECURSOR pir||G64228 hypothetical protein 
nomoiog ivivjzou iviycupioisiiid. gcniuuiuni 
gblAAC71481.1| (U39705) lipoprotein, putative 

riMv/wnlacmji opnitfllinml 


3.2 


4044 


14249544 


gl|l^ZHyj*r*TjroI|lNx _1 1\JAZ.D. 1| IiypuUlCULfdJ. piULClU 

FLJ14751 [Homo sapiens] dbj|BAB55272.1| 
(AK027657) unnamed protein product [Homo sapiens] 


0.27 


4046 


6474685 


gi|6474685|dbj|BAA87286.1| (AB027982) Protein 
kinase C-like 1 [Scmzosaccharomyces pombe] 


1.9 


4049 


1514669 


gi|1514669|emb|CAA87082.1| (Z46958) adenyl cyclase 
[Xenopus laevis] 


0.56 


4050 


1514669 


gi|1514669|emb|CAA87082.1| (Z46958) adenyl cyclase 
[Xenopus laevis] 


0.85 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4051 


2499547 


gi|2499547|sp|P77153|WZB_ECOLI PROBABLE 
LOW MOLECULAR WEIGHT PROTEIN- 
TYROSINE-PHOSPHATASE WZB pir||D64972 
probable protein-tyrosine-phosphatase (EC 3.1.3.48) 
wzb, low molecular weight - Escherichia coli 
gblAAC77834.1| (U38473) putative acid phosphatase 
[i^scnencrua colij gb|AAC7jl22.1| (Ab00U296J 
probable protein-tyrosine-phosphatase [Escherichia coli 
K12] gb|AAG5712U|AE005432_2 (AE005432) 
probable protein-tyrosine-phosphatase [Escherichia coli 

\J LJ i .Lit lJL/Li7JJj UUJJ£JiAX> I| ^/Vt UW^JOVJJ 

probable protein-tyrosine-phosphatase [Escherichia coli 
0157H71 


2 8 


4052 


14916565 


SYNTHASE (FLS) gb|AAD26261 . 1|AF1 19095_1 

^AF1 1 QOQ^i flavonol wntluiQP r\4a1im v Hnmpctioai 


3 8 

J .o 


4053 


3769667 


gi|3769667|gb|AAC64604.1| (AF093797) unknown 
[Norwalk virus] 


2.8 


4060 


14335082 


gi|143350821gb|AAK59820.1| (AY037220) 
AT4g24060/T19F6_50 [Arabidopsis thaliana] 


1.3 


4061 


12838540 


gi|12838540|dbj|BAB24237.1| (AK005786) putative 
nvfus miisciilus] 

li'xuo nmjv miuj 


4.3 


4066 . 


7549797 


gi|7549797|reflNP_03573 1 . 1( T lymphoma oncogene 
[Mus muscnlus] sp|P17408|TLM_MOUSE TLM 
PROTEIN (TLM ONCOGENE) pir||S10151 j 
transforniing protein tlm - mouse (strain balb/c) 
emb|CAA36859.1| (X52634) tlm protein [Mus 
muscnlus] 


0.58 


! 4067 


11357726 


gi|l 135/72o|pir|| 1 5 1437 hypothetical protem F2U14_40 
-Arabidopsis thaliana emb|CAC01 811. 1| (AL391146) 
putative protein [Arabidopsis thaliana] 
gb|AAK49610.1|AF372894_l (AF372894) 
AT5sl4920/F2G14 40 TArabidoosis thalianal 
gblAAK74054.1| (AY045696) AT5gl4920/F2G14_40 
[Arabidopsis thaliana] 


1.8 


4070 


8218109 


gi|821 8 109|emb|CAB92762. 1| (AL121 883) 
dJ545K15 . 1 .3 (novel protein similar to KIAA05 12 
(contains translation of cDNAs Em:AK000818 and 
Em:L20773) (isoform 3)) [Homo sapiens] 


5.5 
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NO 
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T> \T A T TIT? 

r VALUE 


4072 


13096854 


giJ13096854|gb|AAH03224. 1|AAH03224 (BC003224) 
oirniiar 10 cnrornosorne conaens anon i-iiKe [Mus 
musculus] 


9.1 


4073 




gi|iujUfo|piripziiZ4 oKm-like sex-aetermimng region 
hypothetical protein CS3 14 - fruit fly (Drosophila 
meianogaster ) ^rragrneni ) 


0.3 


4074 


14799730 
l*f /ZZ/ JZ 


gi|14722732|refpa»_017441.2| hypothetical protein 
rLijz it / / jxiomo sapiensj 


6.6 


4076 




gi|3378554|emb|CAA76192.1| (Y16404) multidrug 
resistance protein [Candida albicans] 


0.33 


4081 


6983946 


gj|6983946|gb|AAF34740. 1 |AF200327_1 (AF200327) 
unknown [Plasmodium chabaudi] 


8.5 


4082 




gi|5524754|emb|CAB50786.1| (AJ011801) Rx protein 
looianum uiuerosunij 


2.6 


4086 


7Q5Q971 


gi|7959271|dbj|BAA96029.1| (AB040938) KIAA1505 
protein [nomo sapiensj 


or? co 

3E-58 


4087 


1 JUOo / 


gi|l30687|sp|P27536|POST_XENLA POSTERIOR 
PROTEIN pir||A43784 Xpo protein - African clawed 
nog emD|CAA4i^y (Ajo4o/j Apo [Aenopus iaevisj 


1.2 | 


4092 


2406633 


gi|2406633|gb|AAB70469.1| (AF005630) adenylyl 
cyclase isoform DAC9 [Drosophila melanogaster] 


7.3 


4095 


13812388 


gi|13812388|ref|NP_l 13506. 1| cell division cycle 2 
homolog [GuiUardiatheta] emb|CAC27075.1| 
(AJvWjyl) cell division cycle 2 homolog [Gmillardia 
theta] 


9.7 


4096 


I43juyiz 


gi|14530932|gb|AAG37978.2| (AC087081) Hypothetical 
protein YozbyBL.li [Caenorhabditis elegans] 


3.1 


4097 


14760316 


gi|14760316|ref|XPJ)45601.1| 7324 [Homo sapiens] 


0.83 


4098 




gi|7305361|refpS[P_038652.1| otogelin [Mus musculus] 
pir][T42214 otogelin - mouse gb|AAB96561.1| (U9641 1) 
otogelin; MLEMP [Mus musculus] 


1 T? 1 A 

1E-10 


4103 


8953656 


gi|8953656|emb|CAB96704.1| (AL360354) virlS, ipgl, 
putative transmembrane protein, similar to rpg2, vir9 
MW.34499 (294 aa), fasta scores: opt: 398, E(): 0.023, 
26.0% identity in 289 aa overlap, and to vir2: 
MW:35019 (292 aa), fasta scores: opt: 380, E0: 0.037, 
28.0% identity in> 


3.6 


4108 


3659615 


gi|36596151gb|AAC61684.1| (AF052517) diguanylate 
cyclase [Gluconacetobacter xylinus] 


6.5 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQBD 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4110 


11465871 


giji i4o3o / i|ret|JNr_uoo4zu. i| In AUri dehydrogenase 
subunit 2 [Ochromonas danica] 

ahlAAril5nR£ 1IAF9R711/1 11 / , AT77ft71'3/l\ MATYM" 

dehydrogenase subunit 2 [Ochromonas danica] 


9.3 


4112 


1J /ODJOO 


gi|13786586|reflNP_l 12718.1] ORF55 [Bacteriophage 
TP901-1] gb|AAK38072.1| (AF304433) ORF55 

rRsmt«>rirvnTiQ(tA TPQfi 1.11 

[DdCLeriopxiage Lryv i-ij 


1 A 
1.4 


4115 


14743649 


gi|14743649|ref|XPJ>36116.1| KIAA0594 protein 
[Homo sapiens] 


2E^6 


'4121 


7491991 


gi|749 1 99 1 |pir||T4 1 608 hypothetical protein 
SPCC790.03 - fission yeast (Schizosaccharomyces 
poEuDcj emD|i^A/\zizy^.i| ^AJ^ujioDD^nypotiieucai 
protein [Schizosaccharomyces pombe] 


2.9 ! 


4122 


6647413 


gi|6647413|sp|Q9ZE52|ALRJUCPR ALANINE 
RACEMASE pir||F71718 alanine racemase (air) RP095 
- Rickettsia prbwazekii emb|CAA14565.1| (AJ235270) 
ALANINE RACEMASE (air) [Rickettsia prowazekii] 


9.1 


4125 




gi|7293 8 14|gb|AAF49 1 8 1 . 1 1 (AE003517) nes gene 
piuQuci [jLTosopxuia mcianogaSiGrj 


7 7 


4128 


75053.16 


gi|7505316|pir||T23351 hypothetical protein K05D4.2 - 
Caenornabcuus elegans emD|LAB07252.1| (Z92804) 
contains similarity to Pfam domain: PF01461 (7TM 
chemoreceptor), Score=118.9, E-value=3.1e-32, N=l 
[Caenorhabditis elegans] 


9.3 


4139 


4H^71Q 

*tJJJ / 17 


gi|4335719|gb|AAD17397. 1| (AC006248) putative 
C3HC4-type RING zinc finger protein [Arabidopsis 

ina,iid.naj 


5 1 


4140 


9625775 


gi|9625775|ref|NP_040024. 1| Conserved herpesvirus 
spliced gene [human herpesvirus 5] 
sp|P16732|VTER_HCMVA PROBABLE DNA 
PACKAGING PROTEIN emb|CAA35363.1| (X17403) 
Conserved herpesvirus spliced gene [human herpesvirus 
-'j 


4.3 


4144 


7510388 


gi|7510388|pir1jT27298 hypothetical protein Y68A4A.7 ■ 
Caenorhabditis elegans emb|CAA16418.1| (AL021503) 
predicted using Genefinder~contains similarity to Pfam 
domain: PF01604 (7TM chemoreceptor), Score=-48.3, 
E-value=7.1e-07 3 N=l [Caenoihabditis elegans] 


3.4 
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1 Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQLD 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4145 


7243081 


gi|7243081|dbj|BAA92588.1| (AB037771) KIAA1350 
protein [Homo sapiens] 


e-112 


4149 


13812221 


gi| 138 1222 l|ref|NP_l 13352. 1| hypothetical protein 
[Guillardiatheta] gb|AAK39908.1|AF165818_116 
(AF165818) hypothetical protein [Guillardia theta] 


5.1 


4150 


7706557 


gi|7706557|reflNP_057604.1| hepatocellular carcinoma- 
associated antigen 59; hypothetical protein [Homo 
sapiens] ref|XP_017552.1| hypothetical protein [Homo 
sapiens J reiiAr_U3zoyi.il Hypothetical protein [Homo 
sapiens] gb|AAF3756Ll| (AF218421) hepatocellular 
c<ircinonia-associatea antigen jy [nomo sapiens J 
gb|AAH07664.1|AAH07664 (BC007664) hepatocellular 
carcinoma-associated antigen 59 [Homo sapiens] 


3E-81 


4151 


984305 


tri!984'30SlahlAAA7^468 11 rTT?SQ75MiPAK"fi^ rWnmn 
sapiens] 


1E-11 


4153 


14729667 


gi|14729667|ref|XP_029101.1| KIAA0947 protein 
[Homo sapiens] 


0.47 


4154 


3355648 


gi|3355648|emb|CAA08785.1| (AJ009688) tungsten 

foTTnvliripfhjiiiri'fiira'n HphvHrnoptiflCP oihnnit ftx/HR 

•LVJlJ.ll.jf UllOU ICllUJlUlcm U.wUYUXV/£VlJ£Ldw ollUUJLU.1 LWUD 

[Methanothermobacter wolfeii] 


0.54 


4156 


12513192 


gi|12513192|gb|AAG54704.1|AE005215_l(AE005215) 

puutuvc uoiibpuiL piuLcm [^bciicrii/iua wuii uij /.n/ 

EDL933] dbj|BAB33831.1| (AP002551) putative 

tran^nnTi" nrntftiTi I h'^oVipTipfiiji pnli 01^7*W71 


4 1 


4159 


7472450 


gi|7472450|pir||D75370 hypothetical protein - 
-L/emo coccus ramo uurans ^suain xvi j 
gb|AAF11218.1|AE002008_13 (AE002008) 
hypothetical protein [Deinococcus radiodurans] 


7.9 


4160 


13876525 


gi| 1 3 876525 |gb|AAK4350 1 . 1|AC020666_1 1 

( Af N| 0706fifi^ fivnntlipiipat nrntpin TOrvm Qntivnl 


4 6 


4162 


6665675 


gi|6665675|gb|AAF22966.1|AF175308J(AF175308) 
acetyl-CoA carboxylase [Sus scrofa] 


2E-11 


4163 


7509105 


gi|7509105|pir||T3 1728 probable cysteine proteinase 
(EC 3 4 22 -) W07B8.4 - Caenorhabditis eleeans 
gb(AAB65345. 1| (AF016426) Hypothetical protein 
W07B8.4 [Caenorhabditis elegans] 


1.4 


4164 


7510169 


gi|7510169|pir||T31555 hypometical protein Y53H1C.2 - 
Caenorhabditis elegans emb|CAB55064.1| (AL117201) 
predicted using Genefinder [Caenorhabditis elegans] 


7 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4166 


6683126 


ej|6683126|dbi|BAA20797 21 (AB002337) KIAA0339 
protein [Homo sapiens] 


9.8 


4167 


7485930 


gi|7485930|pir||T10623 hypothetical protein 
F21C20.160 - Arabidopsis thaliana emb|CAB45847.1| 
(AL080254) putative protein [Arabidopsis thaliana] 
emb|CAB79081.1| (AL161553) putative protein 
[Arabidopsis thaliana] 


5.9 


4171 


11348277 


giji ijhoa/ t \pii\\Ksoo\j lz? conserveu nyporoeucai protein 
PA5019 [imported] - Pseudomonas aeruginosa (strain 

conserved hypothetical protein [Pseudomonas 
aeruginosa] 


3.5 


4172 


1150480 


ffilll50480lemblCAA91 110 1) f754^1T* hvnnthetiral 
protein [Lactobacillus sakei] 


3.2 


4173 


14776432 


gi|14776432|reflXP_050788.1| similar to KIAA0 133 
gene product (H. sapiens) [Homo sapiens] 


0.3 


4175 


13569915 


gi|13569915|re$NPJ12205.1| amnionless protein 
[Homo sapiens] gb|AAK28532 . 1 | AF32878 8_1 
(AF328788) amnionless [Homo sapiens] 


8.9 


4180 


6978481 


gi|6978481|ref[NP_036905.1| a-kinase anchoring protein 
[Kattus norvegicusj sp|yozyz4|AJvi l kai a jsjin Ab.b 
ANCHOR PROTEIN 1 1 (PROTEIN KINASE A 
ANCHORING PROTEIN 1 1) (PRKA1 1) (A KINASE 
ANCHOR PROTEIN 220 KDA) (AKAP 220) 
pir||T42732 A-kinase anchoring protein AKAP 220 - rat 
eblAAB06559 11 AJ48288VAKAP 220 IRattus 
nOrvegicus] 


3.1 ! 


4187 


14738118 


gi| 14738 1 1 8|ref|XP_048649. 1| Apobec-1 
complementation factor; APOBEC-1 stimulating protein 
[Homo sapiens] emb|CAB94754.1| (AJ272078) 
APOBEC-1 stimulating protein [Homo sapiens] 


1E-37 


4189 


13183342 


gi| 13 1 83342|gb|AAK15 157. 1|AF284034_1 (AF284034) 
vitellogenin B [Melanogrammus aeglefinus] 


9.4 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4192 


13123985 


gi|13123985|sp|Q9N293|B3G5_GORGOBETA-l,3- 
GALACTOSYLTRANSFERASE 5 (BETA-1,3- 
ualtase 5) (beta3gal-t5) (b3gal-t5) (udp- 
GAI^CTOSE:BETA-N-ACETYIXjLUCOSAMTNE 

TiFTA 1 A T A C^m O VT TJ> A TVTC17E7P A CC «\ /Tmo 
.DJti 1 A-I, o-vTAL/AL/ 1 i Li 1 KiVJNor JiKAoii 3^ (UU.r- 

GAL:BETA-GLCNAC BETA-1,3- 

GAT ACTOWT TRA1MWFR A^F Si raFTAJ3-<TKVr5i 

dbj|BAA94501.1| (AB041416) UDP-Gal:GlcNAc 

betal ^-ealar^owltrafiQfenwft S rHnrnn QarvipnQl 


4 


4194 


7295768 


gi|7295768|gb|AAF51070.1| (AE003579) CG3410 gene 
product [Drosophilamelanogaster] 


1.5 


4195 


7290544 


oil7290544lahlAAF4SQ96 11 fAF0fn439i CG6Qm <*enp 
product [Drosophila melanogaster] j 


6 


4200 


9966502 


eilQ966 i S09i&hlAAG109QS 1IAF97S777 1 fAF97S?77i 
unknown [Schizophyllum commune] 


0.83 


4213 


6010435 


gi|6010435|gb|AAF01 135.1| (AF087699) erythrocyte 
membrane protein 3 [Plasmodium falciparum] 


2.2 


4216 


14775884 


gi|14775884|reflXP_043964.1| similar to KIAA0220 
protein (H. sapiens) [Homo sapiens] ! 


5E-12 


4218 


7511578 


gi|75 1 1578|pir||T19209 probable protein kinase 
E02H4.3 - Caenorhabditis elegans emb|CAA94122.1| 
(Z70205) Similarity to Drosophila Doa kinase (PER 
Acc. No. S44077), contains similarity to Pfam domain: 
PF00069 (Eukaryotic protein kinase domain), 
Score=184.6, E-value=5.2e-52, N=l~cDNA EST 
yk5do.3 comes from this gene— cDNA EST yk5d6.5 
comes from this> emb|CAA91979. 1| (Z68003) ! 
Similarity to Drosophila Doa kinase (PIR Acc. No. 
S44077), contains similarity to Pfem domain: PF00069 
(Eukaryotic protein kinase domain), Score=184.6, E- 
value=5.2e-52, N=l~cDNA EST yk5d6.3 comes from 
this gene-cDNA EST yk5d6.5 comes from this> 


0.069 


4220 


7471938 


gi|7471938[pir|]G75366 glucose- 1 -phosphate 
adenylyltransferase - Deinococcus radiodurans (strain 
Rl) gb|AAFl 1244.1|AE002010 _7 (AE002010) glucose- 
1 -phosphate adenylyltransferase [Deinococcus 
radiodurans] 


2.6 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4224 


4506051 


gi|4506051|reflNP_000937.1|primase, polypeptide 1 
(49kD); primase polypeptide 1 (49kD) [Homo sapiens] 
refpCP_048930.ll primase, polypeptide 1 (49kD) [Homo 
sapiens] ref|XP_006706.3| primase, polypeptide 1 
(4ykD) [Homo sapiens] sp|P49642|PRIl _HUMAN 
DNA PRIMASE SMALL SUBUNIT (DNA PRIMASE 
49 KDA SUBUNIT) (P49) pir)|S45630 DNA primase 
chain p48 - human emb|CAA52377.1| (X74330) DNA 
pi jinabc ^suduiui p*to ) |tioiiio sapiens J 
gb)AAH05266.1|AAH05266 (BC005266) primase, 

nnlvnentide 1 f49kT)i n-fnmn Qanipnol 


0 014 


4228 


13812048 


gi|138 12048|ref|NP_l 13182.1] putative protein kinase 
[Guillardia theta] gb|AAK39750. 1|AF08303 1_107 
f AF08303 1^ Tjiitative nrotein kinase rfiiiillarHia thetal 


1 8 


4229 


7465475 


gi|7465475|pir||S70173 autoinducer synthesis protein - 
Pseiidomonas afinipinfisa 


1 3 


4236 


11288518 


gi|l 12885 18|pir||T49586 related to nif-specific 
reguiaiory proiein {lmponeuj iNeurospora crassa 
emb|CAB91387.1| (AL355930) related to nif-specific 

reoiilatnrv rimtftin rWftiimctmrA praQCiil 


6 ft 


4237 


2072951 


gi|207295 l|gb|AAC5 1263.1) (U93564) putative p 150 
[Homo sapiens] 


3.1 


4244 


1903416 


gi|1903416|gblAAC53095. 1| (U761 12) translation 
repressor NAT1 [Mus musculus] 


2E-15 


4248 


14749171 


XPJ)38309 [Homo sapiens] 


4.3 


4251. 


7432367 


gi|7432367[pir||T13881 NADH dehydrogenase 
^uDiquinonej v^v i.o.3.jj cnain 4 - umorogonium 
elongatum mitochondrion emb|CAA73990. 1| (Y13644) 
NADH dehydrogenase subunit 4 [Chlorogonium 

elnti crafiiml 


1 7 


4255 


13621755 


gi|13621755|gb|AAK33536.1| (AE006511) putative 
nucleotide sugar dehydrogenase [Streptococcus 
pyogenes Ml GAS] 


2.7 


4259 


9880 


gi|9880Iemb|CAA36427.1| (X52177) RNA polymerase 
beta subunit (697 AA) [Plasmodium falciparum] 


1.1 


4260 


10314010 


gi|10314010|ref|NP_066241.1| replicase polyprotein 
[acute bee paralysis virus] 

gb|AAG13118.1|AF150629J (AF150629) replicase 
polyprotein [acute bee paralysis virus] 


7.5 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4261 


1170902 


gi|l 170902|sp|P43245|MDRl_RAT MULTIDRUG 
RESISTANCE PROTEIN 1 (P-GLYCOPROTEIN 1) 
pir||JH0502 p-glycoprotein - rat 


5.2 


4265 


10180785 


gi|10180785|gb|AAG14273.1|AF243438_88 
(AF243438) RSI immediate-early gene transactivator- 

iiivc proLcin [vjoiiiu nerpcb virus 
gb|AAG14284.1|AF243438_99 (AF243438) RSI 

iTTvmp/1i5itp-f*?ir1v optip tmtiQartivatnr TC*P4~lilop iMTrfpin 

[Gallid herpesvirus 2] | 


13 


4267 


1353257 


gi|1353257|gb|AAB06234.1| (U26665) dimethyl 

QiilnVirrviHfc rfiHnr+aQft QiiHiinit fT-TapmnnliiliiQ 

influenzae] 


4.8 


4268 


4240315 


gi|4240315|dbj|BAA74936.1| (AB020720) KIAA0913 
protein [Homo sapiens] 


3.3 


4269 


4493991 


gi|4493991|emb|CAB39050.1| (AL034559) hypothetical 
protein, PFC1060c [Plasmodium falciparum] 


6.3 


4272 


4557503 


gi|4557503|ref|NPJ)01072.1| cubilin precursor; cubilin; 
intrinsic factor-cobalamin receptor; intrinsic factor B12- 
receptor [Homo sapiens] pir||T09456 intrinsic factor- 
B12 receptor Cubilin precursor - human 
gb|AAC82612.1|(AF034611) intrinsic factor-B12 
receptor precursor; cubilin [Homo sapiens] 


5E-10 


4277 


7504212 


gi|7504212|pir||T22670 hypothetical protein F54F1 1.1 - 
uaenornauaius eiegans emD|L/Ax>u3/oo.i| sjuoDLLy) 
Weak similarity with glycerol phospholipid-cholesterol 
acyltransferase-cDNA EST yk479hl2.3 comes from 
this gene-cDNA EST yk479hl2.5 comes from this gene 
[Caenorhabditis eiegans] 


8 


4279 


421548 


gi|42 1 548 lpir||B470 1 3 butanol dehydrogenase (EC 1.1.1. 
) II - Clostridium acetobutylicum 


1.7 


4284 


7497553 


gi|7497553|pir||T19999 hypothetical protein C47D12.2 - 
^aenornaocuus eiegans emD|i_.AA7j/o/.i| \/j!)z>yy)L) 
predicted using Genefinder~cDNA EST ykl4e2.3 comes 
from Ibis gene-cDNA EST yk88e3 .3 comes from this 
gene-cDNA EST ykl32hl.3 comes from this 
gene-cDNA EST yk88e3.5 comes from this 
gene-cDNA EST ykl32hl.5 comes from this 
gene-cDNA EST yk422c3.3 > 


6.7 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 




P VAT TTF 
r VALUE 


4292 


5042237 


gi|5042237|emb|CAB44655.1| (Yl 8605) hypothetical 
protein RvDl-Rv2024c' [Mycobacterium bovis BCG] 
goj aatwh o j o i . 1 1 ^/vduu / \jj y ) neucase, 
putative/conserved hypothetical protein [Mycobacterium 
tuberculosis CDC1551] 


6.3 j 


4298 


14746217 


gi|14746217|ref|XP_011563.2| hypothetical protein 
FU21634 [Homo sapiens] dbj(BAB15338.1| 
(AK026056) unnamed protein product [Homo sapiens] 


0.000000002 


4299 


6005978 


gi|6005978|ref|NPJ)09098.1| zinc finger protein 258 
[riomo sapiensj gD|/v/vuiJ/y/.ij ^atujj^ /uj Z/iNrZ3o 
(Homo sapiens] 


9E-26 


4303 


9845291 


gi|9845291|ref|NP_063945. 1| phosphatidylinositol 
polyphosphate 5-phosphatase type IV [Homo sapiens] 

#»U A A EQ 1 /in/I 1IAU1O70m 1 /AriO^OftU 

gb| AAr o 14U4. 1 |Ar 1 <S / oy 1_1 v,Ar 1 o / o9 1) 
phosphatidylinositol polyphosphate 5-phosphatase type 
IV [Homo sapiens] 


7.7 


4305 


13620879 


gi|13620879|dbj|BAB40992.1| (AB049938) alphal,3- 
fucosyltransferase [Rattus norvegicus] 


2.7 


4308 


6424813 


gi|6424813|gb|AAF08148.1| (AF130192)NADH 
dehydrogenase subunit F [Valeriana fauriei] 


9.6 


4311 




gi|5834894|ref|NP_006964.1|ND5_10021 NADH 
dehydrogenase subunit 5 [Caenorhabditis elegans] 
sp|P24896|NU5M_CAEELNADH-UBIQUINONE 
OXIDOREDUCTASE CHAIN 5 pirl|S26037 NADH 
dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 5 - 
Caenorhabditis elegans mitochondrion 
emb|CAA38162.1| (X54252) ND5 protein (AA 1 - 527) 
[V-/aenorna,oaiiis eiegansj 


i a 


4314 


11135954 


gi|l 1 135954|sp|Q9TC94|YM16_NEPOL 
HYPOTHETICAL PROTEIN YMF16 
gb|AArU32U3.1|Ar 1 lU13o_35 (At 1 1013o) nomoiog Ot 
E. coli MttB, a protein involved in folded protein 

tran Qlnearinn and tarcrprintr ar.m^ haftferial memriraTie<! 

vl at i amwcmuti emu vcll &v uiik civivdo uciwivtiAi illwlliulclliwo 

[Nephroselmis olivacea] 


2.2 


4316 


14089831 


gi|14089831|emb|CAC13590.1| (AL445564) unknown; 
predicted coding region [Mycoplasma pulmonis] 


6.5 


4317 


10728595 


gi|10728595|gb|AAF52302.2| (AE003611) CG9011 
gene product [Drosophila melanogaster] 


4E-19 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4318 


9187479 


chelatase subunit chll [Gnetum gnemon] 


2.4 


4322 


7469635 


gi|7469635|pir||S76563 hypothetical protein - j 
Synechocystis sp. (strain PCC 6803) dbj|BAA10409. 1| 
(D64002) ORF_ID:sll0188~unknown protein 
[Synechocystis sp. PCC 6803] 


i.6 


4324 


15021476 


mll5fnid.7/;itTlilA 1IAE"3fiQfV70 84 
gl|l JUZlH-/0|gD|Af\JV/ / /JJ.l(Arj01'UZ7_o i T 

(AF369029) ORF84 [white spot syndrome virus] 


1.7 


4333 


11466210 


gi| 1 14662 10|reflNP_066533. 1| NADH dehydrogenase 
subunit 2 [Naegleria gruberi] 
gb|AAG17811.11AF288092_36 (AF288092) NADH 
dehydrogenase subunit 2 [Naegleria gruberi] 


0.46 


4336 i 


127494 


gi| 127494|sp|P25 127|MT_ESOLU 
METALLOTHIONEIN (MT) pir||Sl7l75 
Metallothionein - Northern pike pirj|S38334 
metallothionein - northern pike pir||S3 1 723 
metallothionein - northern pike emb|CAA42035.l| 
(X59392) metallothionein [Esox lucius] 
emb|CAA49636.l| (X70042) Metallothioein [Esox 
lucius] 


1 


4341 


6009729 


gi|6009729|dbj|BAA85039.l| (AB026129) alpha-2- 
macroglobulin-2 [Cyprinus carpio] 


0.00002 


4342 


1170606 


gi|l l70606|sp|P43 188|KADC_MAIZE ADENYLATE 
KINASE, CHLOROPLAST (ATP-AMP 
TRANSPHOSPHORYLASE) pir||S45634 adenylate 
kinase (EC 2.7.4.3), chloroplast - maize pdb|lZAK|A 
Chain A, Adenylate Kinase From Maize In Complex 
With The Inhibitor Pl,P5-Bis(Adenosine-5'- 
)pentaphospnate (Ap5a) pab|lZAK|B Chain B, 
Adenylate Kinase From Maize hi Complex With The 
tnmoitor Jr i,rj-jDis(Acienosmeo -;pemapnospnate 
(Ap5a) 


5E-13 


4345 


543537 


cnl^4^^^7lnirllTiNjn770 alurnovl transferase - Shigella 

flexneri phage X gb|AAA71895.1| (L05001) glucosyl 
transferase [bacteriophage S£X] 


8.1 


4347 


7297011 


gi|7297011|gb|AAF52281.1| (AE003611) CG11149 
gene product [Drosophila melanogaster] 


0.93 


4348 


11558496 


gi|11558496|emb|CAC17816.1| (AJ276292) sodium 
iodide symporter [Sus scrofa] 


2.6 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4351 


7293017 


eil7293017leblAAF48404 11 (AE003497k CG12398 
gene product [Drosophila melanogaster] 


9 


4352 


7486021 


gi| /4oouz i(pir]| iuoIjj nypotnetical protein 
F23E12.200 - Arabidopsis thaliana emb|CAA18745.1| 
vAJL»i/zzouHy puuuivc proicin [Arauiuopsis inaiianaj 
emb|CAB80241.1| (AL161587) putative protein 
[Arabidopsis thaliana] 


0.085 


4353 


10047323 


trill 00473 ?3lrih.lR ATI H44Q 11 i / AR04684'tt OA A 1693 
protein [Homo sapiens] 


2.7 


4359 


262249 


gi|262249|gb|AAB24620.1| (S52010) orfl 5' of EpoR 


0 67 


4361 


14589828 


gi|14589828|gb|AAK70656.1|AC024771J 

rAP0?477n Nvnothetical nrnfpin Y40R10A 1 
[Caenorhabditis elegans] 


0.45 


4364 


543537 


gi|543537|pir||JN0720 glucosyl transferase - Shigella 

flpvnpri nVmap Y ohlA A A71RQS 11 CX C\^C\C\\\ crlnmcrrl 

lie Alien pimgc -A. gu|/\rvr\/ io7J.i| ^JbvJUui j giucosyi 
transferase [bacteriophage SfX] 


6.6 


4366 


14587208 


gi)14587208|dbj|BAB61 142.1| (AP003199) hypothetical 
protein [Oryza sativa] 


5.1 


4370 


13385738 


gi|13385738|ref|NPJ)80509.1| RIKEN cDNA 
4933434120 gene [Mus musculus] dbj|BAB30173.1| 
(AK0 16272) putative [Mus musculus] 


0.046 


4372 


7507823 


gi|7507823]pir||T24908 hypothetical protein T14D7.2 - 
Caenorhabditis elegans emb]CAB03365.1| (Z81123) 
cDNA EST EMBL:M88978 comes from this 
gene~cUJNA hoi yK4iybo.3 comes iromtnis 
gene-cDNA EST yk285a8.3 comes from this 
gene-cDNA EST yk398cl.3 comes from this 
pfin&-cONA EST vlc350c8 3 comes from thi< 
gene-cDNA EST yk350c8.5 comes from this gene~c> 


0.33 


4376 


7302573 


gi|7302573|gblAAF57655.1| (AE003798) CG15086 
gene product [Drosophila melanogaster] 


1.1 


4377 


531764 


gi|531764|emb|CAA56961.1| (X8l072)hypo1lietical 
protein in YTA7 5'region [Saccharomyces cerevisiae] 


5.4 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4378 


585100 


gipoo lUU|sp|l^U7Z»7|£r]3_FKj Z.ONA FbLLUCJJJA 
SPERM-BINDING PROTEIN B PRECURSOR 
(ZONA PELLUCIDA 3-ALPHA) (ZONA 

PPT T TTPTHA f±T VTHPT? fYHPTM TDQ AT DT-TA\ 

pir]|S35712 sperm-binding glycoprotein ZP3-alpha 
precursor - pig gb|AAA50164.1| (LI 1000) zp3-alpha 
snerm-hindinj* plvnonrotein fSns: ^rrnfel 




4382 


2148043 


gi|2148043tpir||S51527 S-receptor kinase (EC 2.7.1.-) 
A14 precursor - rape gb|AAA62232.1| (U00443) S- 
receptor kinase [Brassica napus] 


6 


4383 


2257556 


membrane protein YOL130w [Schizosaccharomyces 
pombe] 


7.9 


4386 


8928528 


gi|8928528|spIQ44601|YTRl_BUCSC 
HYPOTHETICAL 35.1 KDA PROTEIN IN TRPA 
3 ! REGION eblAAA92793 11 HJ09185* unknown 
[Buchnera aphidicola] 


9.3 


4389 


12518050 


gi|125 18050|gb|AAG585 18. 1|AE005564 3 (AE005564) 
maltodextrin phosphorylase [Escherichia coli 0157.H7 
EDL9331 dbilBAB37682 11 <AP002565 , > maltodextrin 
phosphorylase [Escherichia coli 0157:H7] 


4.8 


4391 


13813161 


gi|138131611gb|AAK40397.1| (AE006644) Hypothetical 
protein [Sulfolobus solfataricus] 


0.64 


4393 


13626090 


gi)13626090|sp|P78704|ACR2_NEUCR 
ACRTFLAVTNE SFNSTTTVTTY POTsJTROT 

PROTEIN ACR-2 


3 


4394 


6680736 


g^|oooU/oo|rei|JNr_Uil-)z/.i| Al moot binding factor 1 
[Mus rnusculus] dbj|BAA05046.1| (D26046) AT motif- 
binding factor [Mus rnusculus] prf||2207230A 
transcription factor ATBF1 [Mus rnusculus] 


1.1 


4395 


7269957 


gi|7269957|emb|CAB79774. 1| (AL161577) cyclic 
nucleotide and calmodulin-regulated ion channel-like 
protein [Arabidopsis thaliana] 


5 


4396 


13812152 


gi|13812152|ref]NP_113279.1| hypothetical protein i 
[Gxiillardia theta] gb|AAK39839.1|AF165818_47 
(AF165818) hypothetical protein [Guillardia theta] 


2 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4398 


11350074 


gi|11350074|pir||G83141hypo11ieticalproteinPA4035 
[imported] - Pseudomonas aeruginosa (strain PAOl) 
eblAAG07422 1IAE004820 7 (AVaftdMOh hvnAriiptiral 
protein [Pseudomonas aeruginosa] 


1.8 


4399 


6601484 


gi|6601484|gb|AAF18995.1|AF21 1856J (AF21 1856) 
puunonary suiraciani protein a [wvis anesj 
gb|AAF3ll48.l|AF076633_l (AF076633) pulmonary 
surfactant-associated protein A [Ovis aries] 


2.3 


4402 


7480194 


gi|7480l94|pir||T37054 hypothetical protein SCJ21.05 - 
Streptomyces coehcolor emb|CAB5235l.l| (AL109747) 
hypothetical SCJ21.05 [Streptomyces coehcolor A3(2)] 


6.9 


4403 


123346 


gi|l23346|sp|Pl6393|HMDH_STRPU3-HYDROXY-3- 
METHYLGLUTARYL-COENZYME A 
REDUCTASE (HMG-COA REDUCTASE) 

1 _J 1 A O 1 o n O l- . . -i — _ . - _ j-t. .,l n l,,t n . t A - - * -j.- _. _ 

pir|[Ajlsy8 nydroxymetnylglutaryl-LoA reductase 
(NADPH) (EC 1.1.1.34) - sea urchin 
(Strongylocentrotus purpuratus) gb|AAA30060.1| 
(J04200) HMGCoA reductase (EC 1.1.1.34) 
[Strongylocentrotus purpuratus] 


4.2 


4404 


1870163 


gi|1870163|emb|CAB05927.1| (Z83335) unknown 
[Streptococcus pneumoniae] 


8.3 


4408 


5739524 


gi|5739524|reflNP_000544.1| Werner syndrome protein 
(Homo sapiens] sp|Q14191|WRN HUMAN WERNER 
SYNDROME HELICASEgb|AAC4l981.1| (L76937) 
Homo sapiens Werner syndrome gene, complete cds 
gb|AAC63361.1| (AF091214) WRN [Homo sapiens] 
gblAAF06162.1| (AF181897) WRN [Homo sapiens] 


7.2 


4409 


7494315 


gi| /4y4i lD|pir||C / lou / nypotnetical protem Jrrx5U/4jw 
malaria parasite (Plasmodium falciparum) 
eblAAC71938 11 (AE001415) hvnothetical nrotein 
[Plasmodium falciparum] 


2.4 


4414 ! 


13477147 


gi| 13477147|gb|AAH0503 1 . 1|AAH0503 1 (BC00503 1) 
Unknown (protein for IMAGE:3532103) [Homo 
sapiens] 


9.1 


4415 


6650234 


gi|6650234|gb|AAF2 1778.1| (AF072567) zinc finger 
protein 74 isofbrm HI [Homo sapiens] 


3.3 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 

1 N 


UCJ l^JVu 1 1 WIN 


n VAT TTC 


4419 


7498637 


gi|7498637|pir)|T32474 hypothetical protein F08F1.3 - 
Caenorhabditis elegans gb|AAB71303.1| (AF026213) 
Hypothetical protein F08F1.3 [Caenorhabditis elegans] 


9.9 


4420 




gi|6016842|dbj|BAA85182.1| (AB033168) nuclear 

prUlCLQ £-iI\x |1YJLU5 IllUfaOmUbJ 


7 7 
Z.Z 


4422 


125704 


gi|125704|sp|P08630|SRC2_DROME TYROSINE- 
PROTEIN KINASE SRC28C pir)|TVFFDS protein- 
tyrosine kinase (EC 2.7. 1.1 12) src2 - fruit fly 
^L/rosopmia meianogasTerj gujAAAZoy iz. 1 1 (ivi i 03yy ) 
Dsrc28C protein [Drosophila melanogaster] 


8.9 


4423 


1 4.7461 S7 


gi|14746157|ref|XP__046163.1| T-cell lymphoma-1 
jrioino sapiens j 


o.O 


4424 


13235641 


gi|13235641|emb|CAC33768.1| (AJ308570) S-adenosyl- 
L-methionine:salicylic acid carboxyl methyltransferase 
[Stephanotis floribunda] 


6.3 


4426 


1ZOU3Z3 / 


gi|12805257|gb|AAH02091.1lAAH02091(BC002091) 
urjLKnown (jjroicin ror ivi\jL«.03*fzj [ivius muscuiusj 


3.3 


4428 


7488979 


gi|7488979|pir||T07612 cellulose (EC 3.2.1.4) Cel3, 
membrane-anchored - tomato gb|AA£49704.1| 
(U78526) endo-l,4-beta-glucanase [Lycopersicon 
esculentum] 


9.5 


4429 


14741807 


gi|14741807|refpOM)49622.1j KIAA1630 protein 
[Homo sapiens] 


2E-16 


4434 


6324137 


gi|6324137|ref|NPJ)14207.1| chitin synthase 1; Chslp 
[Saccharomyces cerevisiae] sp|P08004|CHSl_YEAST 
CfflTIN SYNTHASE 1 (CHTTIN-UDP ACETYL- 
GLUCOSAMINYL TRANSFERASE 1) pir||A23944 
chitin synthase (EC 2.4.1.16) CHS1 - yeast 
(Saccharomyces cerevisiae) gb|AAA34491.1| (M14045) 
chitin synthase [Saccharomyces cerevisiae] 
emb|CAA96086.1| (Z71468) ORF YNL192w 
rSaccharomvces cerevisiael 


6.8 


4436 


6678958 


gi|6678958|refINP J)32667. 1| microtubule associated 
testis specific serine/threonine protein kinase [Mus 
musculus] pir)|A54602 microtubule-associated 
serine/threonine protein kinase MAST205 - mouse 
gb|AAC04312.1| (U02313) protein kinase [Mus 
musculus] 


0.41 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4445 


7494262 


gi| /4y4zoz|pir|| i io4oy nypotneucal protein cuazuw - 
malaria parasite (Plasmodium falciparum) 
emb|CABl 1128.1| (Z98551) hypothetical protein, 
PFC0820w [Plasmodium falciparum] 


6.3 


4454 


11245201 


gi| 1 1245201|gb|AAG33502. 1|AF302058_1 (AF302058) 
cytochrome oxidase I [Apocrypta sp. MSPAR2] 


9.1 


4457 


6752960 


gi|6752960|ref|NP_033743.1| a disintegrin and 
metalloprotease domain 11; a disintegrin and 
metalloprotease domain (ADAM) 11 [Mus musculus] 
sp|Q9RlV4|ADll_MOUSE ADAM 11 PRECURSOR 
(A DISINTEGRIN AND METALLOPROTEINASE 

T\n\A A TTVT 1 1 \ /A/TCT ATT /"YD"D /^VTCTXT ACC T TT/"C 

DISINTEGRIN-LIKE, AND CYSTEDSfE-RICH 
ppnTFTNTi fiv/rno hkiIra ar^ra 11 fARnnotffrft 

irKAJ 1 EJJ.N ^ \jyilJKs) aDj |U/V/\oj 0 O't . 1 1 JArJUUiJO / o; 

AD AMI 1 [Mus musculus] 


3.8 


4462 


103076 


gi|103076|pir||B21 124 Bkm-like sex-detennining region 
nypoinencaj protein loj 14 - truit ny (Lirosopniia 
melanogaster) (fragment) 


0.14 


4463 


14742023 


gi| it /h-zuz j|rei|-Ajr^u / / o. 1 1 rioir ^u*t / proiein [riomo 
sapiens] 


1E-65 


4464 


13816057 


gi|13816057|gb|AAK42842.1| (AE006867) Agmatinase 
(agmaune ureonyciroiasej ^speu-z; [ouiioioDus 
solfataricus] 


6.5 


4466 


295359 


gijzy^a37|gDjAA/\zi ouo.i| \JLfi4oz*fj surtace antigen 
[Trypanosoma cruzi] 


4.2 


4471 


2429459 


gi|Z4zy4Dy|gD|A/\iJ/uyyD.i| (AtUzj4oij contains 
similarity to Canis familiaris (dog) 180k ribosome 
receotor fNID'&984113^ rCaenorhabditis eleeansl 


2.2 


4474 


7296176 


gi|7296176|gb|AAF51469.1| (AE003588) CG2839 gene 
product [Drosophila melanogaster] 


8.9 


4475 


14736857 


gi|14736857|ref|XP_005322.2| KIAA0967 protein 
[Homo sapiens] 


0.33 


4480 


13959004 


gi|13959004|gb|AAK5 1055. 1|AF361075_2 (AF361075) 
UL24 [Canine herpesvirus] 


0.35 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE ' 


4483 


7511539 


gi|7511539|pir||T18770 probable calcium channel 
protein - Caenorhabditis elegans emb|CAA90091.1| 
(Z49907) similar to calcium channel alpha-2 
subunit-cDNA EST ykl34g4.5 comes from this 
gene-cDNA EST yk49c7.3 comes from this 
gene-cDNA EST ykl34g4.3 comes from this 
gene-cDNA EST yk49c7.5 comes from this 
gene-cDNA EST yk349a4.3 comes from this gene~cD> 
emb|CAA90141.1| (Z49912) similar to calcium channel 
alpha-2 subunit-cDNA EST ykl34g4.5 comes from this 
gene-cDNA EST yk49c7.3 comes from this 

_TWT A T"7 C HP _ .1 1 A A O r» • 

gene-cDNA EST ykl34g4.3 comes from this 
gene-cDNA EST yk49c7.5 comes from this 
gene-cDNA EST yk349a4.3 comes from this gene~cD> 


6 


44X4 


11288486 


gi|11288486|pir||T49552 hypothetical protein 
B21J21.300 [imported] - Neurospora crassa 
emo|C AB91353.1| (AL355929) hypothetical protein ! 
[Neurospora crassa] 


9.5 




11120676 


gi|l 1 120676|reflNP _068546. 1| putative envelope 
polyprotein [DG-75 Murine leukemia virus] 
gb|AAG29094.1|AF221065_2 (AF221065) putative 
envelope polyprotein [DG-75 Murine leukemia virus] 


1.8 


4489 


3901274 


gi|3901274|gb[AAC78630.1| (AF077821) inducible 
nitric oxide synthase; iNOS [Canis familiaris] 


3.5 


4491 


11595582 


gi|11595582|emb|CAC18184.1| (AL451014) conserved 
hypothetical protein [Neurospora crassa] 


3 


4493 


5835447 


gi|5835447|ref|NP_008371. 1|ND6 _13186 NADH 
dehydrogenase subunit 6 [Onchocerca volvulus] 
pir||Tl 1066 NADH dehydrogenase (ubiqumone) (EC 
1.6.5.3) chain 6 - nematode (Onchocerca volvulus) 
mitochondrion gb|AAC61613.1| (AF015 193) NADH 
dehydrogenase subunit 6 [Onchocerca volvulus] 


1 • 


4494 


13814848 


oi 1 1 % 8 1 4248lrrkl A A VA \tt*)A 11 ( A TS(\{\fmA\ C CV1 ' 

hypothetical 14.8 kd protein (orf B-129) homolog 
[Sulfolobus solfataricus] 


5.4 


4500 


14529727 


gi|14529727|emb|CAC42176. 1| (AL135758) 

dM 1 1 7 J5 . 1 (novel protein similar to anonymous human, 

fly, worm and yeast proteins) [Mus museums] 


7E-97 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4504 


13512594 


gi|13512594|gb|AAK28688.1| (AF078553) unknown 
function U3 [Ehrlichia canis] 


8.8 


4506 


6635084 


gi|6635084|emb|CAB64573.1| (AL135930) hypothetical 
protein L4738.02 [Leishmania major] 


3.2 


4508 


11467470 


gi|l 1467470|ref|NP_043616. 1| 50S ribosomal protein 
L4 [Odontella sinensis] sp|P49546|RK4_ODOSI 
CHLOROPLAST 50S RIBOSOMAL PROTEIN L4 
pir||S78275 ribosomal protein L4, chloroplast - 
Odontella sinensis chloroplast emb|CAA91648.1| 
(Z67753) SOS ribosomal protein L4 [Odontella sinensis] 


5.9 


4509 


4512681 


gi|4512681[gb|AAD21735.1| (AC006931) hypothetical 
protein [Arabidopsis thaliana] 


0.73 


4510 


5835704 


gi|5835704|ref|NP_008519.1|ND4J5045 NADH 
dehydrogenase subunit 4 [Rhipicephalus sanguineus]. 
sp|099825|NU4M_RHISA NADH-UBIQUINONE 
OXIDOREDUCTASE CHAIN 4 pir||Tl 1 162 NADH 
dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 4 
[similarity] - hardbacked tick (Rhipicephalus 
sanguineus) mitochondrion gb|AAD05526.1| 
(AF081829) NADH dehydrogenase 4 [Rhipicephalus 
sanguineus] 


6.8 


4511 


8922500 


gi|8922500|ref)NPJ)60600.1| hypothetical protein 
FLJ10539 [Homo sapiens] dbj|BAA91669. 1| 
(AK001401) unnamed protein product [Homo sapiens] 


2E-13 


4514 


12018296 


gj| 120 18296|re£}NP_072 138. 1 1 CDC10 (cell division 
cycle 10, S.cerevisiae, homolog) [Rattus norvegicus] 
sp|Q9WVC0|SEP7_RAT SEPTIN 7 (CDC10 
PROTEIN HOMOLOG) gb|AAD37861.1|AF142759_l 
(AF142759) CDC10 [Rattus norvegicus] 


6.9 


4518 


11357368 


gi|l 1357368|pir|(T48358 hypothetical protein 
F12E4.100 - Arabidopsis thaliana emb|CAB83293.1| 
(AL162751) putative protein [Arabidopsis thaliana] 


1.1 


4520 


6754038 


gi|6754038|ref|NP_034456.1| glycoprotein la, alpha 
polypeptide [Mus musculus] gb|AAC53320.1| (U91967) 
platelet glycoprotein lb-alpha [Mus musculus] 


0.53 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4521 


7437434 


gi|7437434|pir||D72038 DNA topoisomerase I CP1 103 
[imported] - Chlamydophila pneumoniae (strains 
CWL029 and AR39) gb|AAD18907.1| (AE001658) 
DNA Topoisomerase I-Fused to SWI Domain 
[Chlamydophila pneumoniae CWL029] 
gb|AAF38871.1| (AE002266) DNA topoisomerase I 
[Chlamydophila pneumoniae AR39] dbj|BAA98977.1| 
(AP002547) DNA topoisomerase I-fused to SWI 
domain [Chlamydophila pneumoniae J138] 


8.2 


4525 


1514669 


gi|1514669|emb|CAA87082.I| (Z46958) adenyl cyclase 
[Xenopus laevis] 


0.86 


4526 




gi|6321382|ref|NPJ)11459.1| similar to S. pombe sds23; 
Sds23p [Saccharomyces cerevisiae] 
sp|P53 172|YGF6_YEAST HYPOTHETICAL 58. 1 KD 
PROTEIN IN UBC2-OLE1 INTERGENIC REGION 
pir||S64060 probable membrane protein YGL056c - 
yeast (Saccharomyces cerevisiae) emb|CAA96759.1| 
(jC/Ij/o) ukt YLrLiooc [oaccnaromyces cerevisiae] 


4.2 


4528 


7487690 


gi|7487690|pir||T01961 hypothetical protein T5H22.5 - 
Arabidopsis thahana gb|AAC62796.1| (AF096372) 
contains similarity to reverse transcriptase (Pfam: 
PF00078 rvt, E=4.3e-08) [Arabidopsis thahana] 
emb|CAB80803.1| (AL161498) similarity to 
[Arabidopsis thaliana] 


3.9 


4530 


12839203 


gi|12839203|dbj|BAB24467.1| (AK006222) putative 
[Mus musculus] 


9.2 


; 4531 


1177607 


gi|ii //ou/[emD|L/AAoiziy.i| (jsyzwD) pval 
[Plasmodium vivax] 


0.11 


4534 


7506781 


gi| / jUo /o i|pir|| l z4zjU Hypothetical protein ioi.ia - 
Caenorhabditis elegans emb|CAA91353.1| (Z66515) 
contains similarity to Pfem domain: PF00096 (Zinc 
finger, C2H2 type), Score=105.7, E-value=2.9e-28, 
N=5 [Caenorhabditis elegans] 


3.2 


4538 


14041637 


gi|14041637|emb|CAC38421.1| (AJ302647) POL 
protein [Human immunodeficiency virus type 1] 


2.8 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQED 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4546 


6324843 


gi|6324843|refJNP_0 149 12. 1 1 Required for viability in 
the absence of Cin8p; Paclp [Saccharomyces 
cerevisiae] sp|P39946|PACl_YEASTPACl PROTEIN 
pir||S67166 PAC1 protein - yeast (Saccharomyces 
cerevisiae) emb|CAA61775.1| (X89633) hypothetical 
protein [Saccharomyces cerevisiae] gb|AAB00685.1| 
(U16827) Paclp [Saccharomyces cerevisiae] 
emb|CAA99493.1| (Z75177) ORF YOR269w 
[Saccharomyces cerevisiae] 


4.2 


4555 


144244.33 


gi|14424433|refINP_077816.1| ATPase, Class V, type 
10C; ATPase type IV 5 .phospholipid transporting (P- 
type) (putative) [Homo sapiens] gb|AAK33100.1| 
(AY029504) aminophospholipid-transporting ATPase 
[Homo sapiens] dbj|BAB47392.1| (AB051358) putative 
aminophospholipid translocase [Homo sapiens] 




4560 


6714740 


gi|o714740[emb|CAl50o205.1| (AL1365U2) putative 
prolyl aminopeptidase. [Streptomyces coelicolor A3(2)] 


4.7 




6724176 


gl|o72417o|gb|AAr2oo/5 .l[Ar 19o232_l (Ar 196232) 
T cell receptor V delta 6 [Rattus norvegicus] 


7.4 


4563 


14783807 


gi|14783807|ref|XPJ)27541.1| hypothetical protein 
FLJ21858 [Homo sapiens] 


3.1 


4564 


04/o200 


gi|6478266|gb|AAF13781. 1|AF129403_2 (AF129403) 
gamma subunit of membrane-bound ATP synthase 
[Buchnera aphidicola] 


2 




7509812 


gi|7509812|pir||T26861 hypothetical protein Y43F8B.5 - 
Caenorhabdits elegans emb|CAA21513.1| (AL032623) 
contains similarity to Pram domain: PF00188 (SCP-like 
extracellular protein), Score=34.9, E-value=4.2e-09, 
N=2 [Caenorhabditis elegans] 


5.7 


4567 




gi|5230656jgb|AAD40953.1|AF148934_l(AF148934) 

Vn o r»+ q CT"i /■» n FT XtfVmPrCI/VMI PC/^lllAnfllTYll 

pilflllmollCq, ^J^yUUpCIMuUll CoUUlCUlUIUJ 


7 Q 


4578 


14732381 


gi|14732381|ref|XP_050222.1| hypothetical protein 
XP_050222 [Homo sapiens] 


0.0009 


4581 


14349161 


gi| 14349 16 1 |dbj |BAB60707. 1 1 (AB049622) ficolin4 
[Halocynthia roretzi] 


2.5 


4585 


3599476 


gi|3599476Igb|AAC69336.1| (AF084637) serendipity 
alpha protein [Drosophila virilis] 


2.4 



589 



WO 02/14500 



PCT/US01/25840 
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SEQID 
NO 


ACCESS 

1 N 


DESCRIPTION 


P VALUE 


4586 


145512 


gi|1455121gb|AAC41418.1| (M55661) colonisation 
factor antigen d' [Escherichia coli] 


8.9 


4590 


7499104 


gi|7499104|pir||T20906 hypothetical protein F14F7.1 - 
Caenorhabditis elegans emb|CAB04111.1| (Z81503) 
predicted using Genefinder-contains similarity to Pfam 
domain: PF01484 (Nematode cuticle collagen N- 
terminal domain), Score=31.5, E-value=6.2e-06, 
N=l~cDNA EST yk56g5.3 comes from this 
gene-cDNA EST yk56g5.5 comes from this gene 
[Caenorhabditi> 


9.8 


4591 


7267234 


gi|7267234|emb|CAB8084U| (AL161501) putative 
sugar transporter [Arabidopsis thahana] 


9.9 


4593 


401050 


gi|401050|splQ01656|RSP4_CHLRE FLAGELLAR 
RADIAL SPOKE PROTEIN 4 pir||A44498 radial spoke 
protein 4 - Chlamydomonas reinhardtii gb|AAA33092.1| 
(M87526) flagellar radial spoke protein 
[Chlamydomonas reinhardtii] 


0.31 


A^QA 


7300719 


gi|7300719|gb|AAF55865.1| (AE003734) CG5862 gene 
product [Drosophila melanogaster] 


1.5 1 


4596 


12851516 


gi|12851516|dbj|BAB29072.1| (AK013941) putative 
[Mus musculus] 


1.1 


4598 


14193314 


gi|14193314|gb|AAK55896.1)AF267213 - 2(AF267213) 
ATP synthase gamma subunit [Candidate Carsonella 
ruddii] 


5.2 


4599 


13898998 


gi|13898998|gb|AAK48930.1|AF359251J(AF359251) 
extracellular polypeptide Ecp76 [Chlamydomonas 
reinhardtii] 


0.17 




8922500 


gi|8922500|ref|NP_060600.1| hypothetical protein 
FLJ10539~[Homo sapiens] dbj|BAA91669.1| 
(AK001401) unnamed protein product [Homo sapiens] 


4.7 ! 


4605 


HAGA 1 C5 


gi|7494152|pir||T18410 carbamoyl-phosphate synthase 
(glutamine-hydrolyzing) (EC 6.3.5.5) II - malaria 
parasite (Plasmodium falciparum) gb|AAA29522.1| 
(L32150) carbamoyl phosphate synthetase II 
[Plasmodium falciparum] 


8.7 


4607 


6178092 


gi|6178092|dbj|BAA86168.1| (AB031705) ORF2 
protein [TT virus] 


3.4 


4608 


122078 


gi|122078|spIP023011H34_MOUSE fflSTONE H3.4 
(EMBRYONIC) emb|CAA24131.1| (V00754) reading 
frame histone H3 [Mus musculus] 


0.059 
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SEQID 

"NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4610 


2598224 


gi|2598224|emb|CAA69955.1| (Y08696) aldehyde 
dehydrogenase [Gluconacetobacter europaeus] 


2.1 


4612 


12382242 


gi|12382242|gb|AAG53080.1|AF263824_l(AF263824) 
5'A2rel-related protein [Leishmania donovani] 


3.2 


4613 


1405336 


gi|1405336|dbj|BAA13060.1| (D86240) hypothethecal 
membrane transporter [Staphylococcus aureus] 
gb|AAD21958.1| (AF101234) putative membrane 
protein DltB [Staphylococcus aureus] dbj|BAB42033.1| 
(AP003 132) DltB membrane protein [Staphylococcus 
aureus subsp. aureus N3 15] dbj|BAB57095.1| 
(AP003360) DltB membrane protein [Staphylococcus 
aureus subsp. aureus Mu50] 


7.4 


HOlO 


6321803 


gi|632 1 803|ref|NP_0 1 1 879. 1| PolyA-binding protein; 
Mip6p [Saccharomyces cerevisiae] 
sp|P38760|YHH5_YEAST HYPOTHETICAL 75.9 
KDA PROTEIN IN SP013-ARG4 INTERGENIC 
REGION pir||S46788 PES4 protein homolog YHROlSw 
- yeast (Saccharomyces cerevisiae) gb|AAB68942.1| 
(U10400) Yhr015wp [Saccharomyces cerevisiae] 


5.3 


4618 


14749154 


gi|14749154|ref|XPJ)31524.1| AF15ql4 protein Porno 
sapiens] 


9E-94 


4621 


12837658 


gi|12837658|dbj|BAB23899.1| (AK005241) putative 
[Mus musculus] dbj|BAB26680.1| (AK010067) putative 
[Mus musculus] 


6.8 


4622 


yo2o 1 OO 


gi|9628166|ref|NPJ)42752.1| CD2 homolog [African 
swine fever virus] pir||A40678 T-cell adhesion receptor 
CD2 homolog - African swine fever virus 
gb|AAA42691.1| (L16864) cd2 homologue [African 
swine fever virus] gb|AAA65288.1| (U18466) CD2 
homolog [African swine fever virus] prf||2113434BJ 
L/Uz-iike protein [African swine lever virus] 


7.6 


4625 


56691 


gi|56691|emb|CAA68549.1| (Y00497) precursor (AA - 
24 to 198) [Rattus norvegjcus] 


4.2 


4628 


10946710 


gi|10946710|ref|NP_067350.1| Rhesus blood group- 
associated B glycoprotein; Rh type B glycoprotein [Mus 
musculus] gbAAF19371.1| (AF193808) Rh type B 
glycoprotein [Mus musculus] 


9.9 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4631 


7507118 


gi|75071 18tpiri|T24482 hypothetical protein T05A1.2 - 
Caenorhabditis elegans emb|CAA92476.1| (Z68219) 
contains similarity to Pfam domain: PF01391 (Collagen 
triple helix repeat (20 copies)), Score=86.4, E- 
value=1.8e-22, N=2; PF01484 (Nematode cuticle 
collagen N-terminal domain), Score=23.9, E- 
value=0.0012,N=l~cDNAEST CEMSE21F comes 
from this > 


3.6 


ACXA 
WO** 


2072964 


gi|2072964|gb|AAC5 1 27 1 . 1 1 (U93569) putative pl50 
[Homo sapiens] 


0.12 


4636 


13385228 


gi|13385228|reflNPJ)80036.1| RIKEN cDNA 
4933428103 gene [Mus musculus] dbj|BAB30529.1| 
(AK016968) putative [Mus musculus] dbj|BAB30656.1| 
(AK017257) putative [Mus musculus] 


2.1 


4639 


13637800 


gi|13637800|ref|XPJ)17899.1| hypothetical protein 
FLJ 12673 [Homo sapiens] 


2E-11 


AC A ^ 


14759884 


gi|14759884|reflXP_010198.3| 64448 [Homo sapiens] 
sp|Q9BZSl|FXP3_HUMAN FORKHEAD BOX 
PROTEIN P 3 (ZINC FINGER PROTEIN JM2) 
(SCURFIN) gb|AAG53607.1|AF277993_l (AF277993) 
scurfin [Homo sapiens] 


0.000002 


4651 


9758192 


gi|9758 1 92|dbj|BAB08666. 1| (ABO 1 8 1 09) 
pectinesterase [Arabidopsis thaliana] 


5.5 


4653 


9989055 


gi|9989055|gb|AAGl 08 18.1 |AC0 1 1 808_6 (AC0 11808) 
Hypothetical protein [Arabidopsis thaliana] 


6E-11 




560700 


gi|560700|gblAAB31458.1| gibbon ape leukemia virus 
receptor [Mus musculus= Japanese feral mice, spp. 
molossinus, susceptible cells, Peptide, 680 aa] 


7 


4659 


3878238 


gi|3878238|emb|CAA81588.1| (Z27078) cDNA EST 
ykl8 lgl .5 comes from this gene-cDNA EST 
ykl53al 1.5 comes from mis gene-cDNA EST 
yk465bl.5 comes from this gene [Caenorhabditis 
elegans] 


1.3 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4663 


141028 


gi|141028|sp|P04540|NU5M_TRYBB NADH- 

T TOTfYf TTTvTfYrvTT? fWmriP'PTYr ICT A CU pu A TXT < 

pir||QQUTC5 NADH dehydrogenase (ubiquinone) (EC 
i.o.j. j) cudin j - i rypanosorna orucei miiocnoncinon 
gb|AAB59225.1| (M14820) NADH dehydrogenase 

oiihiinit ^ rTrvnannQnma hriifipil prnfilf 11 

oU.LFLU.ilL J |_ X 1 V UCLLlyJoyJUICL Ul Uvt/1 J GlliU 1 vAD J / O \J f . A 1 

(X01094) unidentified reading frame 10 [Trypanosoma 
brucei] 


0.54 


; 4664 


5442110 


eil5442110lffblAAD43259 1IAF126468 2fAF126468 , > 
protease [Simian retrovirus type 2] 


0.3 


4666 


12860471 


eill2860471)dbilBAB31968 11 fAK020018i nutalive 
[Mus musculus] 


7.6 


4669 


4103974 


gi|4103974|gb|AAD05047.1| (AF030414) FeMo protein 

of nitrop'ena^e alnha <niViiinit* NiflT) rOliicirnn r , i a tnhjir*tpr 

diazotrophicus] 


9.1 


4678 


2072953 


gi|2072953|gb|AAC51264.1| (U93565) putative pl50 
FHomo saniensl 


0.057 


4679 


7208454 


gi|7208454|gb|AAF40208. 1|AF233885_1 (AF233885) 
phospholipase C-like protein [Mus musculus] 


9.6 


4680 


14193286 


eill4193286lehlAAK55875 1IAF? 67206 2 fAF267?06i 
ATP synthase gamma subunit [Candidatus Carsonella 
ruddii] 


9 


4681 


11361549 


gi|l 1361 549|pir|| A82772 hypothetical protein XF0722 

riTTTnr\rfpHl — YvIpIIsi "fiiofiHincj* ( ctr^a in Qa*\r^ 
(liiipui LGUf -/vyiC-iict xaoUUiLtDa ^olidxll "aJt^ 

gb[AAF83532.1|AE003914J3 (AE003914) 
hypothetical protein [Xylella festidiosa 9a5c] 


3.1 


4682 


7463298 


gi|74632981pir||A70144 hypothetical protein BB0354 - 
Lyme disease spirochete gb|AAC66737.1| (AE001141) 
B. burgdorferi predicted coding region BB0354 
[Borrelia burgdorferi] 


5.4 


4685 


9631610 


gi|9631610|ref|NP_048389.1| contains Pro-rich Px 
motit PAPK (8X); similar to Thermoproteus virus 
protein TPX, corresponds to Swiss-Prot Accession 

i>uiuuci ri7L/j ^jrctictiiicvviuiii uuraoJid v^nioiciiai virus 
1] pir||T1753 1 proline-rich protein A41R - Chlorella | 
virus PBCV-1 gb|AAC96409.l| (U42580) contains Pro- 
rich Px motif^ PAPK (8X); similar to Thermoproteus 
virus protein TPX, corresponds to Swiss-Prot Accession 
Number P19275 [Paramecium bursaria Chlorella virus 
1] 


1.8 
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SEQID 
NO 


Arrccc 
N 


DESCRIPTION 


P VALUE 


4688 




gi|14754644|reflXP_030896.1| similar to hypothetical 
protein mvjCjJo4 (rt sapiens) [Homo sapiens J 


fXTJ A O 

9E-48 


4689 


2865163 


gi|2865 1 63 |dbj [BAA24799. 1 1 (AB007836) Hic-5 [Homo 
sapiens] 


2E-16 


4693 


6760239 


gi|6760239|gb|AAF28263.1|AF178655_4(AF178655) 
fusion F [Bovine parainfluenza virus 3] 


1 9.8 


4698 


13446199 


gi|13446199IembICAC34985.1| (AL035536) very 
hypothetical protein [Schizosaccharomyces pombe] 


5.2 


4699 


6320491 


gi|6320491|ref|NP_010571.1| synaptonemal complex 
protein; Ziplp [Saccharomyces cerevisiae] 
sp|P3 1 1 11|ZIP1_YEAST SYNAPTONEMAL 
COMPLEX PROTEIN ZIP1 pir||S70115 ZIP 1 protein - 
yeast (Saccharomyces cerevisiae) gb|AAB64474.1| 
(U5 103 1) Ziplp: Synaptonemal complex protein (Swiss 
Prot accession number P31 1 1 1). [Saccharomyces 
cerevisiae] 


0.001 


4703 


416704 


gi|416704|sp|Q03376|BAR3_CHTTE BALBIANI RING 
PROTEIN 3 PRECURSOR pir||S08167 Balbiani ring 3 
protein - midge (Chironomus tentans) emb|CAA36506, 1| 
(X52263) balbiani ring 3 (BR3) [Chironomus tentans] 


5.4 


4709 


6005948 


gi|6005948|ref|NP 0091 18. 1| WW domain-containing 
binding protein 4; formin binding protein 21 [Homo 
sapiens] ref|XP_007153. 1| WW domain-containing 
binding protein 4 Porno sapiens] ref|XPJ)49374.1| 
WW domain-containing binding protein 4 [Homo 
sapiens] refpff_049375.ll WW domain-containing 
binding protein 4 [Homo sapiens] gb|AAC3481 1. 1| 
(AF071185) formin binding protein 21 [Homo sapiens] 


0.007 


4713 


629166 


gi|629166|piri|S39791 neurotoxin - Clostridium 
botulinum 


2.5 


4719 




gi|4096360|gb|AAC99858.1| (U31159) CR16 [Rattus 
norvegicus] gb|AAC99859.1| (U31169) SH3 domain 
Dinuiiig pruicm |i\3tLu.a norvegicus j 


A Q 


4723 


11352438 


gi|l 1 35243 8ipir||F83 161 pyocin protein PA3866 
[imported] - Pseudomonas aeruginosa (strain PAOl) 
gb|AAG07253.1|AE004804J (AE004804) pyocin 
protein [Pseudomonas aeruginosa] 


9.1 


4725 


14761847 


gi|14761847|ref|XP_017198.2| hypothetical protein 
FLJ12085 porno sapiens] 


0.0007 1 



594 



WO 02/14500 



PCT/US01/25840 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4726 


7475497 


gi|7475497|pir)|B70045 hypothetical protein yvpB - 
Bacillus subtilis gb|AAC67292.1| (AF017113) YvpB 
[oaciiius suDuiisj emD|i^AJDij4yy.l| (zyyizl) yvpb 
[Bacillus subtilis] 


9 


4731 


11466185 


gi|11466185|reflNP_066508.1| NADH dehydrogenase 
subunit 1 1 [Naegleria gruberi] 
gb|AAVjl / /oo.l|Ar2ooUy2_l 1 (AF288092) NADH 
dehydrogenase subunit 11 [Naegleria gruberi] 


6.2 


4735 


9802589 


gi|9802589|gb|AAF9979 1 . 1|AC012463_8 (AC012463) 
T2E6.16 [Arabidopsis thaliana] 


7.7 


4741 


7512245 


gi|7512245|pir||T03849 Fas-binding protein Daxx - 
green monkey gblAAB66586. 1| (AF015957) Fas- 
binding protein Daxx [Cercopithecus aethiops] 


7.1 


4746 


345660 


gi|345660|pir||A45031 cysteine-rich fibroblast growth 
fector receptor - chicken gb|AAA48769.1| (M95766) 
cysteine-rich fibroblast growth factor receptor [Gallus 
gallus] 


1 


4750 


6324550 


gi|6324550|ref|NPJ)14619.1| mitochondrial initiation 
factor 2; Ifinlp [Saccharomyces cerevisiae] 
sp|P25038|EF2M_YEAST TRANSLATION 
INITIATION FACTOR DF-2, MITOCHONDRIAL 
PRECURSOR (IF-2MT) (IF-2(MT)) pir||S66706 
translation initiation factor IF-2, mitochondrial - yeast 
(Saccharomyces cerevisiae) emb|CAA99023.1| 
(Z74765) ORF YOL023w [Saccharomyces cerevisiae] 


8.1 


4751 




gi|12249161|ref|NPJ)66211.2| cytochrome c oxidase 
subunit HI [Schistosoma mansoni] gb|AAG13163.2| 
(AF2 16698) cytochrome c oxidase subunit 3 
[Schistosoma mansoni] 


O.O 


4758 


10835218 


gill0835218jreflNP_004609.il topoisomerase (DNA) HI 
alpha [Homo sapiens] ref|XP_008635.1| topoisomerase 

/TVXT A \ III 1 1 ITT * 1 

(DNA) m alpha [Homo sapiens] 
sp|Q13472|TP3A_HUMAN DNA TOPOISOMERASE 

ITT AT PT-TA ohIA ARfllfiQd 11 nte1A11\ TYNIA 

topoisomerase HI [Homo sapiens] 


9.4 


4759 


9294528 


gi|9294528|dbj|BAB02791.1|(AB024034) 

gb|AAF509 15 . l~gene_id:MDC 1 1 .5^imilar to unknown 

protein [Arabidopsis thaliana] 


7.1 


4760 


6624755 


gi|6624755|emb|CAB63872.1| (AJ251846) OTX5b 
protein [Xenopus laevis] 


8.8 
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O-C/V^ XL/ 

NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4762 


14768465 


gi|14768465|ref|XP_038469.1| hypothetical protein 
XP_038469 [Homo sapiens] 


0.88 


4768 


7290081 


gi|7290081|gb|AAF45547.1| (AE003418) fe3 gene 
product [alt 2] [Drosophila melanogaster] 


4.7 


4770 


13358052 


gi|13358052|ref|NPJ)78326.1| unique hypothetical 
membrane lipoprotein [Ureaplasma urealyticum] 
pirP82883 hypothetical protein UU489 [imported] - 
Ureaplasma urealyticum gb|AAF30901.1|AE002147_2 
(AE002147) unique hypothetical membrane lipoprotein 
[Ureaplasma urealyticum] 


0.95 


4774. 
t / ft 


12698025 


gi|12698025|dbj|BAB21831.1| (AB051527) KIAA1740 
protein [Homo sapiens] 


0.24 


4784 


116910 


gi|l 16910|sp|P 10169|CON8_NEUCR CONTOIATION- 
SPECDF1C PROTEIN 8 pir||S02210 con-8 protein - 
Neurospora crassa emb)CAA30092. 1| (X07040) con-8 
[Neurospora crassa] 


4.3 


4788 


3694664 


gi|3694664|gb|AAC62434.1| (AC004893) similar to 
NEDD-4 (KIA0093); similar to P46934 
(PLD:gl 171682) [Homo sapiens] 


8.2 


4790 


1731439 


gi|173 1439|sp|P5 1505|ZN80_MACMU ZINC FINGER 
PROTEIN 80 emb|CAA61771.1| (X89629) znf80 
[Macaca mulatta] 


1.3 


4794 


11257183 


gi|11257183|pir||F82319transketolase 1 VC0473 
[imported] - Vibrio cholerae (group 01 strain N16961) 
gb|AAF93646.1| (AE004133) transketolase 1 [Vibrio 
cholerae] 


9.1 


4795 


11466520 


gi| 1 1466520|refjNP_044769. 1 1 SecY-type transporter 
protein [Reclinomonas americana] pir||S78151 secY 
protein homolog - Reclinomonas americana (ATCC 
50394) mitochondrion gb|AAD11884.1| (AF007261) 
SecY-type transporter protein [Reclinomonas 
americana] 


2.3 


4799 


5869811 


gi|5869811|emb|CAB55552.1| (AJ243538) Fox2 protein 
[Glomus mosseae] 


8.5 
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SEQID 
NO 
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N 
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P VALUE 


4801 


6324187 


gi|6324187|ref|NP_014257.1| Ammonia transport 
protein; Mep2p [Saccharomyces cerevisiae] 
sp|P41948|MEP2_YEAST AMMONIUM 
TRANSPORTER MEP2 pir||S51089 ammonium 
transport protein MEP2 - yeast (Saccharomyces 
cerevisiae) emb|CAA58587.1| (X83608) ammonium 
transporter [Saccharomyces cerevisiae] 
emb|CAA86884.1| (Z46843)NH3 permease 
[Saccharomyces cerevisiae] emb|CAA96025.1| 
(Z71418) ORF YNL142w [Saccharomyces cerevisiae] 


8.3 


4805 


14738182 


gi|14738182|ref]XPJ)3823U| KIAA0793 gene product 
[Homo sapiens] 


3E-16 


4806 


481861 


gi|481861|pir||S39796 aggrecan precursor - chicken 


0.065 


4808 


462116 


gi|4621 16|sp|Q05394|FMLR__RABIT FMET-LEU-PHE 
RECEPTOR (FMLP RECEPTOR) (N-FORMYL 
PEPTIDE RECEPTOR) (FPR) (N-FORMYLPEPTTDE 
CHEMOATTRACTANT RECEPTOR) pir||A46520 N- 
formyl peptide receptor - rabbit gb|AAA3 1254. 1) 
(M94549) N-fonnyl peptide receptor [Oryctolagus 
cuniculus] 


2.2 


4809 


12832739 


gi|12832739|dbj|BAB22236.1| (AK002621) putative 
[Mus musculus] 


1.1 


4813 


464359 


gi|464359|sp|P33295|PEPC_ASPNGSUBTILISIN- 
LIKE SERINE PROTEASE PEPC PRECURSOR 
pir||JU0146 serine proteinase (EC 3.4.21.-) precursor - 
Aspergillus niger gb[AAA32702.1| (M96758) serine 
protease [Aspergillus niger] 


0.91 


4814 


14741436 


gill4741436lrefpff_032168.ll hypothetical protein 
XP_032168 (Homo sapiens] 


1.3 


4821 


6322061 


gi|6322061|refINP_012136.1| Yill30wp 
[Saccharomyces cerevisiae] sp|P40467|YIN0_YEAST 
PUTATIVE 108.8 KD TRANSCRIPTIONAL 
REGULATORY PROTEIN IN FKH1-STH1 
INTERCrENIC REGION pir||S48404 probable 
membrane protein YIL130w - yeast (Saccharomyces 
cerevisiae) emb|CAA86148.1| (Z38059) orf; len: 964, 
CAI: 0.15, possible regulatory protein [Saccharomyces 
cerevisiae] 


6.7 


4822 


14784569 


gi|14784569|refpCP_016395.2| 11729 [Homo sapiens] 


5E-26 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


N 


' DESCRIPTION 


P VALUE 


4825 




gi|13926079|gb!AAK49526.1|AF356082_l(AF356082) 
C2H2 zinc finger transcription factor JING [Drosophila 

J I iCiallU t^do LCI J 




4827 


1209370 


gi|1209370|gb|AAA91081.1| (L33971) EBV BKRF4 
homologue [Leporid herpesvirus 1] 


8 


4829 


11359537 


gi|11359537|pir||T51023 hypothetical protein B7F21.40 
[imported] - Neurospora crassa emb|CAB97476. 1 1 
(AL389901) conserved hypothetical protein 
[Neurospora crassa] 


0.57 


4832 


13629392 


gi|13629392|sp|P97523|MET_RAT HEPATOCYTE 
GROWTH FACTOR RECEPTOR PRECURSOR 
(MET PROTO-ONCOGENE TYROSINE KINASE) 

^U-JVLcl ) (rlvxr KcCbr lUKj (riOr-or KJbCJir 1 UKj 
emb|CAA65582.1| (X96786) c-met [Rattus norvegicus] 


1.3 


4834 


^KJUoUiy 


gi|4508019|re£]NP_003449.1| bassoon (presynaptic 
cytomatrix protein); neuronal double zinc finger protein; 
zinc finger protein 231 [Homo sapiens] gb|AAC83555.1| 
(AF052224) neuronal double zinc finger protein [Homo 
sapiens j 


1 <I 

1.3 


4835 


5734374 


gi|5734374|emb|CAB52680.1| (AJ133723) Ran-binding 
protein 2 [Bos taurus] 


4.7 


4837 


3281932 


gi|3281932]emb|CAA76796.1| (Y 17584) beta-lactamase 
class A [Escherichia coli] emb|CAC43180.1| 
(AJ277416) TEM-29 ES-beta-Iactamase [Escherichia 
coli] 


9.4 


4839 


15021417 


gl| 1 3 1 4 1 / |gb| AAiv / /o94 . 1 1 Ar 3 69U29_23 
(AF369029) ORF25, gene femily 4 [white spot 

svn drome vinml 


9 4 


4841 


7507283 


gi|7507283|pir||T32024 hypothetical protein T06D4.4 - 
Caenorhabditis elegans gb|AAB66123.1| (AF016673) 
similar to endothelin-converting enzymes 
[Caenorhabditis elegans] 


6.7 


4843 


1165132 


gi|1165132|emb|CAA64491.1| (X95193) homeobox- 
leucine zipper protein [Pimpinella brachycarpa] i 


8.5 
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SEQBD 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4845 


11466755 


gi|11466755|reflNP_039351.1| ORF191 [Marchantia 

mnliim/vmlioi n*\^D^£0£^C^^T^K^ , \/t A DDA XT A TVLT 

poiymorpnaj Sp|JrUDZOOllNUoC_MAKrU INALJH- 

PLASTO QUINONE OXTOOREDUCTASE CHAIN 6, 

TT-TT OR OPT AQT nirllDFT VM6 MAnH Hf4i\/Hrnrrpn^c/> 

\^riJu\jis\jrLji\o i pn[\UMiLj\ iso Pij\uri aenyorogenase 
(ubiquinone) (EC 1.6.5.3) chain 6 - liverwort 
(Marchantia polymorpha) chloroplast 
emblCAA28137 11 fX04465> ORF191 FMarchantia 
polymorpha] 


9.5 


4849 


14010605 


gi|14010605|gb|AAK52051.1|AF363973J(AF363973) 
semaphorin 6C [Mus musculus] 


6.3 


4853 


14755906 


&i!14755906IreflXP 0443SR f 1 similar to Heft tin and 

palate associated transmembrane protein 1 (H. sapiens) 
[Homo sapiens] 


2.7 


4859 


13647785 


gi|uo*t/ /oj|reijAx^_uioujo.i| nypomeucai proxein 
FLJ13166 [Homo sapiens] rellXP_051378.1| similar to 
hypothetical protein FLJ13 166 (H. sapiens) [Homo 
sapiens] 


6.1 


4866 


11994373 


gi|l 1994373|dbj|BAB02332.1| (AB019229) 

crene id*MDC16 1 4~iinknown nrntein fArabidonsis 

thaliana] 


4.7 


4872 


12514590 


gi|12514590|gb|AAG55801 . 1|AE0053 16_6 (AE0053 16) 

nrf \v\mnthpfirst\ nrntein IT^rlierirhia crM f)1S7'W7 

EDL933] dbj[BAB34856. 1| (AP002555) hypothetical 
protein [Escherichia coli 0 157:H7] 


6 


4873 


14017847 


gi|14017847|dbj|BAB47444.1t (AB058718) KIAA1815 
protein [Homo sapiens] 


6E-18 


4878 


7506698 


gi|7506698|pirj|T24214 hypothetical protein R134.2 - 
Caenorhabditis elegans 


7.3 


f 

4880 


7505750 


gi|7505750|pir||T23590 hypothetical protein K10H10.1 - 
Caenoraabditis elegans emb|CAB05777.1| (Z83236) 
contains similarity to Pfem doniain: PF00083 (Sugar 
(and other) transporter), Score=-89.7, E-value=0.00037, 
N=l~cDNA EST yk503hl2.5 comes from this 
pene~cDNA EST vk653all 3 comes from this 
gene-cDNA EST yk653al 1.5 comes from this gene 
[Caenorha> 


1.4 


4882 


2500112 


gi|2500112|sp|P71359|RECQ_HAEIN ATP- 
DEPENDENT DNA HELICASE RECQ 
gb|AAC22387.1| (U32756) ATP-dependent DNA 
helicase (recQ) [Haemophilus influenzae Rd] 


8.7 
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SEQID 

i NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4883 


13447070 


gi|13447070|gb|AAK26617.1| (AF340025) NADH 
dehydrogenase subunit V [Cotumix chinensis] 


3.1 


4886 


14775307 


gi|14775307|reflXP_042250.1| similar to nuclear pore 
complex interacting protein (H. sapiens) [Homo sapiens] 


4.2 


4888 


6434530 


gi|6434530]emb|CAB61080.1| (AL132949) predicted 
using Genefinder-cDNA EST yk5 lg5.3 comes from this 
gene~cDlNA EST yk62do.3 comes from this 
gene-cDNA EST yk5 lg5 .5 comes from this 
gene-cDNA EST yk62d6.5 comes from this 
gene-cDNA EST ykl05f8.5 comes from this 
gene-cDNA EST yk99£8.3 > 


0.28 


4896 


12832739 


trill 9JH97^QlHHilRAn9997£ 1 1 f A1?nn9£91\ toi+c»t««* 

[Mus musculus] 


1.1 


4903 


11281764 


gi|11281764|pir||C81739 conserved hypothetical protein 
i cuizu [imponeaj - omamyuia munaarum (strain 
Nigg) gblAAF38998.1| (AE002279) conserved 
hypothetical protein [Chlamydia muridarum] 


2.7 


4908 


12838194 


[Mus musculus] 


1.7 


4911 


12721131 


gi|12721131|gb|AAK02908.1| (AE006 121) unknown 
[Pasteurella multocida] 


8.3 


4913 


10638457 


frill 0638457lemh!CAC 19644 1UAT 1^6449^ hA9ST93 1 
(KIAA1 165 protein, similar to Drosophila CG8056 
protein) [Homo sapiens] 


1E-18 


4916 


11346431 


gi|l 1 34643 1 |pir||T478 03 mitogen-activated protein 
kinase-like protein - Arabidopsis thaliana 
emb|CAB75798.1| (AL138647) mitogen-activated 
protein kinase-like protein [Arabidopsis thaliana] 


4 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


• 

4924 


- 

14758601 


gi|14758601|ref|XP_010183.3| protein phosphatase, EF 
hand calcium-binding domain 1 [Homo sapiens] 
ref]XP_O4O201.1| protein phosphatase, EF hand calcium 
binding domain 1 [Homo sapiens] ref]XP_040202.1| 
protein phosphatase, EF hand calcium-binding domain 1 
[Homo sapiens] sp|014829|PPEl_HUMAN 
SERINE/THREONINE PROTEIN PHOSPHATASE 
WITH EF-HANDS-1 (PPEF-1) (PROTEIN 
PHOSPHATASE WITH EF CALCIUM-BINDING 
DOMAIN) (PPEF) (SERINE/THREONINE PROTEIN 
PHOSPHATASE 7) (PP7) gb|AAB82795.1| 
(AF023455) protein phosphatase with EF-hands-1 
[Homo sapiens] gb|AAC05825.1| (AF027977) [ 
serine/threonine protein phosphatase 7 catalytic subunit 
[Homo sapiens] 


0.08 


4932 


12007365 


gi| 12007365|gb|AAG45 157. 1 |AF3 16823_1 (AF3 16823) 
cellulase Cel9-H [Clostridium cellulolyticum] 


3.2 


4933 


8745051 


gi|8745051|emb|CAB95305.1| (AL359781) dynein 
heavy chain, cytosolic [Leishmania major] 


8 i 


4934 


7499345 


gi|74993451pir||T21083 hypothetical protein F18A11.4 - 
Caenorhabditis elegans emb|CAB04136.1| (Z81507) 
cDNA EST yk651hl.5 comes from this gene 
[Caenorhabditis elegans] emb|CAA21639.1| 
(AL032639) cDNA EST yk651hl.5 comes from this 
gene [Caenorhabditis elegans] 


0.4 


4935 


14133229 


gi|14133229|dbj|BAA768432| (AB023216) KIAA0999 
protein [Homo sapiens] 


0.91 


4936 


5835447 


gi|5835447|ref|NP_008371.11ND6J3186 NADH 
dehydrogenase subunit 6 [Onchocerca volvulus] 
pir|| 1 1 lUoo WAL>il dehydrogenase (ubiquinone) (tit, 
1 .6.5.3) chain 6 - nematode (Onchocerca volvulus) 
mitochondrion gb|AAC61613.1| (AF015193) NADH 
dehydrogenase subunit 6 [Onchocerca volvulus] 


2.8 


4940 


6978439 


gi|6978439|reflNP_036622.1| acrosin [Rattus 
norvegicus] emb|CAA41441.2| (X58550) preproacrosin 
[Rattus sp.] 


9.1 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
! N 


DESCRIPTION 


P VALUE 


4946 


11349140 


gi|l 13491401pu1|G83492 hypothetical protein PA1232 
[imported] - Pseudomonas aeruginosa (strain PAOl) 

hypothetical protein [Pseudomonas aeruginosa] 


1 


4950 


12862434 


gi|12862434|dbj|BAB32470.1| (AB047280) Pol-like 

■nrntpiti 1 ' Tri pVi nl nmn mjitcntalrpl 

J^/J. VJt^JJJL L \Jl r£* |_ 1 1 IVUUILf J.JLJU3 lllau UUxlvwJ 




4956 


15011489 


gi|15011489|gb|AAK77584.1|AF396436_24 
(AF396436) heme maturase [Tetrahymena thermophila] 


2.8 


4958 


1944163 


gi|1944163|dbj|BAA19637.1| (AB002668) unnamed 

nrntpin ntwrtirt rAotinnKnrilln*! q r*ti n Am vrrpt f*m mm i t ?i n q 1 




4966 


7522108 


gi|7522108|pir||T29097 pro-pol-dUTPase polyprotein - 
murine endogenous retrovirus ERV-L (fragment) 
emb|CAA73251.1| (Y12713) protease; reverse 

Llaila^IlJJLaov, JVLNaoCrJL, JJlLCg,! ctoC 3 UUlidoC, XTlU-iUI- 

dUTPase polyprotein [Mus musculus] 


0.0005 


4968 


12963743 


gi| izyo J /4J|rer|JNr_u / ouaD. 1 1 equiiioranve nucleoside 
transporter 3 [Mus musculus] 

gb|AAK00957.1|AF326986_l (AF326986) equUibrative 
nucleoside transporter 3 [Mus musculus] 


9.3 


4971 


6503300 


gi|6503300|gb|AAF14676.1|AC011713^24(AC011713) 
Contains PF|01535 Domain of unknown function, 
[Arabidopsis thaliana] 


3.1 


4976 


7498863 


gi|7498863|pir||T20730 hypothetical protein F10G8.8 - 
Caenorhabditis elegans emb|CAB02286.2| (Z80216) 
Weak similarity with intermediate filament protein 
(TREMBL id G633240), contains similarity to Pfem 
domain: PF00169 (PH domain), Score=79.3, E- 
value=2.7e-21, N=2~cDNA EST EMBL:T01262 comes 
irom inis gene~ci^iNA r,ai yKz^cD.3 comes trom tnis 
gene~> emb|CAA19441.2| (AL023823) Weak similarity 
with intermediate filament protein (TREMBL id 
G633240), contains similarity to Pfkm domain: 
PF00169 (PH domain), Score=79.3, E-value=2.7e-21, 
N=2~cDNA EST EMBL:T01262 comes from this 
gene-cDNA EST yk23d5.3 comes from this gen> 


7 
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SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4981 


436923 


gi|436923|gb|AAA62274.1| (U01849) ORF1 
[Trypanosoma brucei] 


1.2 


4982 


2827416 


rvil7S77A1£lrrWA APOOft/l^ 1 1 / A T7PI/1 ^ r»Wf/-r»^t-/-vr^n 

gi|zoz /4io|gu|AAJoyyo4j. i| (Ar U4^Uoj ; glycoprotein 
B [human herpesvirus 5] 


9.1 


4989 


11135234 


gi|l 1 135234|sp|P57642|SYK3 JBUCAI PUTATIVE 
LYSYL-TRNA SYNTHETASE (LYSINE—TRNA 
LIGASE) (LYSRS) (GX) dbj|BAB13271.1| 
t/vruu 1 1 iyj nypomeucai lysyi-irUNA syntnetase 
homolog [Buchneia sp. APS] 


1.4 


4990 


zizyyj.? 


gi|2 1 2995 3 |pir|| JC5229 laccase (EC 1.10.3.2) precursor ■ 
common tobacco gb|AAC49536.1| (U43542) diphenol 
oxidase [lNicouaiia xaoacumj 


O 1 


4995 




gi|13786443|gb|AAK39568.1|AC025296_3 
^/w^uzozyoj nypoineucai proiein [uryza sauvaj 


U.oj 


4998 


7494262 


gi|7494262|pir||T18489 hypothetical protein C0820w - 
malaria parasite (Plasmodium falciparum) 
emD|w\r>i i izo. i| ^ZiVo j j i j nypouieucai protein, 
PFC0820w [Plasmodium falciparum] 


0.81 


5000 


1U1Z1 too 


gi|10121788)gb|AAG13373.1| (AF268180) polyprotein 
[uovine virai uiarrnea virus type zj 




5007 


6906704 


gi|6906704|dbj|BAA90553.1| (AB032551) proline-rich 
inositol polyphosphate 5-phosphatase [Rattus 
norvegicus] ' 


1.6 


5008 


oy /ojZj 


gi|8978523|dbj|BAA98360.1| (AP002545) CT147 
nypouieucai proiein [i^marnyaopniia pneumoniae j i jo\ 


7 zl 

/.*T 


5009 


vojuiz/ 


gi|9630127|reflNP_046554.1| putative lipoprotein 
[Bacteriophage SPBc2] pir||T12766 probable lipoprotein 
yokB - Bacillus subtilis phage SPBc2 emb|CAB 14083. 1| 
(Z99115) yokB [Bacillus subtilis] gb|AAC 12975. 1| 
(AF020713) putative lipoprotein [Bacteriophage 
oroCZJ 


7 7 

Z. / 


5011 


8Q79<7^ 


gi|8978523|dbj|BAA98360.1| (AP002545) CT147 
nypouieucai proxem [v^mamyaopnua pneumoniae j i joj 


7 A 


5012 


13636469 


gi|13636469|ref]XPJ)16747.1| latent transforming 

trmwth ftctnr hpta Kinrlino' nrntpfn 1 nrpniTQnr rHoTTlf) 
glUWUi jlovivm ucia MH lullll Jj pivivui i jjivviuoui [iiuuiv 

sapiens] 


1:7 


5016 


3694664 


gi|3694664|gblAAC62434.1| (AC004893) similar to 
NEDD-4 (KIA0093); similar to P46934 
(PIDrgl 171682) (Homo sapiens] 


7.9 


5020 


14751816 


gill4751816lrefpff_034239.ll hypothetical protein 
XP_034239 [Homo sapiens] 


0.064 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5022 


4768840 


gi|4768840|gb|AAD29638.1|AF117611_l (AF117611) 
DosA protein [Dictyostelium discoideum] 


9.9 


5023 


7442182 


gj|7442182|pir||T04989 pathogenesis-related protein 1 
precursor, 19.3K - Arabidopsis tbaliana 
emb|CAA20585.1| (AL031394) pathogenesis-related 
protein 1 precursor, 19.3K [Arabidopsis tbaliana] 
emb|CAB80089.1| (AL161584) pathogenesis-related 
protein 1 precursor, 19.3K [Arabidopsis tbaliana] 
gb|AAG40056.1|AF324705_l (AF324705) AT4g33720 
[Arabiaopsis tbalianaj gb|AAu42uu9J|Ar3274I9_l 
(AF327419) putative pathogenesis-related protein 1 
precursor protein lAraoiaopsis mauanaj 
gb|AAK00381.1|AF339699_l (AF339699) putative 
pathogenesis-related protein 1 precursor protein 
rArahidnnw fhaliarial ahlAAK62632 1! CAY039577 , k 
AT4g33720/T16Ll_210 [Arabidopsis thahana] 


9.3 


5029 


4884674 


gi|4884674|gb|AAD31763.1|AF121945J(AF121945) 
aldehyde oxidase [Mus musculus] 


7.9 


5031 


2133751 


en 19 1 1 IniVIIQfififil 0 ciilfalrinin - hWhnttlp flv 
to i|pix||ouuuiu d midts iiiiii uiucuuiuc xiy 

(Calliphora vomitoria) prfl|2120269A sulfakinin 
[Calliphora vomitoria] 


9 


5033 . 


975667 


gi|975667|emb|CAA61500.1| (X89213)RNA 
polymerase [inieciious neiuaiopoieuc necrosis virusj 
prfl|2121413F RNA polymerase [Infectious 
hematopoietic necrosis virus] 


4.1 


5035 


11267434 


gi|iizo/4j4|pn||r826jo dina neucase 11 ajpuudu 
[imported] - Xylella festidiosa (strain 9a5c) 
gb|AAF82863.1|AE003859_4 (AE003859) DNA 
helicase II [Xylella fastidiosa 9a5c] 


3.1 


5036 


11994373 


gi|l 1994373|dbj|BAB02332.1| (AB019229) 
gene_id:MDC16. 14~unknown protein [Arabidopsis 
tbaliana] 


4.8 


5050 


1082778 


gi|1082778|pir||A56395 secretory phospholipase A2 
receptor precursor, transmembrane form - human 
gb|AAA70110.1| (U17033) 180 kDa transmembrane 
PLA2 receptor precursor [Homo sapiens] 


3.5 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 




D VAT TTC 


5051 


1 "J< 1848(1 


gi| 135 1 8480|reflNP_084839. 1 1 hypothetical protein 
[Lotus japonicus] refjNP_084856.1| hypothetical protein 
[Lotus japonicus] aDj|JBAB33238.1| (AP0U2983) 
hypothetical protein [Lotus japonicus] dbj|BAB33256.1| 
\i\r\j\jz,yoD) nypoiaeucai proxein [JjOius japomcusj 




5065 


7460247 


gi|7460247|pir||B71612 hypothetical protein PFB0555c - 
malaria parasite (Plasmodium falciparum) 
gb|AAC71900.1| (AE001402) hypothetical protein 
[Plasmodium falciparum] 


7.1 


5069 


13486795 


gi|13486795|dbj|BAB40028.1| (AP003021) hypothetical 
protein [Oryza sativa] 


2.6 


5072 


6166049 


gi|6166049|sp|O55017|CCAB_MOUSE VOLTAGE- 
DEPENDENT N-TYPE CALCIUM CHANNEL 
ALPHA-IB SUBUNIT (CALCIUM CHANNEL, L 
TYPE, ALPHA- 1 POLYPEPTIDE ISOFORM 5) 

/DT) A TXT P AI f**Tf TK JS r»TT A XTXTT7T ¥TT\ /T>TTT\ 

(bKAJJN CALCIUM CHANNEL 111) (Bill) 
gb|AAB97840. 1| (AF042317) neuronal type calcium 
channel alpha- 1 subunit [Mus musculus] 


1.2 


5074 


7495367 


gi|7495367|pir||T33395 hypothetical protein C04F2.1 - 
Caenorhabditis elegans gb|AAC26911.1| (AF078780) 
Similar to chemoreceptor; C04F2.1 [Caenorhabditis 
elegans] 


3.1 


5075 


9507739 


gi|9507739|ref|NP_061405.1| 23 pet identical(9 gaps) to 

343 residues of 1286 aa protein 

sp:AIDAJECOLI[AdhesinAidA-I precursor] [Plasmid 

F] dbj|BAA97896.1| (AP001918) 23 pet identical(9 

gaps) to 343 residues of 1286 aa protein 

sp:AIDA ECOLI[Adhesin AidA-I precursor] [Plasmid 

F] 


9.7 ; 


5076 


7495508 


gi|7495508|pir||T18993 hypothetical protein C06B8.1 - 
Caenorhabditis elegans emb|CAB03850.1| (Z81463) 
Similarity to C .elegans zinc finger proteins, contains 

cimilaritv tr\ Pfiim Hnmain* PT^Tlf! 1 OA f\ irranrl_hir»r1inrr 

aiiiLuoiiiy uj jridiii uuHidui. rruuiut ^J^iganu-Dinoing 
domain of nuclear hormone receptor), Score=-13.7, E- 
value=0.051, N=l [Caenorhabditis elegans] 


4.2 


5077 


14018037 


gi| 140 1 8037|ref|NP_l 14377. 1| ATP synthase F0 subunit 
6 [Hymenolepis diminuta] 
gb[AAK51337.1|AF314223_9 (AF314223) ATP 
synthase subunit 6 [Hymenolepis diminuta] 


4.9 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5086 


6562005 


gi|6562005|emb|CAB62499.1| (AJ250586) chitinase 
[Arthrobacter sp.] 


1.5 


5087 


9631327 


gi|963 1327|reflNP_048 1 6 L 1| ORF MSV090 putative 
Molluscum contagiosum virus MC121L (vaccinia 
A16L) homolog, similar to GB:U603 15 [Melanoplus 
sanguinipes entomopoxvirus] pir||T28251 ORF 
MSV090 probable Molluscum contagiosum virus 
MC121L (vaccinia A16L) homolog - Melanoplus 
sanguinipes entomopoxvirus gb|AAC97640.1| 
(AF063866) ORF MSV090 putative Molluscum 
contagiosum virus MC121L (vaccinia A 16L) homolog, 
similar to GB:U60315 [Melanoplus sanguinipes 
entomopoxvirus] 


8.7 


5088 , 


4321813 


gi|4321813|gb|AAD15835.1| (AF063236) variant 2 
major surface glycoprotein [Pneumocystis carinii] 


6.5 


5089 


12853765 


gi|12853765|dbj|BAB29840.1) (AK015427) putative 
[Mus musculus] 


0.0003 


5094 


732U59 


gi|732059|sp|P39372IYJHAJECOLI HYPOTHETICAL 
28.3 KDA PROTEIN IN FECI-FIMB INTERGENIC 
REGION PRECURSOR pir||S56536 hypothetical 
protein £241 (fecI-fimB intergenic region) - Escherichia 
coli gb|AAA97207.1| (U14003) ORFJ241 [Escherichia 
coli] gb|AAC77267.1| (AE000501) orf, hypothetical 
protein [Escherichia coli K12] 
gb|AAG59493.1|AE005662_5 (AE005662) or£ 
hypothetical protein [Escherichia coli 0157:H7 
EDL933] dbj|BAB38693.1| (AP002569) hypothetical 
protem [bscnencnia coli U157:H7J 


1 A 

1.4 


5095 


84174 

0*T l^t 


gi|84124jpir||B24785 hypothetical protein 1028 - slime 
mold (Dictyostelium discoideum) transposon DIRS-1 

■ tttsi om prut ■ 


7 Q 


5096 


84043 


gi|84043|pir||C22845 NADH dehydrogenase j 
(ubiquinone) (EC 1 .6.5.3) chain 4 - Trypanosoma brucei 
mitochondrion 


2.3 


5100 i 


5441886 


gi|5441886|dbj|BAA82384.1| (AP000367) EST 
AU069246(C53478) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 


4.9 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQBD 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5102 


6678810 


gi|6678810|ref|NPJ)32581.1| mannan-binding lectin 
serine protease 1 [Mils musculus] 
sp|P98064|CRAR_MOUSE COMPLEMENT- 
ACTIVATING COMPONENT OF RA-REACTTVE 
FACTOR PRECURSOR (RA-REACTTVE FACTOR 
SERINE PROTEASE P100) (RARF) (MANNAN- 
BINDING LECTIN SERINE PROTEASE 1) 
dbj|BAA03944.1| (D16492) P100 serine protease of Ra- 
reactive factor (RaRF) [Mus musculus] 


7.3 


5106 


13357651 


gi| 1335765 l|ref|NPJ)77925.1| unique hypothetical 
membrane lipoprotein [Ureaplasma urealyticum] 
pir||G82934 hypothetical protein UU094 [imported] - 
Ureaplasma urealyticum gb|AAF30500.1|AE002109_3 
(AE002109) unique hypothetical membrane lipoprotein 
[Ureaplasma urealyticum] 


2.4 


5108 


249954 / 


gi|2499547|sp|P77153|WZB_ECOLI PROBABLE 
LOW MOLECULAR WEIGHT PROTEIN- 
TYROSINE-PHOSPHATASE WZB pir||D64972 
probable protein-tyrosine-phosphatase (EC 3.1.3.48) 
wzb, low molecular weight - Escherichia coli 
gb|AAC77834. 1| (U38473) putative acid phosphatase 
[Escherichia coli] gb|AAC75 122.1) (AE000296) 
probable protein-tyrosine-phosphatase [Escherichia coli 
K12] gb|AAG57121.1|AE005432_2 (AE005432) 
probable protein-tyrosine-phosphatase [Escherichia coli 
0157:H7 EDL933] dbj|BAB36289.1| (AP002560) 
probable protein-tyrosine-phosphatase [Escherichia coli 

U15 /:rl/J 


1 A 

1.4 


5109 1 


5292165 


gi)5292165|gb)AAB01085.2| (U34402) single-subunit 
Kin A polymerase C [lnticuni aestrvum] 


2.9 


5112 


2595590 


gi|2598890|dbj|BAA23297.1| (D86277) VP7 [Human 
rotavirus 3] 


0.52 


5115 


/ Jul IVjz* 


gi|7301702|gb|AAF56815.1| (AE003767) wdn gene 

nrnilnH" 1 1 Imcftrtriiln trtf»l dT\r\m ctt*T~\ 
piUUUvl |_JL/I UdUpiLUcl lilClaXlU^abLvrj 


9 


5116 


12853765 


gi|12853765|dbj|BAB29840.1| (AK015427) putative 
[Mus musculus] 


0.0003 


5121 


4009428 


gi|4009428|gb|AADl 1553.1| (AF019894) replication 
protein A [Helicobacter pylori] 


4.2 


5128 


12849716 


gi|12849716|dbj|BAB28451.1| (AK012761) putative 
[Mus musculus] 


7.3 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5129 


7496182 . 


gj| /4yoioz[pir|| i iy.544 nypotneticai protein luiZA - 
Caenorhabditis elegans emb|CAB03892.1| (Z81473) 
predicted using Genefinder [Caenorhabditis elegans] 


5.7 


5130 


9634540 


gi|9634540|ref[NPJ)38078.1| TA35L [Vaccinia virus 
(strain Tian Tan)] gb|AAF34031.1| (AF095689) TA35L 
[Vaccinia virus (strain Tian Tan)] 


9.5 


5136 


12045115 


gi|12045115|ref|NP_072926.1| lipoprotein, putative 
[Mycoplasma genitalium] sp|P47502|Y260_MYCGE 
HYPOTHETICAL LIPOPROTEIN MG260 
PRECURSOR pir||G64228 hypothetical protem 
homolog MG260 - Mycoplasma genitalium 
gb|AAC71481.1| (U39705) lipoprotein, putative 
[Mycoplasma genitalium] 


3.3 


5138 


2144796 


gi|214479o|pir||136912 mvolucnn a - douroucouu 
(ftagment) gb|AAA35376.1| (M25314) involucrin (small 
allele) [Aotus trivirgatus] 


4.3 


5140 




gi|7509951|pir||T33900 hypothetical protein Y48A5A.1 - 
Caenorhabditis elegans gb|AAD12829.1| (AF125455) 
i hoaja. i gene product [^aenornaocuus eiegansj 


i i 


5143 


13701664 


gi|13701664|dbj|BAB42957.1| (AP003135) 
ORnD:SA1688-hypothebcal protein, similar to 
teichoic acid translocation ATP-binding protein tagH 
[Staphylococcus aureus subsp. aureus N315] 
dbj|BAB58033.l] (AP003363) hypothetical protein 
[Staphylococcus aureus subsp. aureus Mu50] 


6.1 


5147 


7243223 


protein [Homo sapiens] 


6E-96 


5148 


14771907 


gi|14771907|ref|XPJ)45594.1| hypothetical protein 
MGC4816 [Homo sapiens] 


5E-30 


5163 


6056374 


gi|6056374|gb|AAF02838. 1|AC009894_9 (AC009894) 
Similar to serine/threonine kinases [Arabidopsis 
thaliana] 


9.5 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5164 


6322278 


gi|6322278|refINP_012352.1| mannosyltrBnsferase 
complex component; Mnnl Ip [Saccharomyces 
cerevisiae] sp[P46985|YJS3_YEAST 
HYPOTHETICAL 47.8 KD PROTEIN IN SWE1- 
ATP12 INTERGENIC REGION pir||S56966 probable 
membrane protein YJL183w - yeast (Saccharomyces 
cerevisiae) emb|CAA89478.1] (Z49458) ORF YJL183w 
[Saccharomyces cerevisiae] 


0.5 


5168 


14738479 


gi|1473o4 /y|reijAr_02783o. 1| general transcription 
factor niC, polypeptide 4 (90kD) [Homo sapiens] 


7 


5169 


4505321 


gi|4505321|refjNP_003862.1| myelin transcription factor 
2; cerebnn-50 [Homo sapiens] pir||I52374 cerebnn-50 - 
human gb|AAB34231.1| (S76853) cerebrin- 
50=cerebrospinal fluid protein [human, cerebral brain, 
Peptide, 435 aa] [Homo sapiens] 


5 


5171 


14oJo/zZ 


gi|14336722|gb|AAK61254.1|AE006464_22 
(AE006464) Similar to pre-pro-megakarycyte 
potentiating factor precursor [Homo sapiens] 


0.2/ 


5173 


ID /UU/ /o 


gi|13700778|dbjIBAB42074.1| (AP003132) 
ORFID:SA0834~hypothetical protein, similar to 
lipopolysaccharide modification acyltransferase 
[Staphylococcus aureus subsp. aureus N315] 
dbj|BAB57136.l| (AP003360) hypothetical protein 
[Staphylococcus aureus subsp. aureus Mu50] 


« i 

j.i 


5174 


8894607 


gi|8894607|emb|CAB94193.2| (AJ289710) envelope 
protein [HERV-H/env60] 


0.0002 


5176 


14772400 


gi|14772400|rei|XF_u45 944. 1| hypothetical protem 
XP_045944 [Homo sapiens] 


2.5 


5181 


8248741 


gi|8248741|gb[AAB2021 1.2| (S61973) NMDA receptor 
gjutamate-binding subunit [Rattus sp.] 


7.4 


5186 


12390963 


gi|12329963|emb|CAC24680.1| (AL5 13062) possible 

TiicrVi mnlfVM'ilar mace miolpar JiTrfiftpn IT ^idiTKmniji tnainrl 
lUgll muiccuial lUdaa uuidval ailllgCIl yjL^louillallla. UlaJUlJ 


0 7 


5187 


3915815 


gi|39158 15|sp|Q45032|PRIA_BORBU PRIMOSOMAL 
PROTEIN N (REPLICATION FACTORY) 
pir||F70101 primosomal protein N (priA) homolog - 
Lyme disease spirochete gblAAC66393.1| (AE001115) 
primosomal protein N (priA) [Borrelia burgdorferi] 


0.86 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5191 


7^ 1 /570ft 


gi|/Mo/yo[pir|[H/z:>7j hypothetical protein APE 18 08 - 
Aeropyrum pernix (strain Kl) dbj|BAA80893.1| 
(AP000062) 107aa long hypothetical protein 
[Acropyruni pcrnixj 


o o 


5192 


*K}:»1 / 1U 


gi|4691710|gb)AAD28038.1|AF119712J(AFl 19712) 
bone morphqgenetic protein BMP2/4 [Lytechinus 
vanegatus] 




5198 


10639274 


gi|10639274|emb|CACl 1276.1| (AL445063) 
amylopullulanase related protein [Thermoplasma 
acidophilum] 


2.4 


5199 


10998836 


gi|10998836|gb|AAG26008.1|AF312017_l(AF312017) 
beta-glucosidase precursor [Tenebrio molitor] 


3.1 


5205 


7657228 


gi|7657228|ref|NP__055258.1| interleukin 17B [Homo 
sapiens] ref|XP_003898.3| 50367 [Homo sapiens] 
ref|XPJ)46987.1| interleukin 17B [Homo sapiens] 
ref|XP_046984.lj interleukin 17B [Homo sapiens] 
ref|XPJ)46985.1| interleukin 17B [Homo sapiens] 
ref|XP_046986.1| 50372 [Homo sapiens] 
gb|AAF01318.1(AF184969J (AF1 84969) cytokine-like 
protein ZCYT07 [Homo sapiens] 
gb|AAF28104.1[AF152098_l (AF152098) interleukin 
17B [Homo sapiens] gblAAF78775.1|AF212311_l 
(AF2123 1 1) interleukin 20 [Homo sapiens] 
gb|AAG39637.1|AF110385J (AF110385) interleukin- 
17 beta; 1L-17 beta (Homo sapiens J 
gb|AAG44136.11AF218727_l (AF218727) neuronal 
interleukin- 17 related factor [Homo sapiens] 
gb|AAK60336.1|AF386077_l (AF386077) interleukin 
17B [Homo sapiens] 


5.5 


5207 


12311878 


gi|123 1 1878|emb|CAC22694. 1| (AL389894) 
hypothetical protein L779.02 [Leishmania major] 


1.6 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
! NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5208 


7657683 


gi|7657683|ref|NP_055146.1| solute carrier family 7, 
(cationic amino acid transporter, y+ system) member 1 1; 
cystine/glutamate transporter [Homo sapiens] 
sp|Q9UPY5|XCT_HUMAN CYSTINE/GLUTAMATE 
TRANSPORTER (AMINO ACID TRANSPORT 
SYSTEM XC-) (XCT) dbj|BAA82628.1| (AB026891) 
cystine/glutamate transporter [Homo sapiens] 

A A/"*'3££n'> 1 1 A r^nAlrtO 1 / A r^AATnox tin i f ,'„. 1 . 

gb|AA(j35392.1|Ar200708_l (AF200708) calcium 
channel blocker resistance protein CCBR1 [Homo 
sapiens j gDjA/\js.H , yiii.i|/\rZjZo/z_i (Atzjzo/zj 
cystine/glutamate transporter xCT [Homo sapiens] 


2.2 


5212 


2388574 


<ri!932ft^74lrrWA AR71 11 ( APftnnnO^ C+rnnf* 

gijzooo j /4|gD|/\/VD / i*f j j. i| ^A\^uuuuyo j oxrong 
similarity to Phalaenopsis homeobox protein 
(gb|U34743). [Arabidopsis thaliana] 


7 


5221 


14740481 


related 23 (H. sapiens) [Homo sapiens] 


1E-18 


5222 


12852452 


gl|lZojZH'JZjaujjIj/VI3Z7*tl / ^AlvUl*K5.3*t/ pUlaUVe 

[Mus musculus] 


8E-21 


5224 | 




gi|z l iyz3U|pir||iJooD / microtuDuie-associatea protein 
1 A - human gb|AAA8 1362. 1| (U14577) microtubule- 
ooouwiatcu piuicui irv [numu aapienoj 




5226 




gi|1304610|gb|AAC59915.1| (U41783) cytochrome b 

|_V^yilUXwDlao a.1 lllilaj 


A 7 


5,227 


1931 1878 


gill2311878|emb|CAC22694.1| (AL389894) 

Vi w rt> r* q 1 TWfxt'f*Tn T 770 07 IT oicnmonio Tvioi/\t*l 

iiypuLQvuuai piuiem lui ly.yjz, ^i^eismiiama niajorj 


1.3 


5228 


6650047 


gi|6650047|gb|AAF21692.1|AF051987_l(AF051987) 
maturase K [Hyobanche sanguinea] 


1.9 


5232 


3859671 


gi|3859671|emb|CAA22009.1| (AL033502) hypothetical 
protein [Candida albicans] 


0.0009 


5240 




gi|9963891|gb|AAG09748. 1|AF233276_1 (AF233276) 

nprnvin. 1 IPpni r»i 1 1 1 1 1 tn /'nnfcnftpniifvil 

pcruxMi"i [a ciiiuiJiiuiii wiiiybugciiuiiij 




5242 


3024924 


gi|3024924|sp|Q58315|Y905_METJA j 
HYPOTHETICAL PROTEIN MJ0905 pir||A64413 
hypothetical protein MJ0905 - Methanococcus 
iannaschii ehlAAR98915 1I<TJ675341M iannasdiii 
predicted coding region MJ0905 [Methanococcus 
j annas chii] 


1.8 


5245 


11279021 


gi| 1 1 27902 1 |pir||T47996 hypothetical protein 
F21F14.210 - Arabidopsis thaliana emb|CAB7191U| 
(AL138642) putative protein [Arabidopsis thaliana] 


5.2 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 




"D AfAT TTT7 


5255 




gi|2746323|gb|AAB97896.1| (AF037166) major surfece 
giycoproicin [JL^isnrn qrua pajiaiiicusisj 


z.z 


5260 


7506750 


gi|75067501piii|T16770 hypothetical protein R153.2 - 
Caenorhabditis elegans gb|AAA68293.1] (U28729) 
Hypothetical protein R153.2 [Caenorhabditis elegans] 


4.1 


5264 


14737112 


gi| 14 / d 1 1 1 z|rei|AJr__u*f oy /z. 1 1 Hypothetical protein 
XP_046972 [Homo sapiens] 


3.4 


| 5266 


7432465 


gi|7432465|pir||T13677 NADH dehydrogenase 
(ubiquinone) (EC 1.6.5.3) chain 5 - Santolina 
chamaecyparissus chloroplastgb|AAC37776.1| 
(L39444) NADH dehydrogenase [Santolina 
chamaecyparissus] 


8.1 


5267 


9845030 


rrtiosd^n^ni/iKim adi 101/1 11 / atm\iat)£\ ^ 
gi|y54juju|aDj|i5Ai3iiyi4.i| (AdUj4/zo/ 

oxoprolinase precursor [Alcaligenes feecalis] 


6.8 


5268 ; 


7429144 


gi|7429144|pir||GNMSLL retrovirus-related reverse 
transcriptase homolog - mouse retrotransposon 
gb|AAA66024.1| (M13002) 2855 is the position of the 
first start codon in ORF 2; putative [Mus musculus] 


0.0003 


5269 


6689319 


gi|6689319|emb|CAB65444.1| (AJ238583) penicillin 
binding protein 2x [Streptococcus pneumoniae] 


0.37 


5274 


7522099 


gi|/jzzuyy|pir||izoojo polyketiae synthase - borangium 
cellulosum (fragment) 


3.9 


5278 


13 /oOloZ 


gi| 13786 1 82IrefJNP_l 12634. 1| delta-6 fetty acid 
desaturase [Rattus norvegicus] pir||JG0180 Delta6 fatty 
acid desaturase (bC 1.14.99.-) [imported] - rat 
dbj|BAA75496.1| (AB021980) delta-6 fatty acid 
uesaturase [Katuis norvegicus j 




5279 




gi|7674158|sp|076942|PTP_ENCCU MAJOR POLAR 
TUBE PROTEIN PRECURSOR (MAJOR PTP) 
emb|CAA06662.1| (AJ005666) polar tube protein 
[Encephalitozoon curucuh] \ 


l.z 


5280 


10726396 


gi|10726396|gb|AAF54288.2| (AE003680) CGI 1773 
gene product [Drosophila melanogaster] 


1.1 


5282 


14767779 


gijit/o/ / /yjreijAr^^uu/v/Zj.zi vj proiem-coupieo. 
receptor kinase-interactor 2 [Homo sapiens] 
gb|AAD28047.1|AF124491J (AF 124491) ARF 
GTPase-activating protein GIT2 [Homo sapiens] 


4E-13 


5284 


14602920 


gi|14602920|gb|AAH09955.1|AAH09955 (BC009955) 
Unknown (protein for EVLAGE:4297851) [Homo j 
sapiens] 


1.4 • 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQDD 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5287 


74R7R76 


gi|7487876|pir||T02741 hypothetical protein T9I4.19 - 
Araoioopsis tnaiiana go|AACi3zi / (ACUUjj i j) 
putative ligand-gated ion channel protein [Arabidopsis 

uiailaTiaj 


o o 


5288 




gi|14423780|sp|O95013|O4F3 JiUMAN OLFACTORY 
RECEPTOR 4F3 gb|AAD05195.1| (AC004908) similar 
to rat olfactory receptor OR18; similar to S29710 
\± xu.jif+LD isjz.) [nomo sapiens j 


U.UUUUUZ 


5290 


147A4QA7 


gi|14764967|reflXP_049605.1| KIAA1467 protein 
[xiomo Sapiens j 


n aaaa^ 


5291 


7496712 


gi|7496712|pir|lT15708 hypothetical protein C30B5.1 - 
CaenorhabdMs elegans gb|AAK31466.1| (U23450) 
Hypothetical protein C30B5.1 [Caenorhabditis elegans] 


2.6 


5292 


4468835 


gi|4HDoo^jjeniD|\^/\Djozzi . ij \j\j/.dz/od) nairiess 
[Drosophila hydei] 


1.3 


5298 


7481600 


gi|7481600|pir||T36589 probable transmembrane protein 
- Streptomyces coelicolor emb|CAB42730.1| 
(AL049826) putative transmembrane protein 
[Streptomyces coelicolor A3(2)] 


5.6 


5301 


4885323 


gi]4885323|ref|NP_005293.1| G protein-coupled 
receptor 37 (endothelin receptor type B-like); endothelin 
receptor type B-like; hET(B)R-LP [Homo sapiens] 
ref|XP J)04804.1| G protein-coupled receptor 37 
(endothelin receptor type B-like) [Homo sapiens] 
reflXPJ)32150.1| 58490 (Homo sapiens] 
ref|XP _032 15 l.lj G protein-coupled receptor 37 
(endothelin receptor type B-like) [Homo sapiens] 

_~*t/^ 1 IPDO *7 TTT T\jTA XT TiT> /"*VT> A TIT T7 T»T> AT'l'JTXT 

sp|013354|OP37JH.UMAN PROBABLE Cr PROTEIN- 
COUPLED RECEPTOR GPR37 PRECURSOR 
(ENDOTHELIN B RECEPTOR-LIKE PROTEIN-1) 
(ETBR-LP-1) emb|CAA73080. 1| (Y12476) G protein 
coupled receptor 37 [Homo sapiens] gb|AAD08853.1| 
(AC004925) G protein coupled receptor 37 [Homo 
sapiens] 


1.9 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQJD 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5304 


11467524 


gi|11467524|ref|NP_043670.1| PSI, subunit EH, 
plastocyanin-binding [Odontella sinensis] 
sp|P49483|PSAF_ODOSI PHOTOSYSTEM I 
REACTION CENTRE SUBUNIT HI (PSI-F) 
pir||S78329 photosystem I chain HI - Odontella sinensis 
chloroplast emb)CAA91702.1| (Z67753) PSI, subunit 
HI, plastocyanin-binding [Odontella sinensis] 


6.2 


5306 


7292767 


gl|/_yz/o/|gD|AAr4olOZ.l| (A±iUU34oyj lAjlSyz/ 

gene product [Drosophila melanogaster] 


6.3 


5309 


14601766 


gi|14601766|ref(NP_148307.1| hypothetical protein 
[Aeropyrum pernix] pir||C72501 hypothetical protein 
APE1985 - Aeropyrum pernix (strain Kl) 
dbj|BAA80995.1| (AP000063) 160aa long hypothetical 
protein [Aeropyrum pernix] 


1.8 


5310 


13661965 


gi|13661965|gb|AAK38127.1|AC058781_4 
(AC058781) L344.4 [Leishmania major] 


7.1 




6320879 


gi|6320879|ref|NP_010958.1| Transcriptional activator 
of nitrogen-regulated genes; Gln3p [Saccharomyces 
cerevisiae] sp|P18494|GLN3_YEAST NITROGEN 
REGULATORY PROTEIN GLN3 pir||S50543 GLN3 
protein - yeast (Saccharomyces cerevisiae) 
gb|AAB64575.1| (U18796) Gln3p: Nitrogen regulatory 
protein [Saccharomyces cerevisiae] 


8.5 


5313 


/MG1QOA 


giI4493990|emb|CAB39049.1| (AL034559) hypothetical 
protein, rrciU4DC [riasmocuum taiciparumj 


A HA 


5314 


10047245 


gi|10047245|dbj|BAB13411.1I (AB046805) KIAA1585 
protein [Homo sapiens] 


2E-69 


^17 


14762995 


gi|147o2995|rel}XP__u44123.1| cadnenn 20, type 2 
[Homo sapiens] 


4E-17 




14773348 


gill4773348lrefpff_038450.ll 20849 [Homo sapiens] 


3E-45 


5326 


4691710 


gi|4691710|gb|AAD28038.1|AF119712_l(AFl 19712) 

1*1 nn p inornTirkcTPtiprfif* nrntpin DT //I IT \7t"Pr*Tlin 1 1 c 

uuuc iumpnugciicui< pruicui dlvit ^j*r jjuytwimma 

variegatus] 


5.4 


5328 


13161382 


gi| 1 3 1 6 13 82|dbj|BAB32977. 1 1 (AB034197) lamin B3 
[Carassius auratus] 


6.9 


5333 


12654811 


gi|1265481 l|gb|AAH01248.1|AAH01248 (BC001248) 
hypothetical protein FLJ20272 [Homo sapiens] 


6.2 
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SEQID 
NO 


ACCESS 
N 




T> VAT TTP 


5334 


4S04455 


gi|4504455|ref|NP_000183.1| T-box 5 [Homo sapiens] 
emb|CAA70592.1| (Y09445) transcription fector [Homo 


9 ^ 

Z.J 


5337 


6642649 


gi|6642649|gb|AAF20230. 1|AC012395J7 (AC012395) 
putative glucan synthase [Arabidopsis thaliana] 


1.7 


5342 


7330072 


gi|7330072|gb|AAF60061.1|AF210726_82(AF210726) 
ORFRTJ4-R TMacaca mulatto rharfinnvirnc 96-Q51 




5344 


90587 


gi|90587|pir||PS0135 H-2 class I histocompatibility 
antigen T7 - mouse (fragment) emb|CAA34332.1| 
{^xqjlid) iviiTv^ 1 1 ciass i antigen jo-* {li? is zna 
base in codon) [Mus musculus] 


6.4 


5345 


14749813 


gi| 147498 13|refpCP_041 197. 1| integrin, alpha 11 [Homo 
sapiens] 


0.48 


5348 


714396'? 


gi|2143962|pir||I59422 rsec8 - rat (fragment) 




5349 


7549797 


gi|7549797|ref|NPJ)3573 1 . 1| T lymphoma oncogene 
[Mus musculus] sp|P17408|TLM_MOUSE TLM 
PROTEIN (TLM ONCOGENE) pir||S10151 ! 
transforming protein tlm - mouse (strain balb/c) 
emb|CAA36859.1| (X52634) tlm protein [Mus 
musculus] 


1.9 


5351 


7505043 


gi|7505043|pir||T33641 hypothetical protein K01A2.7 - 
Caenorhabditis elegans gb|AAC69507.1| (AF099925) 
Hypothetical protein K01A2.7 [Caenorhabditis elegans] 


0.71 


5357 


6677735 


gi|6677735|reflNP_033084.1| ral guanine nucleotide 
dissociation stimulator [Mus musculus] 
sp|Q03385|GNDSJVK)USE RAL GUANINE 
NUCLEOTIDE DISSOCIATION STIMULATOR 
(RALGEF) (RALGDS) pir||S28415 guanine nucleotide 
dissociation stimulator ralGDS - mouse 
gb)AAA377 14. 1| (L07924) guanine nucleotide 
dissociation stimulator [Mus musculus] 


4 


5360 


11499595 


gi|l 1499595|ref|NP_070837.1| coenzyme F390 
synthetase (ftsA-3) [Archaeoglobus fulgidus] 
pir||D69501 coenzyme F390 synthetase (ftsA-3) 
homolog - Archaeoglobus fulgidus gb|AAB89243.1| 
(AE000964) coenzyme F390 synthetase (ftsA-3) 
[Archaeoglobus fulgidus] 


4.8 
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SEQID 
NO 


ACCESS 

XT 

JN 


DESCRIPTION 


P VALUE 


5365 


12383066 


gi|12383066|ref|NP_073737.1| hypothetical protein 
DKFZp586Fl 122 similar to axotrophin [Homo sapiens] 
ref|XPJ)161 17.2| hypothetical protein 
DKFZp586Fl 122 similar to axotrophin [Homo sapiens] 
dbj|BAB14340.1| (AK022973) unnamed protein product 
[Homo sapiens] 


8E-61 


5368 


7500833 


gi|7500833|pir||T21991 hypothetical protein F39B2.10 - 
Caenorhabditis elegans emb|CAB07390.1| (Z92834) 
contains similarity to Pfam domain: PF00226 (DnaJ 
domain), Score=132.3, E-value=2.8e-36, N=l; 
PF00684 (DnaJ central domain (4 repeats)), 
Score=103.9, E-value=9.9e-28, N=l; PF01556 (DnaJ C 
terminal region), Score=35.8, E-value=1.5e-08, 
N=l~cDNA> 


3.2 


5370 


11499595 


gi|11499595|ref|NP__070837.1| coenzyme F390 
synthetase (ftsA-3) [Archaeoglobus fulgidus] j 
pir||D69501 coenzyme F390 synthetase (ftsA-3) . 
homolog - Archaeoglobus fulgidus gb|AAB89243.1| 
(AE000964) coenzyme F390 synthetase (ftsA-3) 
[Archaeoglobus fulgidus] 


5.5 


5371 


11387290 


gi|11387290|sp|P57436|Y355J3UCAI PUTATIVE 
DEOXYRIBONUCLEASE BU355 dbj|BAB13059.1| 
(AP001 1 19) hypothetical protein [Buchnera sp. APS] 


7.1 


jj It 


8923462 


gi|8923462|ref|NPJ)60317.1| hypothetical protein 
FLT20505 [Homo sapiens] dbj|BAA91218.1| 
(AK0005 12) unnamed protein product [Homo sapiens] 


5E-76 


5376 


7491381 


gi|7491381|pir||T39498 hypothetical protein 
SPBC 1604. 16c - fission yeast (Schizosaccharomyces 
pombe) emb|CAA22349. 1| (AL034433) hypothetical J 
protein [Schizosaccharomyces pombe] 


5.1 


5378 


5835229 


gi|58352291xeflNP_008273.1[ND4_10703 NADH 
dehydrogenase subunit 4 [Protopterus dolloi] 
pir||S68137 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 4 - Protopterus dolloi mitochondrion 
gb|AAC38030.1| (L428 13) NADH dehydrogenase 
subunit 4 [Protopterus dolloi] 


7.9 


5381 


12861366 


gi|12861366|dbj|BAB32182.1| (AK020701) putative 
[Mus musculus] 


1E-20 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5387 


12957488 


gi|12957488|ref!NP_075463.1| putative gene product 
fHomo saoiensl emblCAB42442 1 1 fAT 0497841 
hypothetical protein [Homo sapiens] 


1E-23 


5390 


13621158 


gi|13621 158|re^NP_l 12433.1| NADH dehydrogenase 

oUU ill 11 1 1 |_ 1 WUVAiUlllrUUllUiC* UiwlCUICllaldJ 

gb|AAK30952.11AF272824_13 (AF272824) NADH 
dehydrogenase subunit 1 [Tetrodontophora bielanensis] 


8.5 


.5391 


14720363 


gi|14720363|reqXP_042844.1| similar to ALU 
SUBFAMILY SC SEOUENCE CONTAMINATION 
WARNING ENTRY (H sapiens) [Homo sapiens] 


5.5 


5399 


14916308 


gi|14916308|gb|AAK73874. 1|U00067_3 (U00067) 
Hypothetical protein F54E7.3a [Caenorhabditis elegans] 


7.6 


5401 


12856615 


gi|12856615|dbj|BAB30727. 1| (AK017396) putative 
[Mus musculus] 


1E-91 


5406 


625580 


gi|625580|pir||A49626 transregulatory protein IE-1 - 
Autographa californica nuclear polyhedrosis virus 
gb|AAB29676.1| (S68091) ffi-l===traiisregulatory protein 
[Autographa californica nuclear polyhedrosis virus 
AcNPV, tsB821, Peptide Mutant, 582 aa] [Autographa 

riflliiYYrnifia niirlenrinlviiftHrnvirii^l 

\sCll l M.\JJ. XXX \sCL UUviwL/vlJ'XlvUl \J VXX 1X2 J 


2 9 


5408 


7511058 


gi|75 1 1058|pir||T27805 hypothetical protein ZK262. 1 1 - 
i^aenornaDuius eiegans ernD|v^/\i3iojjz.i| jz^yzooj 
contains similarity to Pfem domain: PF01604 (7TM 
chemoreceptor), Score=138.5, E-value=3.8e-38, N=l 
[Caenorhabditis elegans] 


8 


5412 


5869818 


gi|5869818|emb|CAB55575.1| (AJ249395) NADH- | 
ubiqiiinone oxidoreductase subunit 6 [Globodera 
rvallidal 


0.36 


5413 


7492086 


gi|7492086|pir||T41670 hypothetical zinc finger protein - 

fiQQinfi vpa<rf" rSt^hiTx^^ai^harnTTivfiPQ nntnhf^ 
xxaaxwxx jvoot ^ o v/ixixaj o uasvsi icu iy puxxiuyj 

emb|CAA20703.1| (AL031530) hypothetical zinc finger 
protein; C3HC4 type (RING finger) femily 
[Schizosaccharomyces pombe] ' 


8.5 i 


5416 


6056374 


gil6056374|gb|AAF02838. 1|AC009894_9 (AC009894) 
Similar to serine/threonine kinases [Arabidopsis 
thaliana] 


9.5 
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SEQID 
NO 
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P VALUE 


5417 


7464490 


Helicobacter pylori (strain 26695) gb|AAD08225.1| 
(AE000623) H. pylori predicted coding region HPl 173 
[Helicobacter pylori 26695] 


4 


5418 


13812393 


gi|138 12393|refINP_l 135 1 1 . 1 1 hypothetical protein 
[GuiUardiatheta] emb|CAC27080.1| (AJ010592) 
hypothetical protein [Guillardia theta] 


1.9 


5420 


6041669 


gi|6041669|reflNPJ)04538.2| NADH dehydrogenase 
(ubiquinone) 1 beta subcomplex, 4 (15kD 3 B15) [Homo 
sapiens] refpCP_002929.il NADH dehydrogenase 
(ubiquinone) 1 beta subcomplex, 4 (15kD 5 B15) [Homo 
sapiens] ref|XP_041367. 1| NADH dehydrogenase 
(ubiquinone) 1 beta subcomplex, 4 (15kD, B15) [Homo 
sapiens] sp|095168|>TO5MJiUMANNADH- 
UBIQUINONE OXIDOREDUCTASE B15 SUBUNIT 
(COMPLEX I-B15) (LI-B15) pir||JB03o3 NADH 
dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 

JNLIUri5*f - numan gD|AAL/Uj4Zi.X| ^ArUWJ / J 

NADHiubiquinone oxidoreductase B15 subunit [Homo 
sapiens] gb|AAH00855.1|AAH00855 (BC000855) 

4 (15kD, B15) [Homo sapiens] 


0.00002 


5422 


7296624 


ai!7?Qfifi?4.laV>IAAFS1QftS 11 fAFOftlfiOffi CCk\ 

gene product [Drosophila melanogaster] 


4.2 


5429 


6453299 


gi|6453299|emb|CAA04499.2| (AJ001045) P-type 
cation-transporting ATPase [Blastocladiella emersonii] 


6.2 


5430 


14784393 


oill4784^0^lreflYP 033306 11 cndinm channel 

nonvoltage-gated 1 alpha [Homo sapiens] 


7.6 


5438 


7657956 


gi|7657956|dbj|BAA94876.1| (AB028668) ORF1 [IT 

vittiqI 


3.4 


5449 


7206840 


gi|7206840|gb|AAF39999.1| (AC006832) similar to a 
family of C. elegans proteins; see (GB:AF0 16684) 
[Caenorhabditis elegans] 


6.3 


5451 


13636619 


gj|13636619|ref|XP_002437.3| cAMP-regulated guanine 
nucleotide exchange factor II [Homo sapiens] 


0.000001 


5454 


7303178 


gi|7303178|gblAAF58242.1| (AE003814) CG17390 
gene product [Drosophila melanogaster] 


3.1 
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SEQID 
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N 
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P VALUE 




7446747 


gi|7446747|pir|pr07607 phosphate transport protein 2 - 
potato emDjLAA673yo.l| (X9oo91) inorganic pnospnate 
transporter 2 [Solanum tuberosum] 


4.2 


5458 


/4/izyo 


gi|7471296|pir||A75450 conserved hypothetical protein - 
Deinococcus radiodurans (strain Rl) 
gb|AAF10584.1|AE001952_12 (AE001952) conserved 
hypothetical protein [Deinococcus radiodurans] 






11267150 


gi| 1 1 267 1 5 0|pir|| A8 1338 H+/K+-exchanging ATPase 
(EC 3.6.1.36) B chain Q0677 [imported] - 
Campylobacter jejuni (strain NCTC 11168) 
emb|CAB72951.1| (AL139076) potassium-transporting 
ATPase B chain [Campylobacter jejuni] 


0.37 


5467 


1246530 


gi|1246530|emb|CAA64368.1| (X94742) olfectory 
receptor 2 [Gallus gallus] 


0.00000001 


5475 


1353257 


gi|1353257[gb|AAB06234.1| (U26665) dimethyl 
sulphoxide reductase subunit B [Haemophilus 
influenzae] 


4.2 


5476 


585053 


gi|585053|sp|P37202|DIS3_SCHPO MITOTIC 
CONTROL PROTEIN DIS3 pir||A41944 mitotic 
control protein dis3+ - fission yeast 
(Schizosaccharomyces pombe) gb|AAA35302.1j 
(M74094) mitotic control protein [Schizosaccharomyces 
pombe] emb|CAA21 102.1| (AL031743) mitotic control 
protein dis3 [Schizosaccharomyces pombe] 


2.6 


5477 


7388318 


gi|7388318|sp|Q9ZL01|THIE_HELPJ PROBABLE 
THIAMNE-PHOSPHATE PYROPHOSPHORYLASE 
(TMP PYROPHOSPHORYLASE) (TMP-PPASE) 
(THIAMINE-PHOSPHATE SYNTHASE) pir||G71889 
thiamin-phosphate pyrophosphoiylase (EC 2.5.1.3) - 
JtlencoDacter pylon (straw ■ J y y) go\ aajjuo 5 o 1 . 1 1 
(AE001508) THIAMINE PHOSPHATE 
PYROPHOSPHORYLASE [Hebcobacter pylori J99] 


7 


5483 


6754362 


gj|6754362|reflNP_035962.1| insulin receptor-related 
receptor fMus musculus] dbj|BAA77835.1| (AB007135) 
insulin receptor-related receptor [Mus musculus] 


7.5 
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NO 
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P VAT TTT7 


5486 


10697032 


gi|iuo7/u.3Z|cinD|v'/Yvsizooi.i| ^Ajzyouooj cyio cnrome 
c oxidase subunh 1 [Anabaena variabilis] 


0.96 


5491 




gi|8919908|emb|CAB96228.1| (AJ133067) env 

puiypcpuuc [nmnan jLuiiuuiiuucjuciciicy virus type xj 


7 A 


5496 


7658073 


gi|7658073|dbj|BAA94924.1| (AB028715) ORF1 [TT 

vitriol 


J.O 


5500 


7*tJ / OA\J 


gi|9437326|gb|AAF87312.1|AF124441_l(AF 124441) 

i>ov-/"*ijlk.c prutviii [ivdiLUb nurvcgicubj 


O.J 


5501 


6707844 


gi|6707844|gb|AAF25692.1| (AF1135 17) ventral 
anterior homeobox 3 [Xenopus laevis] 


3.1 


5502 


12698075 


protein [Homo sapiens] 


1.9 ! 


5503 


7673065 


glj /o / jUO j|gu|AAr 00 / Z:>. I |Ar l*f 0 fZj^L {J\r 1*K> /ZJ J 

cytochrome b [Tapinoma sp. ACB J. 1] j 


4.2 


5508 


6754932 


gi|6754932|reflNP_035121.1| olfectory receptor 49 | 
[Mus musculus] gb(AAD13315.1| (AF102523) olfectory 
receptor C6 [Mus musculus] 


8E-12 


5512 


7296803 


rMl700£Qfi1lrrkl A AT7^0flftft 11 ( ATJAfY5£A/l\ fW7flfift nana 

gi|/zyooU3|gD|AArDzuou.i| (/\jiuu3oU4i cvj/uuo gene 
product [Drosophila melanogaster] 


3.7 


5514 


5824783 


gi|5824783|emb|CAB54433.1| (AL110487) contains 
similarity to Pfam domain: PF01529 (DHHC zinc finger 
domain), Score=108.2, E-value=5e-29, N=l~cDNA 
EST yk282dl2.5 comes from this gene [Caenorhabditis 
elegans] 


4.9 


5516 


14750790 


gi|l4750790|ref|XPJ)34677.l| general transcription 
factor II, i, isoform 5 [Homo sapiens] ref|XP_0l I605.4| 
general transcription factor E, i, isoform 5 [Homo 
sapiens J ret]Ar_UJ4o /o. l| similar to general 
transcription factor n, i (R sapiens) [Homo sapiens] 
ref)XP__034682. 1| similar to general transcription factor 
II, i (H. sapiens) [Homo sapiens] 


4.2 


5519 


3327362 


gi|3327362|dbj|BAA31704.1| (AB015754) cytochrome c 
oxidase subunit I [Spirometra erinaceieuropaei] 


5.2 


5520 


14149807 


gi|14149807jref|NP_l 15517.11 hypothetical protein 
DKFZp434K1421 [Homo sapiens] emb|CAB66740.1| 
(AL136806) hypothetical protein [Homo sapiens] 


5E-53 
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5521 


10567777 


gi|10567777|gb|AAG18583.1|AF292395_l(AF292395) 
KRP170 [Strongylocentrotus purpuratus] 


8.2 


5524 


5931705 


gipyoi /uj|einD|v_,Ai3joDUj. i| (i looyuj poi protein 
[Human endogenous retrovirus K] 


6.2 


5528 


11271464 


gi|l 1271464|pir||C82792 meMonyl-tRNA synthetase 
Xr < Uj4y [imported J - Xylella iasudiosa (strain 9a5c) 
gb|AAF83359.1[AE003902J (AE003902) methionyl- 
tRNA synthetase [Xylella fastidiosa 9a5c] 


6.5 


5530 


2193879 


gi|2193879|emb|CAA54180.1| (X76785) hypothetical 
protein [Homo sapiens] 


8.7 


5531 


7292567 


gi|/zyzjo/|gD|AAr4/yo/.i| (AbUUJ4o4^ uLrzi oo gene 
product [Drosophila melanogaster] 


6.7 


5532 


729093 


gi|729093)sp|P39881|CUTl _CANFA CCAAT 
DISPLACEMENT PROTEIN (HOMEOBOX 
PROTEIN CLOX) (CLOX-1) pir||S33121 homeotic 
protein CDP - dog (fragment) emb|CAA48782.1| 
(X69017) Clox [Canis sp.] 


0.14 


5534 




gi|13569850|ref|NPJ)76357.1| RIKEN cDNA 
9330127120 [Mus musculus] gb|AAG34081.1| 
(AF295105) cardiac Ca2+ release channel [Mus 
musculus] 


U.UUUUUUUo 


5535 


14zjU3Z1 


gi|14250321|gb|AAH08590.1|AAH08590(BC008590) 
riypotneticai protein ruzioii [xiomo sapiens] 




5536 


2143962 


gi|2143962|pir||I59422 rsec8 - rat (fragment) 
gb|AAC52265.1j (U32498) rsec8 [Rattus norvegicus] 


3E-99 j 


5539 


13475196 


gi| 1 3475 1 96|refINP_l 06760, 1 1 transposase 
[Mesornizooium lotij doj|t>Ai5^zj4o.l| (ArUUiUUo^ 
transposase [Mesorhizobium loti] 


5.6 


5544 




gi|13376066|ref]NP_079019.1| hypothetical protein 
FLJ21934 [Homo sapiens] refjXPJ)17673.2| 
hypothetical protein FLJ21934 [Homo sapiens] 
dbj|BAB15 179.1| (AK025587) unnamed protein product 

f~Hnmfi ^aniptiQl 


IE-40 


5545 


13365831 


gi|13365831|dbj|BAB39301.1| (AB056753) hypothetical 
protein [Macaca fascicularis] 


4.7 


5547 


2865238 


gi|2865238|gb|AAC38862. 1| (U89706) DNA ! 
polymerase alpha [Urostyla grandis] 


5.5 


5548 


14752983 


gi|14752983|ref|XP_004626.3| hypothetical protein 
FLJ10377 [Homo sapiens] 


2.5 
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5550 


13489060 


gi|13489060|reflNP_109590.1| retinoic acid induced 1; 
hvnnthptical nrrrtein RtfFZn434A139 FWnmn "sanienil 
emb|CAC20423.1| (AJ271790) retinoid-acid induced 
Drotein 1 [Homo saDiens 1 


1E-21 


5556 


7512077 


gj|7512077|pir||T30878 dynein heavy chain isotype 4 - 
sea urchin (Tripneustes gratilla) (fragment) 
gb|AAA63587.1j (U03973) dynein heavy chain isotype 
4 [Tripneustes gratilla] 


4E-27 


5564 


9971630 


eil9971630ldbilBAB12582 11 fAB046525} nolvmerase 
protein [Hepatitis B virus] 


9.1 


5565 


1072920 


gx|iu/zy/u|pu|p4yjoy moDinzauion proiem - 
Campylobacter coli plasmid pCCTl and PCCT2 
emb|CAA57597.1| (X82080) Mob [Campylobacter coli] 
emb|CAA57594.1| (X82079) mobilization protein 

rPamnvlohacter colli 


4.7 


5568 


12644030 


gi| 12644030|sp|Q28295[VWF_CANFA VON ! 
WILL ERRAND FACTOR PRECURSOR fVWF) 


8.8 


5572 


9964333 


gi|9964333|reflNP_064801 . 1| AMV019 [Amsacta j 

mrinrpi pntnmnnnwimQl ohl A A 00979*5 1IAF9S09R4 10 

(AF250284) AMV019 [Amsacta moorei 
entomopoxvirus] 


8.3 


5579 


10436768 


gi|10436768|dbj|BAB14906.1| (AK024391) iinnamed 
protein product [Homo sapiens] 


1.2 


5580 


13786443 


ffill3786443leblAAK39568 11AC025296 3 
(AC025296) hypothetical protein [Oryza sativa] 


0.75 


5581 


13376632 


gi| 13376632|reflNP_079355 . 1| hypothetical protein 

(AK026884) unnamed protein product [Homo sapiens] 
gb|AAH05001.1|AAH05001 (BC005001) hypothetical 
protein FLJ23231 [Homo sapiens] 


0.58 


5584 


12641960 


gi| 1264 1960|gb|AAK00073 ! 1|AF200382_1 (AF200382) 
cytochrome oxidase subunit I (COI) [Ceratosolen nanus] 


4.9 


5585 


1708893 


gi|1708893|sp|P51782|LYC_TRIVU LYSOZYME C 
PRECURSOR (1,4-BETA-N- 
ACETYLMURAMIDASE C) gb|AAB97109.1| 
(U40664) lysozyme [Trichosurus vulpecula] 


2.3 i 


5586 


10047155 


gi|10047155|dbj|BAB13371.1| (AB046765) KIAA1545 
protein [Homo sapiens] 


1.7 
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NO 


N 


DESCRIPTION 


P VALUE 


5587 


7446806 


gi|7446806|pir||F69791 conserved hypothetical protein 
yebB - Bacillus subtilis gb|AAB623 12. 1| (U5 1 1 15) 
unknown protein (Bacillus subtilis] emb|CAB 12456. 1| 
(Z99107) similar to hypothetical proteins [Bacillus 
subtilis] 


9.3 


5591 




gi)400222|sp|P22533|MANB_CALSA BETA- 
MANNANASE/ENDOGLUCANASE A 
PRECURSOR [INCLUDES: MANN AN END 0-1,4- 
BETA-MANNOSIDASE A (BETA-MANNANASE) | 
(ENDO-l,4-MANNANASE); ENDO-l,4-BETA- 
GLUCANASE (CELLULASE)] pir||A48954 mannan 
enao-l,4-beta-mannosiaase (JaL J.z.L/o) - Calaocellum 
saccharolyticum gb|AAA71887.1| (L01257) beta- 
mflnriRTinse [Uoiaiceuuiosuupior saccnaroiyucusj 


o.O 


. 5593 


14029388 


gi| 140293881gb|AAK52669. 1|AF3 19948_1 (AF3 19948) 
MMS19 prosophila melanogaster] 


7.7 




1196482 


gi|l iyo4oZ|gD|AAAoozUy. 1| ^MzU^U/) unknown 
protein [Plasmid PI] 


5.2 


5599 


14762995 


gi|14762995|ref)XP_044123.1| cadherin 20, type 2 
[Homo sapiens] j 


4E-17 


5600 


Xdooj Id/. 


gi|13383732(gb|AAK21107.1|AF327877J(AF327877) 
envelope poiyproxein [Jitniine lniecuous anemia virusj 


1 7 


5611 


7521539 


gi|7321539|pir||A7U4lu processing proteinase (fc,C 
) - Aquifex aeolicus gb)AAC07272.1) (AE000732) 
processing protease [Aquifex aeolicus] 


9.5 


5612 


14721452 


gi| 1472 1452|refIXP_0495 13 . 1 1 48294 [Homo sapiens] 


1 


5615 


13512594 


gi|13512594|gb|AAK28688.1| (AF078553) unknown 
function U3 [Ehrlichia canis] 


9.1 


5618 


7490184 


gi|7490184|pir||T37997 carboxypeptidase y - fission 
yeast (Schizosaccharomyces pombe) pir||T43236 
carboxypeptidase C (EC 3.4.16.5) precursor [validated] 
nssion yeast ^ocmzosaccnaromyces pomoe^ 
emb|CAB10121.1| (Z97209) carboxypeptidase y 
[Schizosaccharomyces pombe] dbj|BAA25568.1| 
(D86560) carboxypeptidase Y [Schizosaccharomyces 
pombe] 


0.01 


5619 


11119139 


gi|11119139|gb|AAG30518.1| (AF308549) 
immunoglobulin heavy chain [Homo sapiens] 


1.1 
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SEQID 
NO 


N 


DESCRIPTION 


P VALUE 


5622 


7507209 


gi|7507209|pir)|T29623 hypothetical protein T05E8.3 - 

^oonrt-rVioU/^i^o plprronc rrkl A A ^ 1 A 7 7 11 /TT07fi1/t\ 

i^aenornaDains eiegans gD|/\/vDjZ4z/.i| ^uy/ui4j 
strong similarity to the DEAH 1 subfamily of the 'DEAD 1 
box family of helicases [Caenoihabditis elegans] 


0.7 


5623 ! 


748/1/11 1 


gi|7484413|pir|| 108026 hypothetical protem B - 
Chlamydomonas reinhardtii chloroplast 
gb|AAB05800.1| (U62943) unknown [Chlamydomonas 
remnaiuuij 




5624 


14766128 


gi|14766128|ref]XP_038109.1| KIAA1683 protein 
[Homo sapiens] emb|CAB66801.1| (AL136867) 
hypothetical protein [Homo sapiens] 


0.15 


5629 




gl|649 1915 IgbJAAr 1 4073 . 1 1 AF 1 0423 1_1 (AF 1 0423 1 ) 
paired-homeodomain transcription factor PAX4 [Mus 
musculus] 




5630 


14149940 


gi| 1 4 149940[ref|NP_l 1 5 6 1 0. 1 1 hypothetical protein 
FLJ23059 [Homo sapiens] dbj|BAB15536.1| j 
(AK026712) unnamed protein product [Homo sapiens] 


1E-10 


5636 


7500466 


gij / ouiH-oojpirjj i l i i e \ 1 nypouieucai protein rjjLiz.z - 
Caenorfiabditis elegans | 


3.7 


5638 


7490377 


gi|7490377|pir||T41496 conserved hypothetical protein 
SPCC622.16c - fission yeast (Schizosaccharomyces 
pombe) emb|CAA21872.1| (AL033127) conserved 
hypothetical protein [Schizosaccharomyces pombe] 


6.3 


5642 


6322907 


gi|6322907|ref|NPJ)12980.1| heavy chain of 
cytoplasmic dynein; Dynlp [Saccharomyces cerevisiae] 
sp|P36022|DYHC_YEAST DYNEIN HEAVY CHAIN, 
CYTOSOL1C (DYHC) pir||S38128 dynem heavy chain, 
cytosolic - yeast (Saccharomyces cerevisiae) 
emb|CAA82 132. 1| (Z28279) ORF YKR054c 

TSafvrisirfimvcp^ f*i*rf*viQijiftl 


4 


5646 


7594617 


gi|7594617|emb|CAB881 11.1| (AL078581) dJ12G14.1 
(novel cyclophilin type peptidyl-prolyl cis-trans 
isomerase) [Homo sapiens] 


8E-73 


5647 


14916439 


gi|14916439|reflNP_149094.1| rhophilin-like protein 
[Homo sapiens] gb|AAK58588.1|AF268032_l 
(AF268032) rhophilin-like protem [Homo sapiens] 


2E-14 
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SEQID 
NO 


ACCESS 
N 


TVF^rPTPTTfYW 
mjc/Ok^jxit i ivy in 


P VAT TTR 


5648 


7227910 


m 170 o 7Qi nienin7'7/inftin at? i t v\yrcT rw^TVYD ATV/fT\rc 
RECEPTOR 1 (OAl)gb|AAC61296.1| (U62771) 

uoiupcuiimt/ lcucpLur type l [J^yinndea. Sldguaiisi 


J. J 


5649 


IjlOlOlJ 


gi|13161815|emb|CAC32956.1| (AJ293063) cytochrome 
oxidase i [rvicocnara pUuClaieHaJ 


7 Q 


5651 


i3£3i 7^n 


gi|13631750|ref|XP_010294.3| aiylsulfetase E precursor 
[tioino sapiens j 


ZJti-lZ 


5653 


9181886 


gi|9181886|gb|AAF85678.1|AF266288_4(AF266288) 
C protein [Measles virus] 


3.3 


5654 


14755042 


gi|i4/jjU4Z|rei|XJr_U4jizz,l| JvlAA14M protein 
[Homo sapiens] 


0.000000005 


5655 


9408429 


gi|9408429|gb|AAF87294.1| (AF228467) unknown 
[Letharia vulpina] 


2.4 


5656 


14530763 


frill A^fY7£71»r«Kir* AfMO/KQ ll/AT 1^71QO\ 

bA134015.1 (similar to citrate lyase) [Homo sapiens] 


2E-11 


5661 




gi|2496882|sp|Ql 1 187|YPD8_CAEEL 
HYrUlrlbllCAL 99.0 JsD FRUlblN CUjDII.o IN 
CHROMOSOME ffl gb|AAB53828.1| (U00048) 
L/Wjui i.o gene prouuet [v^aenornaDcuus eiegansj 


A 0 


5663 


1276867 


gi|1276867|gblAAA97866.1| (U40233) alkane 
hydroxylase [Stenotrophomonas maltophilia] 


8.2 


5664 




gi|4867907|dbj|BAA77721.1| (AB008177) hepatic 
nuciear iacior i-oeia snoix rorm [ivius muscuiusj 


J.o 


5667 


7707 ^fil 


gi|7292501|gb|AAF47904.1| (AE003481) CGI 1345 
gene product [Drosophila melanogaster] 


Q A 


5673 


1346543 


gi| 1346543|sp|P49285|MLlA_CfflCK MELATONIN 
RECEPTOR TYPE 1A (MEL-1A-R) (CKA) 
gb|AAA924y©. 1 1 (U3 1 820) Mel-la melatonin receptor 
[Gallus gallus] 


7 


5675 


14731714 


gi|14731714|reipQM)25U09,l| KIAA1563 protem 
[Homo sapiens] 


4E-26 


5676 


962X467 


gi]9628467|ref|NP_043350.1| putative [Human 
papmomavirus type 21] gb|AAA79398.1| (U31779) 

mitsftvp IrTiiTTfiJin r>QT»i11rtm?>\nnic "fx/np* 711 
UUUlUVv [AlUlUoJJ. liaUXlXUlLutViiUo LyUC 


1 7 


5680 


13241978 


gi|13241978|gblAAK16497.1|AF329199J(AF329199) 
CocoaCrisp [Gallus gallus] 


1.9 


5681 


11466217 


gilll466217lrefINP_066540.ll SecY-independent 
transporter protein [Naegleria gruberi] 
gb|AAG17818.1|AF288092_43 (AF288092) SecY- 
independent transporter protein [Naegleria gruberi] 


4.2 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5682 


10581459 


gi|10581459|gb|AAG20194.1| (AE005096) enoyl-CoA 
hydratase; Fadl [Halobacterium sp. NRC-1] 


5 


5684 


4903124 


gi|4903124|dbj|BAA78009.1| (AB027308) nucleotide- 
binding protein [Plasmid R64] 


3.1 


5685 




gj| 1324225 l|refiNP_077336. 1| hairy and enhancer of 
split 1, (Drosophila) [Rattus norvegicus] 
sp|Q04666|HES 1_RAT TRANSCRIPTION FACTOR 
HES-1 (HAIRY AND ENHANCER OF SPLIT 1) 
(HAIRY-LIKE) (RHL) pir||S36748 transcription fector 
HES-1 - rat dbj|BAA02682.1| (D13417) HES-1 fector 
[Rattus norvegicus] prf||1905315A HES-1 protein 
[Rattus norvegicus] 




5689 

JU07 


9957880 


gl|yy57ooU|gb|AACjU3352.1| (AYUU5440) 51-kDa 
antigen [Ehrlichia risticii] 


6.9 


5691 


7509017 


gi)7509017|pir||T335l9 hypothetical protein W05F2.7 - 
Caenorhabditis elegans gb|AAC78217.1| (AF106582) 
Hypothetical protein W05F2.7 [Caenorhabditis elegans] 


0.82 


5692 


1082343 


gi|1082343|pir||S50832 atrophin-1 - human 


0.05 I 


5696 


11595629 


gi|11595629|emb|CAC18249.1| (AL451018) conserved 
hypothetical protein [Neurospora crassa] 


3.6 


5698 


11465898 


gi|l 1465898|refjNP_066447. 1| ATP synthase F0 subunit 
6 [Ochromonas danica] gb|AAG18413.1|AF287134_38 
(AF287134) ATP synthase F0 subunit 6 [Ochromonas 
danica] 


6.6 


5699 


13384736 


gill3384736JrefiNP_084514.il dynein, cytoplasmic, 
heavy chain 1; dynein heavy chain, retrograde transport 
[Mus musculus] sp|Q9JHU4|DYHC_MOUSE DYNEIN 
HEAVY CHAIN, CYTOSOLIC (DYHC) 
(CYTOPLASMIC DYNEIN HEAVY CHAIN) 
gb|AAF91078.1| (AY004877) cytoplasmic dynein heavy 
chain [Mus musculus] 


3E-12 


5701 


11431299 


oill 14^1 ?QQIrpfl\P D07Q61 1 1 nVinonhnrvlacp Irirmof* 

cu] 1 1 tJ 1Z.77 1 CJLUAJT \J\J f 7U1.1 UiiUdUllUX jlao C fSJIIflr»t/, 

beta [Homo sapiens] 


8.8 


5704 


7486830 


gi|7486830|pir1|T04917 hypothetical protein T10I14. 190 
- Arabidopsis thaliana emb|CAA16786.1| (AL021712) 
putative protein [Arabidopsis thaliana] 
emb|CAB79191.1| (AL161557) putative protein 
[Arabidopsis thaliana] 


0.4 
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SEQID 
NO 


ACCESS 
N 




P VAT TTP 


5707 


7470729 


gi|7470729|pir||S75327 lysostaphin - Synechocystis sp. 

Refrain PPf* AftfV*\ AhttTl A A 1 7941 1 1 /TlOnOHdA 
(Sixain Jrv^V/ Oovjj) QDJjJD/l/Vl /Z**l.l| [LJy\jy\J t *) 

lysostaphin [Synechocystis sp. PCC 6803] 


8.8 


5708 


7330072 


gi|7330072|gb|AAF60061.1|AF210726_82(AF210726) 
ORFRU4-R [Macaca mulatta rhadinovirus 26-95] 


0.24 


5711 


14774911 


gi|1477491 llreflXP_027365.il ADP-ribosylation factor- 
like 6 interacting protein [Homo sapiens] 


1E-11 


5712 


14721018 


gi|14721018|ref|XP_051562.1| similar to agrin (H. 
sapiens) [Homo sapiens] 


0.14 


5716 


6324014 


gi|6324014|ref|NPJ)14084.1| FIFO ATPase assembly 
protein; Atpllp [Saccharomyces cerevisiae] 
sp|P32453|ATPS_YEAST ATP1 1 PROTEIN 
PRECURSOR pir||S5 1297 ATP1 1 protein - yeast 
(Saccharomyces cerevisiae) gb|AAA34447.1| (M57006) 
ATP ll protein [Saccharomyces cerevisiae] 
emD|UAAoo j o i . I J ^z*40Z3 y ) a i r 1 1 [oaccnaromyces 
cerevisiae] emb|CAA96245.1| (Z71591) ORF YNL315c 

[oat^ndJuiTiyocb vCrcvlblaCj 


& 1 


5718 


12861848 


gi|12861848|dbj|BAB32292.1| (AK021073) putative 
[Mus musculus] 


0.07 


5719 


14744130 


frill 47AA1^nirpflin> nzK£Q5 11 ^lA.C\fi rUnmn cnnipncl 

gi|i*T- /*f*f i jU|rei|A_r UH-Doyj.ij j /*f uo [riomo sapiens j 


1 & 


5722 


11612206 


gi|11612206|gb|AAG37299.1| (AY009937) unknown 
[Sinorhizobium fredii] 


7.4 


5723 


4494967 


gi|4494967|gb|AAD2 1389.1| (AF083501) Rll [Macaca 
mulatta rhadinovirus 17577] 
gb|AAF60041.1|AF210726_62 (AF210726) vIRF 
[iviacaca. inuiaiia. rnaainovirus zo-yjj 




5727 

•Jit*! 


12644379 


gi|12644379|sp|Q02099|RAD3_SCHPO DNA REPAIR 
PROTEIN RAD3 pirj|T39911 rad3 checkpoint protein - 
fission yeast (Schizosaccharomyces pombe) 
emD|v^Ao*fuioj. i| ^AJLU*fyj3oj racu> cnecKpoint proiein 
[Schizosaccharomyces pombe] 


9.3 


5732 


7492633 


gi| / H)7Z03 j[pu: jj l *f uz*ti prouoDie guanine nucieuuuc 
exchange fector - fission yeast (Schizosaccharomyces 
pombe) emb|CAB58155.1| (AL121815) putative 
guanine nucleotide exchange fector 
[Schizosaccharomyces pombe] 


8.2 


5737 


10047255 


gi|10047255|dbj|BAB13416.1| (AB046810) KIAA1590 
protein [Homo sapiens] 


0.00000002 
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WO IT) 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE ! 


5742 


z*fyozu*f 


/viio/iGQin/H^^iofi^rfCoir" 1 a t t\ tut t\/t \ at 
gl|z4yozU4|Sp|l^UDQ52|CALLl_HU 

CALDESMON (CDM) pir||JH0628 caldesmon - human 
goj/\/iAJo*fi7.ij {jyiojzio^ caxaesmon [rtomo sapiens j 




5744 


11037059 


gi| 1 1037059|ref]NP_036540. 1| protein kinase C binding 
protein 1 [Homo sapiens] gb|AAF71262.1| (AF233453) 
RACK-like protein PRKCBP1 [Homo sapiens] 


0.00000001 


5746 


14575679 


hemicentin [Homo sapiens] 


1.9 


5748 


1 1 Af*6T) 1 fl 
1 JL*fOOZ 1U 


gi|l 1466210|reflNP_066533. 1| NADH dehydrogenase 
subunit 2 [Naegleria gruberi] 
gb|AAG17811.1|AF288092_36 (AF288092) NADH 
aenyarogenase suuiinix z [XNaegiena gruuenj 


o.Z 


5750 


8096340 


gi|8096340|dbj|BAA95898. 1| (AB036737) RERE 
[Homo sapiens] 


0.5 


5751 


14275752 


gi|i*iz/3 /3z|emD|^Ai^4uujz.i| ^AJjiUo'R'j J: -type 
ATPase [Hordeum vulgare] 


0.53 


5752 ; 


3o,343oZ 


gi|5834582|emb|CAB55313.1| (AJ132948) rfg7 protein 
[Homo sapiens] 


1 1 




13877921 


'1 1 OOTTOO 1 1/vUI A A "U"AA(Y1Q 1 1 A "DTI /V1 13 1 / AE"3Tni1'a\ 

gl| 1387792 l|gb|AAK44U3o. l|Ar37U2Z3_l (Ar37U2Z3) 
unknown protein [Arabidopsis thaliana] 


4 


5755 


J0070 AO 


gi|5869818|emb|LAB55575.1| (AJ249395) NADH- 
ubiquinone oxidoreductase subunit 6 [Globodera 

pqlllUaJ 


4 9 


5756 


7023033 


gi|7023033|dbj|BAA91809.1| (AK001649) unnamed 
protein product [Homo sapiens] 


e-102 


5757 


14729667 


gi|14729667|refjXPJ)29101.1| KIAA0947 protein 
[Homo sapiens] 


0.22 


5758 


14726213 


gi|14726213|ref]XP_010556.3| PR domain containing 16 
[Homo sapiens] 


0.87 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5761 


4757900 


gi|4757900)reflNP_004334. 1| calreticulin precursor; 
Sicca syndrome antigen A (autoantigen Ro; 
calreticulin); autoantigen Ro [Homo sapiens] 
ref|XP_032020.1| calreticulin precursor [Homo sapiens] 
refjXP_032023.1| calreticulin precursor [Homo sapiens] 
ref|XP_032022.1| calreticulin precursor [Homo sapiens] 
ref|XP_009055.3| calreticulin precursor [Homo sapiens] 
refpfP_032021.ll calreticulin precursor [Homo sapiens] 
sp|P27797|CRTC_HUMAN CALRETICULIN 
PRECURSOR (CRP55) (CALREGULIN) (HACBP) 
(ERP60) (52 KDA RIBONUCLEOPROTEIN 
AUTOANTIGEN RO/SS-A) pir||A37047 calreticulin 
precursor - human gb|AAA51916.1| (M84739) 
calreticulin [Homo sapiens] gb|AAA36582.1| (M32294) 
Ro ribonucleoprotein autoantigen (Ro/SS-A) precursor 
[Homo sapiens] gb|AAB51176.1| (AD000092) 
calreticulin [Homo sapiens] 

gb|AAH02500.1|AAH02500 (BC002500) calreticulin 
[xiomo sapiens j gDjAAiiu /y i i . i |AAriu / y i i 
(BC007911) calreticulin [Homo sapiens] 


5E-16 


5762 


14714688 


gi|14714688|gb|AAH10485.1|AAH10485 (BC010485) 
Unknown (protein for MGC:7224) [Mus musculus] 


1.1 


" 5765 


14751380 


gi|i4/jiioU|rei|Ar_U4izyi.i| cAMr response element- 
binding protein CRE-BPa [Homo sapiens] 


5E-14 


5767 


710519'? 


gi|2105193|gb|AAB57925.1| (U86889) hypothetical 

nrnt<*iti rMrilliKamm printaoin^nm vim^ cnVitvnp 11 
_/i ulviii _iYiuiiUdvUiii v»vJHi*ij£iv/o mil viiua ouutyjpt- J.J 


7.8 


5771 


13278418 


gi|13278418|gb|AAH04019. 11AAH04019 (BC004019) 
Similar to mesoderm specific transcript [Mus musculus] 


0.94 


5772 


14720481 


gi|1472048 1 |ref|XP_0488 1 1. 1| hypothetical protein 
FLJ22116 [Homo sapiens] refjXP_048810.il 
hypothetical protein FLJ221 16 [Homo sapiens] 


2E-23 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5773 


6321548 


gi|6321548|ref]NP_011625.1|Ygrll0wp 
[Saccharomyces cerevisiae] sp|P53264|YG2V_YEAST 
HYPOTHETICAL 52.0 KD PROTEIN IN CLB6- 
SHY1 INTERGENIC REGION pir||S64418 
hypothetical protein YGR1 lOw - yeast (Saccharomyces 
cerevisiae) emb|CAA97118.1| (Z72895) ORF 
YGR1 lOw [Saccharomyces cerevisiae] 


2.4 


5776 


12853842 


gi|12853842|dbj|BAB29864.1| (AK015480) putative 
[Mus musculus] 


5.6 


5778 


1 119 AUC 


gi| 13384736|ref|NP_0845 14. 1| dynein, cytoplasmic, 
heavy chain 1; dynein heavy chain, retrograde transport 

AT 1 Ti l /\ 'if w tt T A tr\t T~r t/^ % m~ *~\. t Trim *r-v« rm i w t ■ m. t 

[Mus musculus] sp|Q9JHU4|DYHC_MOUSE DYNEIN 
HEAVY CHAIN, CYTOSOLIC (DYHC) 

/rVTHDI A CTV JTTi"* TYVTXTGTXT TTT? A17V PIT A TKT\ 

(LY 1 UrLASMIL DYNEIN HEAVY CHAIN) 
gb]AAF91078.1| (AY004877) cytoplasmic dynein heavy 
chain [Mus musculus] 


2E-92 


5781 




gi|7498705|pir||T20640 hypothetical protein F09C3.3 - 
Caenorhabditis elegans 


9.7 


5782 


1 1 iztiAfY) 
1 13 jd4Uz 


gi|113564021pir||T44074 hypothetical protein [imported] 
- Staphylococcus aureus (fragment) 


5.5 


5783 


1 f\T m )/Z.1C\/Z 

iU/zo3yo 


gi|10726396|gb|AAF54288.2| (AE003680) CGI 1773 
gene product [Drosophila melanogaster] 


4.1 


5784 


11935110 


gi| 1 1935 1 16|gb|AAG4 1977. 1|AF3 1 1942J (AF3 1 1942) 
ethylene receptor [Carica papaya] 


7.5 


5787 


4456467 


gi|4456467|emb[CAB37294.1| (AJ011001) TM7XN1 
protein [Homo sapiens] 


3.8 


\ 5788 


130/6779 


gi|13676779|gb|AAK38272.1|AF330197 - l(AF330197) 
Arkadia [Mus musculus] 


2.2 


5789 


13676779 


gi|13676779|gb|AAK38272.11AF330197_l(AF330197) 
Arkadia [Mus musculus] 


2.3 


5795 


11024704 


gi|11024704|reflNP_061956.1| hypothetical protein 
rU 11219 [Homo sapiens] dDj|BAA92074.1| 
(AK002081) unnamed protein product [Homo sapiens] 


8E-23 


5797 


13606086 


gi|13606086|gb|AAK32948.1| (U41014) Hypothetical 
protein C06G1.1 [Caenorhabditis elegans] 


8.3 


5798 


10728595 


gi|10728595|gb|AAF52302.2| (AE003611) CG9011 
gene product [Drosophila melanogaster] 


8E-21 


5799 


12847975 


gi|12847975|dbj|BAB27780.1| (AK011690) putative 
[Mus musculus] 


3E-44 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SFO TD 
NO 


ACCESS 

M 




P VAT TTF 


5801 


7243247 


gi|7243247|dbj|BAA9267Ll| (AB037854) KIAA1433 
protein [Homo sapiens] 


3E-84 


5803 


10728595 


gi|10728595|gb|AAF52302.2| (AE003611) CG9011 
gene product [Drosophila melanogaster] 


8E-21 


5804 


1354082 


giji jDHUoZ|gD|A/\x>«3 1 zd /.x\ \\J e f/\jjD) poiyproiein 
[bean yellow mosaic virus] 


6.8 


5808 


11354734 


gi|l 1354734|pirl|Co2U43 conserved hypothetical protein 
VC2703 [imported] - Vibrio cholerae (group 01 strain 
iNioyojj gDiAAry3o4j.ii ^Aiiuu^ D jo) conserved 
hypothetical protein [Vibrio cholerae] 


4.9 


5809 




gi|13272353|gb|AAK17116.1|AF291051_13 
(AF291051) transketolase [Candidate Carsonella 
ruQuuj 


S Q 

o.y 


5810 


10728595 


gi|10728595|gb|AAF52302.2| (AE003611) CG9011 
gene product [Drosophila melanogaster] 


9E-21 


5818 


7340927 


gi|7340y27|abj|BAA929yy.l| (AP00155U) similar to 
Schizosaccharomyces pombe chromosome I cosmid 
clD4; hypothetical protein &SPAC1D4J0 (Q10155) 
[Oryza sativa] 


5.6 


5821 


4115911 


gi|4113yll|gD|AADU34z3.1| (U78517) cAJVlr-regulatea 
guanine nucleotide exchange factor II [Rattus 
norvegicus] 


3E-11 


5822 


7498336 


g2|7498336|pir||T15086 hypothetical protein E03D2.4 - 
i^aenornao cutis eiegans goj AAoy 1 m . 1 j \j\r to y o j 
Hypothetical protein E03D2.4 [Caenorhabditis eiegans] 


7.1 


5825 


7492270 


gi|7492270|pir||T40528 palmitoyl-protein thioesterase 
precursor - fission yeast (Schizosaccharomyces pombe) 
emb|CAA19178. 1| (AL023634) palmitoyl-protein ' 
thioesterase precursor [Schizosaccharomyces pombe] 


1.2 1 


5827 


7497138 


gi|7497 1 3 8{pir||T30 158 hypothetical protein C37A2.6 - 
Caenorhabditis eleeans ebIAAB52451 11 (U97194) 
Hypothetical protein C37A2.6 [Caenorhabditis eiegans] 


5.4 


5830 


7469981 


gi|746998 l|pirl|S74598 hypothetical protein slll040 - 
Synechocystis sp. (strain PCC 6803) dbj|BAA16750.1| 
(D90900) ORF_ro:sU1040~unknown protein 
[Synechocystis sp. PCC 6803] 


9.4 
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SEQID 
NO 


! N 


DESCRIPTION 


P VALUE 


5831 


10177727 


gi|10177727|dbj|BAB10973.1| (AB015471) 
gene_id:K9B18.6~unknown protein [Axabidopsis 
thaliana] 


2.6 


5834 


2231323 


gi|2231323|gb|AAB61999.1| (U77045) bactinecin 6 
[Ovis aries] 


6.9 


5838 


7495511 


gi|74955 1 l|pir||T18990 hypothetical protein C06B8.4 - 
Caenoihabditis elegans emb|CAB03847.1| (Z81463) 
predicted using Genefinder-Similarity to C.elegans 
olfectory receptor ODR-10 (TR:Q17376), contains 
similarity to Pfam domain: PF01461 (7TM 
chemoreceptor), Score=-92.4, E-value=4.9e-10, N=l 
[Caenorhabditis elegans] 


0.84 


5839 


14722156 


gi|i*f /zzijoiretiAJr^ uuihio.4| centromere protein r 
(350/400kD) [Homo sapiens] 


2 


5841 


14590902 


gi|14590902|ref|NP_142975.1| hypothetical protem 
[Pyrococcus horikoshii] pir|(E71100 hypothetical protein 
PH1064 - Pyrococcus horikoshii dbj|BAA30163.1| 
(AP000004) 718aa long hypothetical protein 
[Pyrococcus horikoshii] 


3.5 


5844 




gi|10173304|dbj|BAB04409.1| (AP001509) transposase 
(04) [Bacillus halodurans] 


1. 1 


5R45 


7510388 


gi|7510388|pir||T27298 hypothetical protein Y68A4A.7 - 
Caenorhabditis elegans emb(CAA16418.1| (AL021503) 
predicted using Genefinder-contains similarity to Pfem 
domain. rrUloU4 (71Mcnemoreceptor), acore=-4o.J, 
E-value=7. le-07, N=l [Caenoihabditis elegans] 


2.9 


5851 




gi| 1 3 8 1 2 127[ref|NP_l 1 3254. 1 1 hypothetical protein 
[Guillardiatheta] gb|AAK39814.1|AF165818_22 

^/vr iujo io^ iiypuLQCLiCcU. pruLCin |_vjuiiiai uia uuciaj 




5852 


1 

6016842 


gj|6016842|dbj|BAA85182.1| (AB033168) nuclear 
protein ZAP [Mus musculus] 


3.3 ! 


5854 


8922744 


gi|8922744|reflNP_060730.1| hypothetical protein 
FLJ10891 [Homo sapiens] dbj|BAA91884.1| 
(AK001753) unnamed protein product [Homo sapiens] 


8E-69 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5856 


118965 


gi|l 18965|sp|P23098|DYHC_TRIGR DYNEIN BETA 
CHAIN, CILIARY pir||S 17653 dynein beta heavy 
chain, ciliary - sea urchin (Tripneustes gratilla) 
emb|CAA42170.1| (X59603) Beta heavy chain of outer- 
arm axonemal dynein ATPase [Tripneustes gratilla] 
prf||1714372A dynein;SUBUNIT=beta heavy chain 
[Tripneustes gratilla] 


0.0000001 i 


5858 




gi|10640323|emb|CAC 12137. 1| (AL445066) conserved 
hypothetical membrane protein [Thermoplasma 
acidophilum] 


1.3 


5859 


9964574 


gi|9964574|ref|NPJ)65042.1| AMV260 [Amsacta 
moorei entomopoxvirus] 

gD|AAUt)zyoo.l|ArZjU2o4_zoU (Arz5uzo4j AMVzoU 
[Amsacta moorei entomopoxvirus] 


4 


5861 


5360226 


gi|5360226|dbj|BAA36472.1| (AB015177) FO-ATPase 
subunit 6 [Beta vulgaris] 


3 


5868 


7327641 


gi|7327641|gb|AAF45040.2| (AF146609) putative 
modification methyltransferase [Aeromonas hydrophila] 


2.8 


5871 


5031969 


gi[503 1969|ref|NP_005758.1| purinergic receptor 
(family A group 5) [Homo sapiens] 
sp|P43657|P2Y5_HUMAN P2Y PURINOCEPTOR 5 
(P2Y5) (PURINERGIC RECEPTOR 5) (RB INTRON 
ENCODED G-PROTEIN COUPLED RECEPTOR) 
pir||T09508 intron 17 purinergic receptor P2Y5 - human 
gb|AAB62190.1| (AF000546) purinergic receptor P2Y5 
[Homo sapiens] 


3.2 


5872 


92972 


gi|92972]pir||S04757 NADH dehydrogenase 
(ubiquinone) (EC 1.6.5.3) chain 5 - rat mitochondrion 


9.8 


5876 


13540669 


gj|13540669|ref|NP_l 10480. 1| linker for activation of T 
cells [Rattus norvegicus] sp|O70601|LAT_RAT 
LINKER FOR ACTIVATION OF T CELLS (36 KDA 
PHOSPHO-TYROSINE ADAPTOR PROTEIN) 
(PP36) (P36-38) emb|CAA04577.1| (AJ001184) 36 kDa 
phospho-tyrosine [Rattus norvegicus] 


0.4 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5877 


7510482 


gi|75 10482|pir||T27406 hypothetical protein Y75B8A.24 
- Caenoihabditis elegans emb|CAA22108.1| 
(AL0335 14) contains similarity to Pfam domain: 
PF00454 (Phosphatidylinositol 3- and 4-ldnases), 
Score^392.3, E-value=1.6e-114, N=2; PF00613 
(Phosphoinositide 3-kinase family, accessory domain 
^riiv aomainjj, acore— /o.i, n-vaiue— z.*fe-iy, 
N=l~cDNA EST yk2> 


0.32 


5881 




gi|l 1284162|pir|[H81077 hypothetical protein NMB1490 
[imported] - Neisseria meningitidis (group B strain 
MD58) gb|AAF41846. 1| (AE002498) hypothetical 
proiein [lNcissena rncni ngitims ivii_,joj 


A 1 


JooZ 


4503801 


gi|4503801|ref|NP_003893.1| fer upstream element- I 
binding protein; far upstream element binding protein; 
FUSE-binding protein [Homo sapiens] pir||A53184 myc 
fer upstream element-binding protein - human 
gD|AAA17y/o.l| (UU5U4U) rUab binding protein 
[Homo sapiens] 


0.4 


5883 




gi|9929953|dbj|BAB12133.1| (AB047609) hypothetical 
protein [Macaca fascicularis] 


O 7 

y. / 


5884 


13631383 


gi|1363 1383|ref|XPJ)10272.2| retmoblastoma-bmding j 
protein 7 [Homo sapiens] ref|XPJ)45 1 12.1| 
retinoblastoma-binding protein 7 [Homo sapiens] 


7.3 


5886 


7662084 


gi|7662084|ref|NPJ)55474.1| KIAA0377 gene product 
[Homo sapiens] dbj|BAA20831.1| (AB002375) 
KIAA0377 Porno sapiens] 


2E-44 


5888 


4507023 


gi|4507023|reflNPJ)0303U| solute carrier family 4, 
anion exchanger, member 2 (erythrocyte membrane 
protein band 3-like 1) [Homo sapiens] 
sp|P04920|B3A2_HUMAN ANION EXCHANGE 
PROTEIN 2 (NON-ERYTHROID BAND 3-LKE 
PROTEIN) (BND3L) pir||S21086 anion exchange 
protein 2 - human emb|CAA44067.1| (X62137) anion 
exchange protein 2 (AE2) [Homo sapiens] 


9.1 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5892 


6321764 


gj|6321764|ref|NP_011840. 1| Yhl023cp 
[Saccharomyces cerevisiae] sp|P38742[YHC3_YEAST 
HYPOTHETICAL 130.0 KD PROTEIN IN SNF6- 
SPOll INTERGENIC REGION pir||S46837 
hypothetical protein YHL023c - yeast (Saccharomyces 
cerevisiae) gb|AAB65076.1| (Ul 1582) No definition line 
found [Saccharomyces cerevisiae] 


7.4 


5894 


7507827 


gi|7507827|pir||T16876 hypothetical protein T14E8.3 - 
Caenorhabditis elegans gb|AAA82386.1| (U41036) 
Hypothetical protein T14E8.3 [Caenorhabditis elegans] 


2.4 


5896 


119714 


gi|l 19714|sp|P13983|EXTN„TOBAC EXTENSIN 
PRECURSOR (CELL WALL HYDROXYPROUNE- 
RICH GLYCOPROTEIN) pir||S06733 hydroxyproline- 
rich glycoprotein precursor - common tobacco 
emb|CAA32090. 1| (X13885) extensin (AA 1^620) 
[Nicotiana tabacum] 


2.4 


j 5897 


13540669 


gi|13540669|ref|NP_l 10480.1) linker for activation of T 
cells [Rattus norvegicus] sp|O7060I|LAT_RAT 
LINKER FOR ACTIVATION OF T CELLS (36 KDA 

rrlUorrlU- 1 I IvUMJN Jd AUAr 1 UJv rKU 1 E.1TN ) 

(PP36) (P36-38) emb|CAA04577.1| (AJ001184) 36 kDa 
phospho-tyrosine [Rattus norvegicus] 


0.4 


5898 


1 4.787 ITfi 

XH to l L t\J 


gi|14787176|gb|AAG54083.1| (AY017475) CSMD1 
[ivius muscuiusj 




5899 


14192869 


gi| 14192869|gb|AAK55774. 11AC079038_8 
(AC07903 8) Putative polyprotein [Oryza sativa] 


1.9 


5900 


liZO\)0\) £ t 


gi|11260604|pir||Cj52483 acetate kinase VCA0235 
[imported] - Vibrio cholerae (group 01 strain N16961) 
gb[AAF96146.1| (AE004363) acetate kinase [Vibrio 
cnoieraej 




5914 


5688864 


gi|5688864|dbj|BAA82706.1| (AB030586) amino acid 
transDorter-like nrotein 1 FArabidonsis thalianal 


0.74 


5915 


14571551 


gi|14571551|gb|AAK64511.1| (AY036902) degenerative 
spermatocyte-like protein RDES [Rattus norvegicus] 


7.1 


5917 


11496539 


gi|11496539|ref|NP_044549.1| ribosomal protein S3 
[Toxoplasma gondii] gb|AAD41136.1(U87145_5 
(U87145) ribosomal protein S3 [Toxoplasma gondii] 


2.4 
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SEQBD 

IN VI 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5919 


12275264 


gi|12275264|emb|CAC22282.1| (AJ303456) WASP 
interacting protein [Rattus norvegicus] 


0.29 


jyL\) 


7158837 


gi|7 15 8 83 7|gb|AAF3 7557. 1 |AF2 14067_1 (AF2 14067) 
serine-repeat antigen protein [Plasmodium falciparum] 


3.8 




7327641 


gi|7327641|gb|AAF45040.2| (AF 146609) putative 
modification methyltransferase [Aeromonas hydrophila] 


3.2 


5934 


4321845 


gi|4321845|gb|AAD15841.1|(AF064782) unknown . 
[Mus musculus] 


4E-59 | 


5yio 


6562754 


gi|6562754|emb|CAB62893.1| (AL035475) hypothetical 
protein, MAL4P2.52 [Plasmodium falciparum] 


0.69 


5939 


13814462 


gi|13814462|gb|AAK41504.1| (AE006741) ABC 
transporter, ATP binding protein [Sulfolobus 
solfataricus] 


2.3 


5941 


5802786 


gi|5802786|gb|AAD5 1779.1| (AF124511) BVES 
[Gallus gallus] 


1.7 


5943 


5596342 


gi|5596342|dbj|BAA82602.1| (AB026825) sALK-2 
[Ephydatia fluviatiUs] 


7.2 


5946 


9802527 


gi]9802527|gb|AAF99729. 1|AC004557_8 (AC004557) 
F17L21.9 [Arabidopsis thaliana] 


6.8 


5949 


3820854 


gi|3820854|emb|CAA10852.1| (AJ222582) maturase- 
like protein [Euglena granulata] 


4.2 


DSOl 


7476228 


gi|7476228tpir||A70905 hypothetical protein Rv0174 - 
Mycobacterium tuberculosis (strain H37RV) 
emb|CAB09741. 1| (Z97050) hypothetical protein 
Rv0174 [Mycobacterium tuberculosis] 


0.46 


5953 




gi|7159336|gb|AAF37725. 1|AF238235_1 (AF238235) 
diaphanous protein [Entamoeba histolytica] 


U.Z4 


5954 


7294100 


gi|7294100|gb[AAF49454.1| (AE003527) CG12243 
gene product [Drosophila melanogaster] 


4.6 


5956 


2689578 


gi|2689578|gb|AAB91357.1| (U96421) cytochrome b 
[Dennyus carljonesi fosteri] 


9.4 


5957 


11071788 


gi|11071788|emb|CAC14632.1| (AL449144) 
hypothetical protein P2 14.26 [Leishmania major] 


5.7 
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SEQED 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5958 


9631305 


gi|963 1305|ref[NP_048 1 16. 1| ORF MSV045 
hypothetical protein [Melanoplus sanguinipes 
entomopoxvims] pir||T28206 hypothetical protein 
ORF45 - Melanoplus sanguinipes entomopoxvims 
gb|AAC97618J| (AF063866) ORF MSV045 
hypothetical protein [Melanoplus sanguinipes 
entomopoxvims] 


3 


5959 


14750752 


gi|14750752|repPJ)3 1441.1] phosphodiesterase 8A 
[Homo sapiens] 


0.47 


5962 


4996347 


gi|4996347|dbj|BAA78416.1| (AB021177) complement 
B/C2-A2 [Cyprinus carpio] 


1.7 


5964 


7510076 


gi|75 10076|pir||T3 1613 hypothetical protein Y50E8A.i - 
Caenorhabditis elegans 


7.1 


5965 


6958206 


gi|69582061gblAAF32493. 1|AF093 132_1 (AF093 132) 
kexin-like protease KEX1 [Pneumocystis carinii f. sp. 
muris] 


4.5 


5966 


13542701 


gi|13542701|gb[AAH05557.1|AAH05557 (BC005557) 
Unknown (protein for MGC:7062) [Mus musculus] 


0.00003 


5967 


12852967 


gi|12852967|dbj|BAB29595.1| (AK014872) putative 
[Mus musculus] 


3.2 


5969 


6449214 


gi|6449214|gb|AAF08856.1|AF194824_l (AF194824) 
NADH dehydrogenase [Aptema cordifoha] 


0.84 


5971 


7492532 


gi|7492532|pir||T39653 probable DNA repair and 
recombination protein - fission yeast 
(Schizosaccharomyces pombe) emb|CAA21300.1| 
(AL03 1856) putative DNA repair and recombination 
protein [Schizosaccharomyces pombe] 


8.4 


5972 


1171089 


gi|1171089|sp|P10243|MYBA_HUMAN MYB- 
RELATED PROTEIN A (A-MYB) pir||S03423 
transforming protein A-myb - human 


2E-28 


<OT2 


4589488 


gi|456y488|dbj|BAA76772.1| (AB023143) K1AA0928 
protein [Homo sapiens] 


9.8 


5974 


6686326 


gi|6686326|sp|P77589|MHPT_ECOLI PUTATIVE 3- 
HYDROXYPHENYLPROPIONIC ACID 
TRANSPORTER 


1.8 


5976 


7298382 


gi|7298382|gb|AAF53607.1| (AE003655) CG15141 
gene product [Drosophila melanogaster] 


5.7 



I 
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SEQID 
NO 


ACCESS 

IN 




r VALUE 


5979 


/4/ /oyo 


gi|7477896|pir||D70595 probable ATP-dependent RNA 
helicase - Mycobactenum tuberculosis (strain H37RV) 
emb|CAB08305.1| (Z95120) rhffi [Mycobacterium 
tuberculosis] gb|AAK47649.1| (AE007143) ATP- 
dependent RNA helicase DeaD [Mycobacterium 
tuberculosis L/DCISMJ 


4.7 


1 5980 


10726674 


gi|10726674|gb|AAF55880.2| (AE003734) CG16791 
gene product [Drosophila melanogaster] 


5.5 


5983 


10303299 


gi|10303299|emb|CAC10094.1| (AL442164) related to 
SEN1 protein [Neurospora crassa] 


9.4 


5984 


14625441 


gi|14625441|dbj|BAB61903.1| (AB053446) KIAA1773 
protein [Homo sapiens] 


2.4 


5985 


2496701 


gi|2496701|sp|P55552|Y4LLJRHISN 
HYPOTHETICAL 91.8 KD PROTEIN Y4LL 
gb|AAB91764.1| (AE000083) Y41L [Rhizobium sp. 
NGR234] 


4 


J"00 


13652830 


gi|13652830|ref|XP_0 17068. 1| 65851 [Homo sapiens] 
ref|XP_039450. 1 1 similar to NONHISTONE 
CHROMOSOMAL PROTEIN HMG-14 (H. sapiens) 
[Homo sapiens] 


0.00001 


5989 


2098719 


gi|2098719]gb|AAB57675.1| (U85709) putative fimbrial- 
associated protein [Actinomyces naeslundii] 


5.4 


5990 


1142588 


gi|1142588|gb|AAA84740.1| (U05313) CR3 i 
[Trypanosoma brucei] 


0.02 


5991 


11283273 


gi|11283273|pir||A81658 hypothetical protein TC0845 
[imported] - Chlamydia muridarum (strain Nigg) 
gb)AAF39643.1| (AE002351) hypothetical protein 
[Chlamydia muridarum] 


7.2 


5997 


13507856 


gi|13507856|ref[NPJ09805.1| ribosomal protein L20 
[Mycoplasma pneumoniae] sp|P78023|RL20 JMYCPN 
50S RIBOSOMAL PROTEIN L20 pir||S73363 
ribosomal protein L20 - Mycoplasma pneumoniae 
(strain ATCC 29342) gb|AAG34734.1|AE000004J 
(AE000004) ribosomal protein L20 [Mycoplasma 
pneumoniae] 


0.84 


5997 


7506563 


gi|7506563|pir||T24113 hypothetical protein R10D12.3 - 
Caenorfaabditis elegans emb|CAB03243.1| (Z81109) 
predicted using Genefinder-siitiilar to G-protein coupled 
receptor [Caenorhabditis elegans] 


6.3 


5998 


7510771 


gi|75 1 077 1 |pir1|T299 1 9 hypothetical protein ZC449.5 - 
Caenorhabditis elegans 


3.6 
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SEQED 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


6001 


14755125 


gi|14755125|reflXP_006601.4| hypothetical protein 
FU10659 [Homo sapiens] 


3E-96 


6005 


7508360 


giJ7508360|pir||T25220 hypothetical protein T24B8.4 - 
Caenorhabditis elegans emb|CAA92756.1| (Z68338) 
predicted using Genefinder~contains similarity to Pfam 
domain: PF02205 (Wiskott Aldnch syndrome homology 
region 2), Score=43.6, E-value=1.5e-09, N=2~cDNA 
EST yk96d7.5 comes from this gene-cDNA EST 
yk96d7.3 comes from this gene-cDNA EST yk76dl> 


1 


6006 


4960210 


gi|4960210|gb|AAD34644. 1|AF1541 12_1 (AF1541 12) 
transcription co-repressor Sin3 [Xenopus laevis] 


7 
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Table 4 

SEQIDNO 


SEQNAME 


CLUSTER 


PROFILE NAME 


DIR 


SCORE 


6 


2102J318.gz43_275316 


558147 


Ets Cterm 


for 


19.58 


9 


2103.M06.gz43_275519 


377696 


protkinase 


for 


20.71 


38 


2153JQ4.gz43_278937 


372952 


Dead box helic 


for 


172.21 


39 


2154.M04.gz43_279163 


377696 


protkinase 


L for 


20.71 


61 


2165.H06.gz43_280342 


393635 


zf<2h2 


for 


33.96 


69 


2166.Jll.gz43_281368 


377696 


protkinase 


for 


20.71 


108 


2118.A09.gz43_307025 


446397 


bzip 


for 


19.15 


117 


2131.113.gz43_308085 


34071 


wd40 


for 


37.45 


118 


2131.B14.gz43_308094 


221686 


protkinase 


for 


33.14 


228 


1573.F18.gz43_208848 


639849 


PH 


for 


42.77 


229 


1573JC19.gz43_208869 


486238 


protkuiase 


rev 


45.41 


415 


1585.G22.gz43_210545 


412416 


Dead_jbox_helic 


for 


49.67 


445 


1587.B06.gz43_211440 


446984 


ANK 


rev 


23.12 


486 


1597.G06.gz43_2 12233 


639593 


defensins 


rev 


18.27 


487 


1597J06.gz43_212236 


557975 


ANK 


for 


35.63 


502 


1597JF18.gz43J212424 


596882 


zf-c2h2 


rev 


18.13 


700 


1694.M19.gz43_214375 


425923 


zf-c2h2 


for 


32.76 


847 


1706J>07.gz43_216138 | 


639901 


zf-c2h2 


for 


19.43 


877 


1707. J02.gz43_2 16453 


550237 


zf-ccch 


for 


26.74 


1511 


1755.P24.gz43_223395 


606129 


rvt 


for 


37.6 


1714 


1790.C14.gz43_226997 


727150 


bzip 


for 


24.2 


2034 


1828J19.gz43_232472 


728303 


zf-c2h2 


rev 


18.19 


2038 


1828.P21.gz43_232510 


509678 


Retvir_asp_protease 


for 


28.5 


2054 


1838.N05.gz43_233020 


481614 


zf-c2h2 


for 


18.52 


2514 


1888.O06.gz43_240269 


451764 


rvt 


for 


49.99 


2973 


1924.H18.gz43_245579 


499700 


7tm_l 


rev 


73.7 


3013 


1935.E18.gz43J246500 


490805 


ANK 


rev 


28.74 


3140 


1981.O19.gz43_248062 


558949 


zf<3hc4 ! 


rev 


19.16 


3403 


1958.N12.gz43_250647 


556308 


zf-c2h2 


for 


40.77 


3524 


1923M22.gz43_252963 


u 562603 


zf-c2h2 


rey 


42.42 


3653 


1995.C03.gz43_256117 


562152 


zf-<2h2 | 


rev 


18.97 


3689 


1995.P13.gz43_256290 


562989 


EGF 


rev 


19.4 


3723 


1995324.gz43_256452 


556632 


zf-c2h2 


rev 


20.64 


3814 


2007.F09.gz43_257778 


560652 


zf-c2hc 


rev 


21.49 


3931 


2008.F18.gz43_258308 


550497 


bzip 


for 


20.27 


4151 


1669.Gll.gz43_260853 


503275 


protkinase 


rev 


43.25 


4356 


1682.017.gz43_262495 


450211 


bzip 


rev 


26.06 


4373 


1682.F21.gz43_262550 


546740 


EFhand 


rev 


18.72 


1 4688 


2018.K14.gz43_264760 


432970 


zf-c2h2 


for 


48.43 


4979 


2041.C09.gz43__266976 


556632 


zf-c2h2 


rev 


20 : 88 


5467 


2067.120.gz43_271090 


551617 


7tm 1 


rev 


19.77 


5508 


2068.F14.gz43_271375 


561707 


7tm 1 


rev 


24.27 


5522 


2068.D17.gz43_271421 


554774 


tgf-beta 


for 


l_ 1824 


5756 


2176J17.gz43_281945 


412416 


DeadJbox_helic 


for 


37.64 


6001 


1561.C22.gz43_314731 


447072 


PH 


for 


31.95 
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Table 5 












SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


6 


558147 


12,13 


3 


12 


-1 


3.87 


11 


402353 


12,13 


13 


4 


3.36 


-1 


14 


884 


03,04 


51 


20 


2.49 


-1 


14 


884 


15,17 


1 


10 


-1 


9.32 


14 


884 


27,28 


15 


3 


5.41 


-1 


14 


884 


28,29 


3 


21 


-1 


5.62 


22 


427571 


08,09 


6 


0 


8.38 


-1 


28 


6342 


30,31 


0 


7 


-1 


6.29 


29 


387530 


30,31 


2 


24 


-1 


10.79 


52 


24210 


08,09 


2 


13 


-1 


4.65 


52 


24210 


21,22 


0 


11 


-1 


11.18 


52 


24210 


23,24 


1 


9 


-1 


8.91 


52 


24210 


25,26 


12 


2 


5.79 


-1 


60 


1300 


25,26 


6 


0 


5.79 


-1 


64 


376808 


08,09 


0 


8 


-1 


5.72 


65 


6342 


30,31 


0 


7 


-1 


6.29 


67 


24210 


08,09 


2 


13 


-1 


4.65 


67 


24210 


21,22 


0 


11 


-1 


11.18 


. 67 


24210 


23,24 


1 


9 


-1 


8.91 


67 


24210 


25,26 


12 


2 


5.79 


-1 


68 


24210 


08,09 


2 


13 


-1 


4.65 


68 


24210 


21,22 


0 


11 


-1 


11.18 


| 68 


24210 


23,24 


1 


9 


-1 


8.91 


68 


24210 


25,26 


12 


2 


5.79 


-1 


71 


185432 


03,04 


0 


26 


-1 


26.65 


71 


185432 


08,09 


10 


33 


-1 


2.36 j 


75 


418763 


15,16 


15 


3 


5.28 


-1 


75 


418763 


15,17 


15 


2 


8.05 


-1 


75 


418763 


27,29 


11 


0 


14.84 


-1 


75 


418763 


28,29 


5 


0 


6.23 


-1 


79 


649035 


27,28 


0 


7 


-1 


6.46 


79 


649035 


28,29 


7 


0 


8.72 


-1 


92 


186594 


25,26 


12 


0 


11.58 


-1 


93 


218904 


08,09 


6 


1 


8.38 


-1 


99 


535955 


15,17 


1 


10 


-1 


9.32 


99 


535955 


16,17 


0 


10 


-1 


9.85 


112 


48238 


08,09 


6 


1 


8.38 


-1 


113 


226324 


15,17 


0 


8 


-1 


7.45 


113 


226324 


16,17 


0 


8 


-1 


7.88 


113 


226324 


27,29 


5 


0 


6.75 


-1 


115 


62016 


16,17 


0 


6 


-1 


5.91 


116 


48238 


08,09 


6 


1 


8.38 


-1 


121 


20453 


25,26 


3 


13 


-1 


4.49 


123 


37805 


08,09 


10 


0 


13.97 


-1 


125 


48238 


08,09 


6 


1 


8.38 


-1 


136 


120049 


15,17 


10 


2 


5.37 


-1 
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SEQIDNO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


140 


| 446829 


27,29 


78 


44 


2.39 


-1 


147 


147196 


28,29 


16 


46 


-1 


2.31 


147 


147196 


30,31 


8 


30 


-1 


3.37 


153 


446614 


16,17 




0 


7.11 


-1 


160 


463487 


15,17 


8 


1 


8.59 


-1 


170 


417078 


15,16 


8 


1 


8.46 


-1 


170 


417078 


15,17 


8 


0 


8.59 


-1 


176 


446531 


16,17 


0 


6 


-1 


5.91 


178 


380127 


28,29 


9 


26 


-1 


2.32 


199 


468109 


15,17 


6 


0 


6.44 


-1 


199 


468109 


27,29 


6 


0 


8.09 


-1 


199 


468109 


28,29 


7 


0 


8.72 


-1 


200 


447326 


15,17 


6 


0 


6.44 


-1 


I 219 


650195 


15,16 


6 


0 


6.34 


-1 


219 


650195 


15,17 


6 


0 


6.44 


-1 


238 


470462 


15,17 


7 


0 


7.51 


-1 


242 


466697 


12,13 


6 


0 


6.2 


-1 


248 


447147 


27,29 


9 


0 


12.14 


-1 


255 


447750 


12,14 


9 


0 


9.43 


-1 


255 


447750 


27,29 


9 


0 


12.14 


-1 


255 


447750 


28,29 


5 


0 


6.23 


-1 


261 


560868 


27,29 


6 


0 


8.09 


-1 


276 


640356 


15,17 


10 


0 


10.73 


-1 


287 


649852 


15,17 


6 


0 


6.44 


-1 


292 


446974 


28,29 


5 


0 


6.23 


-1 


| 307 


643924 


15,16 


6 


0 


6.34 


-1 


! 307 


643924 


15,17 


6 


0 


6.44 


-1 


309 


452986 


15,16 


8 


1 


8.46 


-1 


320 


449861 


16,17 


74 


26 


2.89 


-1 


320 


449861 


27,29 


1 


16 


-1 


11.86 


326 


450225 


15,17 


11 


3 


3.94 


-1 


326 


450225 


27,28 


1 


24 


-1 


22.16 


326 


450225 


28,29 


24 


1 


29.9 


- - 1 i 


327 


452707 


30,31 


7 


0 


7.79 


-i 


337 


452204 


15,16 


9 


1 


9.51 


-i 


337 


452204 


16,17 


1 


8 


-1 


7.88 


337 


452204 


23,24 


3 


13 


-1 


4.29 


337 ! 


452204 


27,28 


0 


14 


-1 


12.93 


337 


452204 


28,29 


14 


0 


17.44 


-1 


343 


639662 


15,16 


7 


0 


7.4 


-1 


343 


639662 


15,17 


7 


0 


7.51 


-1 


1 351 


448606 


15,17 


5 


20 


-1 


3.73 


351 


448606 


27,28 


0 


7 


-1 


6.46 


374 


475184 


25,26 


6 


74 


-1 


12.78 


374 


475184 


27,28 


114 


48 


2.57 


-1 


374 


475184 


27,29 


114 


70 


2.2 


-1 


374 


475184 


30,31 


5 


19 


-1 


3.42 


403 


555193 


15,16 


6 


0 


6.34 


-1 
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SEQIDNO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


417 


3 


01,02 


5284 


2168 


2.25 


-1 


417 


3 


08,09 


1095 


631 


2.43 


-1 


417 


3 


18,20 


2079 


463 


3.84 


-1 


417 


3 


19,20 


1419 


463 


2.29 


-1 


417 


3 


27,29 


993 


3994 


-1 


2.98 


417 


3 


28,29 


786 


3994 


-1 


4.08 i 


419 


237288 


15,16 


7 


0 


7.4 


-1 


419 


237288 


15,17 


7 


0 


7.51 


-1 


432 


639459 


15,17 


11 


0 


11.81 


-1 


432 


639459 


16,17 


9 


0 


9.14 


-1 


467 


639480 


27,28 


8 


0 


8.66 


-1 


467 


639480 


27,29 


8 


0 


10.79 


-1 


468 


644242 


15,16 


6 


0 


6.34 


-1 


468 


644242 


15,17 


6 


0 


6.44 


-1 


475 


640747 


15,17 


6 


0 


6.44 


-1 


488 


640356 


15,17 


10 


0 


10.73 


-1 


490 


31112 


15,17 


6 


0 


6.44 


-1 


490 


31112 


23,24 


107 


9 


12.01 


-1 


500 


23961 


15,16 


102 


44 


2.45 


-1 


500 


23961 


15,17 


102 


40 


2.74 


-1 


500 


23961 


25,26 


73 


169 


-1 


2.4 


514 


645538 


23,24 


0 


6 


-1 


5.94 


517 


556 


25,26 


29 


57 


-1 


2.04 


517 


556 


27,28 


34 


14 


2.63 


-1 


517 


556 


28,29 


14 


43 


-1 


2.47 


517 


556 


30,31 


29 


105 


-1 


3.26 


554 


446371 


15,16 


6 


0 


6.34 


-1 


558 


640221 


15,17 


8 


0 


8.59 


-1 


566 


5201 


03,04 


11 


2 


5.37 


-1 


566 


5201 


15,16 


17 


4 


4.49 


-1 


566 


5201 


15,17 


17 


1 


18.25 


-1 


566 


5201 


23,24 


8 


1 


8.08 


-1 


566 


5201 


27,28 


9 


0 


9.75 


-1 


566 


5201 


27,29 


9 


0 


12.14 


-1 


570 


639480 


27,28 


8 


0 


8.66 


-1 


570 


639480 


27,29 


8 


0 


10.79 


-1 


577 


649717 


16,17 


6 


0 


6.09 


-1 


587 


557401 


15,17 


10 


2 


5.37 


-1 


609 


650204 


15,17 


11 


0 


11.81 


-1 


624 


645073 


15,16 


6 


0 


6.34 


-1 


624 


645073 


15,17 


6 


0 


6.44 


-1 


637 


981 


18,19 


1 


9 


-1 


7.88 


637 


981 


27,28 


55 


17 


3.5 


-1 


637 


981 


28,29 


17 


47 


-1 


2.22 


637 


981 


30,31 


31 


! 224 


-1 


6.5 


661 


448450 


27,28 


0 


7 


-1 


6.46 


661 


448450 


28,29 


7 


0 


8.72 


-1 


662 


643804 


15,16 


6 


0 


6.34 


-1 
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SEQIDNO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


662 


643804 


15,17 


6 


0 


6.44 


-1 


672 


607430 


15,16 


6 


0 


6.34 


-1 


i 678 


466697 


12,13 


6 


0 


6.2 


-1 


681 


462659 


15,16 


7 


0 


7.4 


-1 


681 


462659 


15,17 


7 


0 


7.51 


-1 


683 


24730 


21,22 


0 


12 


-1 


12.2 


716 


638854 


15,16 


32 


11 


3.07 


-1 


716 


638854 


15,17 


32 


0 


34.35 


-1 


716 


638854 


16,17 


11 


0 


11.17 


-1 


720 


643594 


15,16 


7 


0 


7.4 


-1 


720 


643594 


15,17 


7 


0 


7.51 


-1 


729 


644442 


27,28 


0 


7 


-1 


6.46 


729 


644442 


28,29 


7 


0 


8.72 


-1 


735 


447035 


16,17 


8 


1 


8.12 


-1 


743 


380550 


27,28 


14 


5 


3.03 


-1 


743 


380550 


27,29 


14 


0 


18.89 


-1 


743 


380550 


28,29 


5 


0 


6.23 


-1 


744 


645538 


23,24 


0 




-1 


5.94 


746 


650773 


15,17 


6 


0 


6.44 


-1 


761 


650517 i 


15,16 


6 


0 


6.34 | 


-1 


761 


650517 


15,17 


6 


0 


6.44 


-1 


769 


640356 


15,17 


10 




10.73 


-1 


773 


450559 


16,17 


2 


11 


-1 


5.42 


797 


644242 


15,16 


6 


0 


6.34 


-1 


797 


644242 | 


15,17 


6 


0 


6.44 


-1 


798 


644407 f 


30,31 


6 


0 


6.67 


-1 


814 


649170 


27,29 


6 


o 


8.09 


-1 


826 


447326 


15,17 


6 


0 


6.44 


-1 


832 


400741 


23,24 


37 


14 


2.67 


-1 


832 


400741 


30,31 


19 


2 


10.57 


-1 


855 


647952 


15,16 . 


6 


0 


6,34 


-1 


855 


647952 


15,17 


6 


0 


6.44 


-1 


855 


647952 


28,29 


8 


1 


9.97 


-1 


858 


455413 


23,24 


4 


17 


-1 


4.21 


866 


645092 


15,17 


8 


0 


8.59 


-1 


873 


204 


03,04 


120 


318 


-1 


2.72 


873 


204 


15,17 


35 


82 


-1 


2.18 


873 


204 


27,28 


41 


14 


3.17 


-1 


873 


204 


27,29 


41 


24 


2.3 


-1 


873 


204 


30,31 


287 


56 


5.7 


-1 


887 


645900 


15,17 


9 


0 


9.66 


-1 


887 


645900 


16,17 


9 


0 


9.14 


-1 


887 


645900 


23,24 


7 


0 


7.07 


-1 


905 


557852 


28,29 


6 


0 


7.48 


-1 


918 


451709 , 


27,28 


2 


31 


-1 


14.31 


918 


451709 


28,29 


31 


3 


12.87 


j -1 


939 


448358 


27,28 


28 


15 


2.02 


-1 


945 


639480 


27,28 


8 


0 


8.66 


-1 
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SEQIDNO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MENUS 


945 


639480 


27,29 


8 


0 


10.79 


-1 


946 


1318 


01,02 


17 


42 


-1 


2.68 


946 


1318 


03,04 


42 


88 


-1 


2.15 


957 


451361 


23,24 


1 


8 


-1 


7.92 


958 


449891 


15,16 


8 


1 


8.46 


-1 


986 


418763 


15,16 


15 


3 


5.28 


-1 


986 


418763 


15,17 


15 


2 


8.05 


-1 


986 


418763 


27,29 


11 


0 


14.84 


-1 


986 


418763 


28,29 


5 


0 


6.23 


-1 


987 


619635 


25,26 


7 


0 


6.76 


-1 


989 


451899 


15,17 


9 


1 


9.66 


-1 


989 


451899 


27,28 


4 


21 


-1 


4.85 


991 


560860 


27,28 


0 


7 


-1 


6.46 


991 


560860 


28,29 


7 


0 


8.72 


-1 


996 


452775 


27,28 


1 


9 


-1 


8.31 


1006 


649556 


28,29 


6 


0 


7.48 


-1 


1007 


644611 


15,16 


7 


0 


7.4 


-1 


1007 


644611 


15,17 


7 


0 


7.51 


-1 


1009 


470462 


15,17 


7 


0 


7.51 


-1 


1010 


645662 


23,24 


4 


28 


-1 


6.93 | 


1011 


649259 


15,16 


7 


0 


7.4 


-1 


1011 


649259 


15,17 


7 


0 


7.51 


-1 


1011 ! 


649259 


27,28 


8 


0 


8.66 


-1 


1011 


649259 


27,29 


8 


0 


10.79 


-1 


1034 


532307 


16,17 


0 


7 


-1 


6.89 


1044 


414739 


15,17 


6 


19 


-1 


2.95 


1044 


414739 


16,17 


2 


19 


-1 


9.35 


1047 


238586 


30,31 


9 


0 


10.01 




1068 


467057 


23,24 


0 


7 


-1 


6.93 


1090 


549786 


23,24 


0 


8 


-1 


7.92 


1101 


649259 


15,16 


7 


0 


7.4 


-1 


1101 


649259 


15,17 


7 


0 


7.51 


-1 


1101 


649259 


27,28 


8 


0 


8.66 


-1 


1101 


649259 


27,29 


8 


0 


10.79 


-1 


1106 


468689 


15,16 


6 


0 


6.34 


-1 


1106 


468689 


15,17 


6 


0 


6.44 


-1 


1112 


556325 


16,17 


1 


8 


-1 


7.88 


1123 


645530 


15,16 


10 


2 


5.28 


-1 


1123 


645530 


15,17 


10 


0 


10.73 


-1 


1132 


452026 


15,16 


38 


14 


2.87 


-I 


1132 


452026 


27,28 


7 


26 


-1 


3.43 


1132 


452026 


28,29 


26 


f 2 


16.2 


-1 


1132 


452026 


30,31 


9 


2 


5.01 


-1 


1134 


612572 


! 15,16 


6 


0 


6.34 


-1 


1147 


14157 


28,29 


6 


0 


7.48 


-1 


1151 


454906 


27,28 


4 


18 


-1 


4.16 


1151 


454906 


28,29 


18 


2 


11.21 


-1 


1154 


62053 


25,26 


10 . 


1 


9.65 


-1 



645 



WO 02/14500 PCTYUS01/25840 



SEQIDNO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


1180 


645900 


15,17 


9 


0 


9.66 


-1 


1180 


645900 


16,17 


9 


0 


9.14 


-1 


1180 


645900 


23,24 


7 


0 


7.07 


-1 


1185 


463824 


15,16 


6 


0 


6.34 


-1 


1185 


463824 


15,17 


6 


0 


6.44 


-1 


1185 


463824 


27,28 


0 


8 


-1 


7.39 


1185 


463824 


28,29 


8 


0 


9.97 


-1 


1193 


649617 


28,29 


5 


0 


6.23 


-1 


1208 ; 


452738 


28,29 


5 


0 


6.23 


-1 


1234 


647232 


16,17 


9 


0 


9.14 


-1 


1234 


647232 


28,29 


6 


0 


7.48 


-1 


1237 


503122 


25,26 


8 


178 


-1 


23.05 


1237 


503122 


27,29 


12 


2 


8.09 


-1 


1237 


503122 


30,31 


22 


98 


-1 


4 


1238 


515350 


15,16 


14 


0 


14.8 


-1 


1238 


515350 


15,17 


14 


3 


5.01 


-1 


1244 


648996 


15,16 


6 


0 


6.34 


-1 


1244 


648996 


15,17 


6 


0 


6.44 


-1 


1255 


416624 


27,29 


6 


0 


8.09 


-1 ] 


1261 


449956 


12,13 


6 


0 


6.2 


-1 


1261 


449956 


16,17 


10 


1 


10.16 


-1 


1261 


449956 


28,29 


10 


0 


12.46 


-1 


1261 


449956 


30,31 


8 


1 


8.9 


-1 


1270 


380477 


15,17 


7 


0 


7.51 


"1 


1276 


645100 


15,16 


7 


0 


7.4 


-1 


1276 


645100 


15,17 


7 


0 


7.51 


-1 


1278 


554581 


28,29 


7 


0 


8.72 


-1 


1290 


650820 


16,17 


8 


0 


8.12 


-1 


1306 


646309 


16,17 


6 


0 


6.09 


-1 


1315 


502683 


15,16 


6 


0 


6.34 


-i i 


1315 


502683 


28,29 


5 


0 


6.23 


-l 


1342 


463487 


15,17 


8 


1 


8.59 


-l 


1352 


446987 


15,17 


10 


0 


10.73 


-i 


1354 


640922 


27,28 


0 


7 


-1 


6.46 


1354 


640922 


28,29 


7 


0 


8.72 


-1 


1355 


561793 


30,31 


6 


0 


6.67 


-1 


1382 


649354 


15,16 


6 


0 


6.34 


-1 


1382 


649354 


15,17 


6 


0 


6.44 


-1 


1386 


507050 


27,29 


9 


0 


12.14 


-1 


1386 


507050 


28,29 


7 


0 


8.72 


-1 


1392 


649272 


16,17 


8 


0 


| 8.12 


-1 


1412 


453470 


15,16 


12 


1 


12.68 


-1 


1412 


453470 


15,17 


12 


1 


12.88 




1423 


419255 


15,16 


11 


0 


[ 11.63 




1423 


419255 


1 15,17 


11 


1 


11.81 




1424 


648996 


15,16 


6 


0 


6.34 




1424 


648996 


15,17 


6 


0 


6.44 




1425 


451361 


23,24 


1 


8 


-1 


7.92 



646 



WO 02/14500 PCT/US01/25840 



SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


1426 


15296 


27,28 


6 


0 


6.5 


-1 


1429 


643327 


28,29 


10 


0 


12.46 


-1 


1432 


452646 


28,29 


5 


0 


6.23 


-1 


1442 


651073 


15,16 


7 


0 


7.4 


-1 


1442 


651073 


15,17 


7 


0 


7.51 


-1 


1442 


651073 


27,28 


0 


9 


-1 


8.31 


1442 


651073 


28,29 


9 


2 


5.61 


-1 


1452 


213 


03,04 


17 


4 


4.15 


-1 


1452 


213 


08,09 


137 


403 


-1 


2.1 


1452 


213 


21,22 


2 


14 


-1 


7.12 


1452 


213 


27,28 


4 


43 


-1 


9.93 


1452 


213 


27,29 


4 


47 


-1 


8.71 


1452 


213 


30,31 


123 


35 


3.91 


-1 


1468 


268336 


15,16 


8 


1 


8.46 


-1 


1478 


646060 


15,16 


13 


3 


4.58 


-1 


1478 


646060 


15,17 


13 


0 


13.95 


-1 


1497 


639378 


27,28 


8 


0 


8.66 


-1 


1497 


639378 


27,29 


8 


0 


10.79 


-1 


1507 


446910 


25,26 


80 


346 


-1 


4.48 


| 1507 


446910 


27,29 


210 


38 


7.46 


-1 


1507 


446910 


28,29 


210 


38 


6.88 


-1 


1508 


447126 


15,16 


19 


5 


4.02 


-1 


1508 


447126 


16,17 


5 


20 


-1 


3.94 


1508 


447126 


28,29 


5 


0 


6.23 


-1 


1514 


479131 


23,24 


1 


13 


-1 


12.87 


1523 


284586 


15,17 


8 


0 


8.59 


-1 


1523 


284586 


27,28 


0 


17 


-1 


15.7 


1523 


284586 


28,29 


17 


0 


21.18 


-1 


1529 


449437 


15,16 


14 


3 


4.93 


-1 


1529 


449437 


16,17 


3 j 


12 


-1 


3.94 


1529- 


449437 


27,28 


0 


8 


-1 


7.39 


1529 


449437 


28,29 


8 


0 


9.97 


-1 


1552 


449438 


27,29 


5 


0 


6.75 


-1 


1552 


449438 


28,29 


9 


0 


11.21 


-1 


1561 


448152 


27,28 


1 


17 


-1 


15.7 


1561 


448152 


28,29 


17 _j 


2 


10.59 


-1 


1564 


479880 


23,24 


0 


7 


-1 


6.93 


1594 


449521 


27,29 


7 


1 


9.44 


-1 


1602 


644190 


16,17 


6 


0 


6.09 


-1 


1620 


639991 


15,17 


6 


0 


6.44 


-1 


1638 


594994 


28,29 


6 


0 


7.48 


-1 


1660 


376342 


15,16 


0 


7 _j 


-1 


6.62 


1662 


734646 


15,16 


0 


14 


-1 


13.25 


1662 


734646 


16,17 


14 


0 


14.22 


-1 


1666 


460284 


23,24 


6 


0 


6.06 


-1 


1666 


460284 


27,28 


6 


0 


6.5 


-1 


1685 


558412 


30,31 


6 


0 


6.67 


-1 


| 1689 


640158 


16,17 


6 


0 


6.09 


-1 



647 



WO 02/14500 PCT/US01/25840 



SEQIDNO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


1706 


209 


01,02 


9 


36 


-1 


4.34 


1706 


209 


03,04 


445 


205 


2.12 


-1 


1706 | 


209 


15,16 


36 


188 


-1 


4.94 


1706 


209 


15,17 


36 


145 


-1 


3.75 


1706 


209 


18,19 


0 


12 


-1 


10.5 


1706 


209 


19,20 


12 


1 


8.98 


-1 


1706 


209 


21,22 


19 


101 


-1 


5.4 


1706 


209 


27,28 


250 


36 


7.52 


-1 


1706 


209 


27,29 


250 


69 


4.89 


-1 


1713 


423420 


30,31 


12 


0 


13.35 


-1 


1717 


448758 


23,24 


12 


27 


-1 


2.23 


1736 


470462 


15,17 


7 


0 


7.51 


-1 


1740 


729779 


15,16 


0 


8 


-1 


7.57 


1740 


729779 


16,17 


8 


0 


8.12 


-1 


1758 


649722 


15,17 


8 


0 


8.59 


-1 


1758 


649722 


16,17 


6 


0 


6.09 


-1 


1759 


562137 


23,24 


8 


0 


8.08 


-1 


1769 


27083 


16,17 


11 


0 


11.17 


-1 


1769 


27083 


25,26 


17 


56 


-1 


3.41 


1769 


27083 


28,29 


1 


14 


-1 


11.24 


1769 


27083 


30,31 


31 


99 


-1 


2.87 


1784 


498194 


27,28 


0 


7 


-1 


6.46 


1784 


498194 


28,29 


7 


0 


8.72 


-1 


1813 


734646 


15,16 


0 


14 


-1 


13.25 


1813 


734646 


16,17 


14 


0 


14.22 


-1 


1816 


730282 


15,16 


0 


7 


-1 


6.62 


1816 


730282 


16,17 


7 


0 


7.11 


-1 


1834 


640116 


15,16 


19 


4 


5.02 


-1 


1834 


640116 


15,17 


19 


0 


20.39 


-1 


1842 


465446 


25,26 


26 


11 


2.28 


-1 


1879 


27083 


16,17 


11 


0 


11.17 


-1 


1879 


27083 


25,26 


17 


56 


-1 


3.41 


1879 


27083 


28,29 


1 


14 


-1 


11.24 


1879 


27083 


30,31 


31 


99 


-1 


2.87 


1880 


478458 


27,29 


5 


0 


6.75 


-1 


1892 


734622 


23,24 


5 I 


17 


-1 


3.37 


1896 


381623 


15,16 


10 


2 


5.28 


-1 


1896 


381623 


15,17 


10 


0 


10.73 


-1 


1898 


446575 


27,28 


1 


10 


-1 


9.23 


1898 


446575 


28,29 


10 


1 


12.46 


-1 


J940 


649106 


15,17 


7 


0 


7.51 


-1 


1971 


727760 


27,28 


0 


8 


-1 


7.39 


1971 


727760 


28,29 


8 


0 


9.97 


-1 


1972 


454087 


! 15,16 


14 


3 


4.93 


-1 


1972 


454087 


15,17 


14 


1 


15.03 


-1 


1972 


454087 


25,26 


4 


14 


-1 


3.63 


1978 


4584 


01,02 


1 


11 


-1 


11.93 


1978 


4584 


25,26 


6 


0 


5.79 


-1 



648 



WO 02/14500 PCT/US01/25840 



SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


2009 


734622 


23,24 


5 


17 


-1 


3.37 


2027 


48619 


30,31 


6 


0 


6.67 


-1 


2033 


646309 


16,17 


6 


0 


6.09 


-1 


2040 


447150 


23,24 


0 


6 


-1 


5.94 


2041 


728273 


15,16 


0 


7 


-1 


6.62 


2041 


. 728273 


16,17 


7 


0 


7.11 


-1 


2048 


438663 


15,16 


4 


16 


-1 


3.78 


2048 


438663 


25,26 


97 


210 


-1 


2.24 


2048 


438663 


27,28 


48 


171 


-1 


3.29 


2048 


438663 


28,29 


171 


58 


3.67 


-1 


2048 i 


438663 


30,31 


13 


30 


-1 


2.07 


2064 


128773 


15,16 


4 


25 


-1 


5.91 


2064 


128773 


16,17 


25 


2 


12.69 


-1 


2064 


128773 


25,26 


79 


261 


-1 


3.42 


2064 


128773 


30,31 


13 


33 


-1 


2.28 


2074 


504513 


15,17 


6 


0 


6.44 


-1 


2082 


549801 


28,29 


8 


0 


9.97 


-1 


2083 


730484 


23,24 


1 


12 


-1 


11.88 


2100 


606076 


23,24 


2 


22 


-1 


10.89 


2122 


732712 


15,16 


0 


7 


-1 


6.62 


2122 


732712 


16,17 


7 


0 


7.11 


-1 


2132 


730059 


15,16 


0 


6 


-1 


5.68 


| 2132 


730059 


16,17 


6 


0 


6.09 


-1 


2137 


451184 


16,17 


14 


4 


3.55 


-1 


2140 


152 


03,04 


153 


566 


-1 


3.79 


2140 


152 


08,09 


136 


395 


-1 


2.08 


2140 


. 152 


15,16 


59 


194 


-1 


3.11 


2140 


152 


15,17 


59 


455 


-1 


7.18 


2140 


152 


16,17 


194 ! 


455 


-1 


2.31 


2140 


152 


21,22 


232 


565 


-1 


2.48 


2140 


152 


30,31 


75 


211 


-1 


2.53 I 


2150 


648774 


15,17 


6 


0 


6.44 


-1 


2157 


548275 


25,26 


16 


3 


5.15 


-1 


2159 


479572 


25,26 


20 


53 


-1 


2.75 


2159 


479572 


28,29 


96 


55 


2.17 


-1 


2200 


448046 


15,17 


0 


12 


-1 


11,18 


2200 


. 448046 


16,17 


3 


12 


-1 


3.94 


! 2200 


448046 


27,28 


1 


9 


-1 


8.31 


2200 


448046 


28,29 


9 


0 


11.21 


-1 


2204 


732756 


28,29 


6 


0 


7.48 


-i ! 


2215 


171511 


15,16 


0 


7 


-1 


6.62 


2215 


171511 


16,17 


7 


0 


7.11 


-1 


2232 


203793 


16,17 


12 


3 


4.06 


-1 


! 2232 


203793 


25,26 


12 


188 


-1 


16.23 


2232 


203793 


27,28 


185 


66 


3.04 


-1 


2232 


203793 


27,29 


185 


100 


2.5 


-1 


2236 


725825 


15,16 


0 


8 


! -i 


7.57 


2236 


725825 


16,17 


8 


0 


8.12 


-1 



649 



WO 02/14500 PCT/US01/25840 



SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


2276 


407723 


12,13 


6 


0 


6.2 


-1 


2285 


411128 


12,13 


24 


8 


3.1 


i -1 


2285 


411128 


13,14 


8 


29 


-1 


3.57 


2285 


411128 


18,19 


387 


158 


2.8 


-1 


2285 


411128 


19,20 


158 


634 


-1 


5.36 


2285 


411128 


25,26 


6272 


2943 


2.06 


-1 


2285 


411128 


27,29 


4900 


2229 


2.97 


-1 


2285 


411128 


28,29 


4750 


2229 


2.65 


-1 


2289 


726173 


15,16 


0 


6 


-1 


5.68 


2289 


726173 


16,17 


6 


0 


6.09 


-1 


2322 


732712 


15,16 


0 


7 


-1 


6.62 


2322 


732712 


16,17 


7 


0 


7.11 


-1 


2337 


4255 


08,09 


28 


7 


5.59 


-1 


2338 


554080 


16,17 


1 


9 


-1 


8.86 


2358 


4244 


28,29 


8 


28 


-1 


2.81 


2376 


737087 


28,29 


5 


0 


6.23 


-1 


2378 


735871 


23,24 


0 


13 


-1 


12.87 


2388 


735292 


15,16 


0 


9 


-1 


8.51 


2388 


735292 


16,17 


9 


0 


9.14 


-1 


2400 


732223 


27,29 


5 


0 


6.75 


-1 


2401 


595506 i 


15,16 


0 


6 


-1 


5.68 


2405 


728884 


15,16 


0 


8 


-1 


7.57 


2405 


728884 


16,17 


8 


0 


8.12 


-1 


2417 


453508 


25,26 


27 


9 


2.9 


-1 


2417 


453508 


27,28 


9 


1 


9.75 


-1 


2442 


620462 


23,24 


2 


19 


-1 


9.4 


2445 


735028 | 


15,16 


0 


6 


-1 


5.68 


2445 


735028 


16,17 


L 6 


0 


6.09 


-1 


2449 


447075 


27,28 


3 


37 


-1 


11.39 


2449 


447075 


28,29 


37 


14 


3.29 


-1 


2483 


645139 


16,17 


9 


0 


9.14 


-1 


2493 


401368 


27,29 


48 


32 


2.02 


-1 


2514 


451764 


16,17 


16 


5 


3.25 


-1 


2519 


105056 


15,16 


1 


10 


-1 


9.46 


2529 


560868 


27,29 


6 


0 


8.09 


-1 


2532 


1030 


21,22 


13 


3 


4.26 


-1 


2532 


1030 


27,29 


21 


12 


2.36 


-1 


2532 


1030 


30,31 


14 


5 


3.11 


-1 


2545 


455581 


27,28 


118 


49 


2.61 


-1 


2545 


455581 


27,29 


118 


29 


5.49 




2545 


455581 


28,29 


49 


29 


2.11 


-1 


2573 


447550 


23,24 


6 


0 


6.06 


-1 


2573 


447550 


25,26 


48 


197 


-1 


4.25 


2573 


447550 


30,31 


6 


20 


-1 


3 


2591 


447003 


28,29. 


6 


0 


7.48 


-1 


2597 


649852 


15,17 


6 


0 


6.44 


-1 


2598 


650297 


15,17 


6 


0 


6.44 


-1 


2609 


402516 


30,31 


6 


0 


6.67 


! -i 



650 



WO 02/14500 



PCT/US01/25840 



SEQIDNO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


2629 


405016 


16,17 


15 


4 


3.81 


-1 


2655 


734031 


27,28 


0 


7 


-1 


6.46 


2655 


734031 


28,29 


7 


0 


8.72 


-1 


2663 


736595 


15,16 


0 


6 


-1 


5.68 


2663 


736595 


16,17 


6 


1 o 


6.09 


-1 


2669 


734209 


15,16 


0 


9 


-1 


8.51 


2669 


734209 


16,17 


9 


0 


9.14 


-1 


2673 


561632 


27,29 


5 


0 


6.75 


-1 


2681 


530883 


15,16 


0 


7 


-1 


6.62 


2682 


729173 


15,16 


0 


8 


-1 


7.57 


2682 


729173 


16,17 


8 


0 


8.12 


-1 


2685 


726786 


12,13 


6 


0 


6.2 


-1 


2685 


726786 


15,16 


0 


10 


-1 


9.46 


2685 


726786 


16,17 


10 


0 


10.16 


-1 


2685 


726786 


30,31 


6 


0 


6.67 


-1 


2687 


448770 


15,17 


6 


0 


6.44 


-1 


| 2712 


726449 


27,28 


16 


1 


17.33 


-1 


| 2712 


726449 . 


27,29 


16 


0 


21.59 


-1 


2718 


446752 


12,14 


1 


12 


-1 


11.45 


2750 


289328 


12,13 


6 


0 


6.2 


-1 


2750 


289328 


30,31 


8 


1 


8.9 


-1 


2772 


81 


15,16 


30 


79 


-1 


2.49 


] 2772 


81 


15,17 


30 


114 


-1 


3.54 


2772 


81 


18,19 


0 


46 


-1 


40.25 


2772 


81 


19,20 


46 


4 


8.6 


-1 


2772 


81 


27,29 


49 


175 


-1 


2.65 


2772 


81 


30,31 


52 


116 


-1 


2.01 


2775 


220107 


15,17 


9 


25 


-1 


2.59 


2775 


220107 


28,29 


9 


39 


-1 


3.48 


2780 


402024 


12,13 


2 


12 


-1 


5.81 


! 2780 


402024 


12,14 


2 


11 


-1 


5.25 


2782 


451888 


27,29 


79 


26 


4.1 


-1 


2782 


451888 


28,29 


70 


26 


3.35 


-1 


2791 


731467 


15,16 


0 


6 


-1 


5.68 


2791 


731467 


16,17 


6 


0 


6.09 


-1 


2801 


724781 


28,29 


10 


2 


6.23 


-1 


2807 


553850 


28,29 


5 


0 


6.23 


-1 


2849 


555103 


15,17 


0 


7 


-1 


6.52 


2849 


555103 


23,24 


0 


6 


-1 


5.94 


2861 


735477 


15,16 


0 


7 


-1 


6.62 


2861 


735477 


16,17 


7 


0 


7.11 


-1 


2878 


736014 


15,16 


0 


6 


-1 


5.68 


2878 


736014 


16,17 


6 


0 


6.09 


-1 


2879 


42 


08,09 


190 


! 121 


2.19 


-1 


2879 


42 


27,28 


792 


286 


3 


-1 


2879 


42 


28,29 


286 


1257 


-1 


3.53 


2882 


1 42 


08,09 


190 


121 


2.19 


-1 


2882 


42 


27,28 


792 


286 


3 


-1 



651 



WO 02/14500 PCT/US01/25840 



SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


2882 


42 


28,29 


286 


1257 


-1 


3.53 


2883 


736014 


15,16 


0 


6 


-1 


5.68 


2883 


736014 


16,17 


6 


0 


6.09 


-1 


2885 


4470 


03,04 


8 


0 


7.81 


-1 


2885 


4470 


15,16 


10 


24 


-1 


2.27 


2885 


4470 


15,17 


10 


0 


10.73 


-1 


2885 


4470 


16,17 


24 


0 


24.37 


-1 


2885 


4470 


25,26 


7 


0 


6.76 


-1 


2897 


554703 


15,17 


0 


9 


-1 


8.38 


2897 


554703 


16,17 


1 


9 


-1 


8.86 


2898 


546642 


15,17 


10 


1 


10.73 


-1 


2898 


546642 


16,17 


22 


1 


22.34 


-1 


2910 


732300 


15,16 


0 


7 


-1 


6.62 


2910 


732300 


16,17 


7 


0 


7.11 


-1 


2938 


892 


15,16 


0 


6 


-1 


5.68 


2938 


892 


27,28 


6 


0 


6.5 


-1 


2938 


892 


27,29 


6 


0 


8.09 


-1 


2941 


546642 


15,17 


10 


1 


10.73 


-1 


2941 


546642 


16,17 


22 


1 


22.34 


-1 


2949 


734582 


15,16 


0 


6 


-1 


5.68 | 


2949 


734582 


16,17 


6 


0 


6.09 


-1 


2983 


448110 


15,17 


2 


25 


-1 


11.65 


2983 


448110 


16,17 


1 


25 


-1 


24.62 


2994 


450027 


23,24 


0 


6 


-1 


5.94 


2999 


1015 


08,09 


10 


31 


-1 


2.22 


2999 


1015 


12,14 


62 


28 


2.32 


-1 


2999 


1015 


13,14 


84 


28 


3.05 


-1 


2999 


1015 


30,31 


31 


6 


5.75 


-1 


3006 


402070 


27,28 


1 


9 


-1 


8.31 


3006 


402070 


28,29 


9 


0 


11.21 


-1 


3015 


446964 


15,17 


1 


12 


-1 


11.18 


3020 


414739 


15,17 


6 


19 


-1 


2.95 


3020 


414739 


16,17 


2 


19 


-1 


9.35 


3038 


450410 


16,17 


0 


7 


-1 


6.89 


3044 


553316 


15,16 


12 


3 


4.23 


-1 


3057 


14573 


30,31 


11 


3 


4.08 


-1 


3093 


503452 


16,17 


1 


8 


-1 


7.88 


3099 


553158 


16,17 


1 


8 


-1 


7.88 


3113 


551289 


23,24 


0 


7 


-1 


6.93 


3121 


554581 


28,29 


7 


0 


8.72 


-1 


3126 


447667 


16,17 


0 


11 


-1 


10.83 


3126 


447667 


27,28 


22 


10 


2.38 


-1 


3126 


447667 


27,29 


22 


3 


9.89 


-1 


3126 


i 447667 


28,29 


10 


3 


4.15 


-1 


3129 


551617 


15,16 


9 


0 


9.51 


-1 


3129 


551617 


16,17 


0 


7 


-1 


6.89 


3145 


! 551117 


16,17 


0 


6 


-1 


5.91 j 


3150 


1093 


27,28 


43 


20 


2.33 


-1 



652 



WO 02/14500 PCT/US01/25840 



SEQIDNO 


CLUSTER 


PAIR' 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


3150 


1093 


30,31 


5 


18 


-1 


3.24 


3151 


2284 


23,24 


6 


17 


"1 


2.8 


3151 


2284 


25,26 


17 


4 


4.1 


-1 


3151 


2284 


30,31 


14 


32 


-1 


2.05 


3168 


275 


15,17 


3 


15 


-1 


4.66 


3168 


275 | 


18,19 


0 


12 


- 1 


10.5 


3172 


551718 | 


15,17 


0 


8 


-1 


7.45 


i 3192 ; 


143346 


25,26 


44 


435 


-1 


10.24 


3211 


551553 


28,29 


7 


0 


8.72 


-1 


3248 


556216 ! 


15,17 


0 


7 


"1 


6.52 


3248 


556216 


16,17 


0 


7 


-1 


6.89 


3291 


446814 


25,26 


10 


27 


-1 


2.8 


3291 


446814 


27,29 


8 


1 


10.79 


-1 


3301 


550694 


15,16 


21 


1 


22.2 


-1 


3301 


550694 


15,17 


21 


7 1 


3.22 


-1 | 


3307 


450963 


28,29 


6 


0 


7.48 


-1 


I 3328 


554764 


25,26 


32 


0 


30.89 


-1 


3339 


550855 


16,17 


1 


10 


-1 


9.85 


3355 


452506 


15,16 


8 


1 


8.46 


-1 


3355 


452506 


28,29 


6 


0 


7.48 


-1 


3359 


408130 


30,31 


10 


0 


11.12 


-1 


3363 


549964 


23,24 


8 


1 


8.08 


-1 


3372 


380127 


28,29 


9 


26 


-1 


2.32 


3378 


549320 


15,17 


0 


7 


-1 


6.52 


3382 


558103 


27,28 


1 


11 


-1 


10.16 


3382 


558103 


28,29 


11 


0 


13.7 


-1 


3382 


558103 


30,31 


6 


0 


6.67 


-1 


3383 


548864 1 


30,31 


6 


0 


6.67 


-1 


3391 


10397 


03,04 


10 


0 


9.76 


-1 


3391 


10397 


27,28 


6 


0 


6.5 


-1 


3391 


10397 1 


27,29 


6 


0 


8.09 


-1 


3393 


561892 


15,17 


0 


7 


-1 


6.52 


3398 


548965 


16,17 


4 


14 


-1 


3.45 


3435 


549829 


16,17 


0 


6 


-1 


5.91 


3452 


257547 


23,24 


29 


8 


3.66 


-1 


3452 1 


257547 


27,28 


0 


8 


-1 


7.39 


3452 


257547 


28,29 


8 


0 


9.97 


-1 


3457 


450255 


16,17 


0 


6 


-1 


5.91 


3469 


448663 


28,29 


5 


0 


6.23 


-1 


3474 


559575 


27,28 


1 


9 


-1 


8.31 


3474 


559575 


28,29 


9 


0 


11.21 


-1 


3485 


4244 


28,29 


8 


28 


-1 


2.81 


3499 


349 


01,02 


78 


160 


-1 


2.22 


3499 


349 


03,04 


91 


3 


29.59 


-1 


3499 


349 


12,13 


! 33 


13 


2.62 


-1 


3499 


349 


13,14 


13 


28 


-1 


2.12 


3499 


349 


16,17 


15 


35 


-1 


2.3 


3499 


349 


27,28 


! 12 


29 


-1 


2.23 



653 



WO 02/14500 



PCT/US01/25840 



SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


3512 


498194 


27,28 


0 


7 


-1 


6.46 


3512 


498194 


28,29 


7 


0 


8.72 


-1 


3518 


453667 


23,24 


3 


12 


-1 


3.96 


3538 


275 


15,17 


3 


15 


-1 


4.66 


3538 


275 


18,19 


0 


12 


-1 


10.5 


3559 


447429 


27,28 


0 


8 


-1 


7.39 


3559 


447429 


28,29 


8 


0 


9.97 


-1 


3563 


449956 


12,13 


6 


0 


6.2 


-1 


3563 


449956 


16,17 


10 


1 


10.16 


-1 


3563 


449956 


28,29 


10 


0 


12.46 


-1 


3563 


449956 


30,31 


8 


1 


8.9 


-1 


3573 


134392 


23,24 


20 


2 


10.1 


-1 


3573 


134392 


25,26 


0 


6 


-1 


6.22 


3583 


551380 


16,17 


4 


14 


-1 


3.45 


3600 


450242 


30,31 


7 


0 


7.79 


-1 


3603 


451361 


23,24 


1 


8 


-1 


7.92 


3608 


402916 


23,24 


8 


0 


8.08 


-1 


3608 


402916 


27,28 


22 


5 


4.76 


-1 


3608 


402916 


' 27,29 


22 


4 


7.42 


-1 


3613 


555502 


16,17 


0 


9 


-1 


8.86 | 


3619 


461 


15,16 


14 


39 


-1 


2.64 


3619 


461 


15,17 


14 


34 


-1 


2.26 


3619 .. 


461 


18,19 


1 


10 


-1 


8.75 


3619 


461 


19,20 


10 


0 


7,48 


-1 


3619 


461 


27,29 


41 


124 


-1 


2.24 


3619 


461 


28,29 


37 


124 


-1 


2.69 


3619 


461 


30,31 


21 


119 


-1 


5.09 


3625 


450867 


15,16 


7 


0 


7.4 


-1 


3627 


502683 


15,16 


6 


0 


6.34 


-1 


3627 


502683 


28,29 


5 


0 


6.23 


-1 


3637 


447405 


15,17 


27 


83 


-1 


2.86 


3637 


447405 


18,20 


2 \ 


11 


-1 


6.43 


3637 


447405 


19,20 


0 


11 


-1 


14.71 


3637 


447405 


27,29 


163 


60 


3.66 


-1 


3637 


447405 


30,31 


14 


36 


-1 


2.31 


3641 


l 560984 


16,17 


0 


6 


-1 


5.91 


3650 


554604 


15,17 


0 


7 


-1 


6.52 


3662 


447858 


15,16 


12 


3 


4.23 


-1 


3721 


555830 


15,16 


16 


2 


8.46 


-1 


3721 


555830 - 


15,17 


16 


2 


8.59 


-1 


3731 


562550 


16,17 


0 


6 


-1 


5.91 


3736 


873 


15,17 


6 


21 


-1 


3.26 


3736 


873 


27,29 


15 


50 


-1 


2.47 


3736 


873 


28,29 


17 


50 


-1 


2.36 


3736 


873 


30,31 


14 


32 


-1 


2.05 


3744 


126 


15,16 


103 


260 


-1 


2.39 


3744 


126 


15,17 


103 


571 


-1 


5.16 


3744 


126 


16,17 


260 


571 


-1 


2.16 



654 



WO 02/14500 PCT/US01/25840 



SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


3744 


126 


18,19 


4 


37 


-1 


8.09 


3744 


126 


18,20 


4 


13 


-1 


3.8 


3744 


126 


19,20 


37 


13 


2.13 


-1 


3744 


126 


27,28 


638 


323 


2.14 


-1 


3762 


555103 


15,17 


0 


7 


-1 


6.52 


3762 


555103 


23,24 


0 


6 


-1 


5.94 


3774 


531145 


28,29 


6 


0 i 


7.48 


-1 


3782 


129715 


08,09 


3 


27 


-1 


6.44 


3807 | 


554764 


25,26 


32 


0 


30.89 


-1 


3810 


556561 


15,17 


0 


10 


-1 


9.32 


3810 


556561 


16,17 


1 


10 


-1 


9.85 


3823 


553787 


28,29 


10 


0 


12.46 


-1 


3848 


556759 


12,13 


8 


1 


8.26 


-1 


3848 


556759 


15,16 


11 


2 


5.81 


-1 


3848 


556759 


16,17 


2 


18 


-1 


8.86 


3848 


556759 


27,29 


21 


1 


28.33 


-1 


3848 


556759 


28,29 


18 


1 


22.43 


-1 


3848 


556759 


30,31 


10 


1 


11.12 


-1 


3857 


503452 


16,17 


1 


8 


-1 


7.88 


3861 


2284 


23,24 


6 


17 


-1 


2.8 


3861 


2284 


25,26 


17 


4 


4.1 


-1 


3861 


2284 


30,31 


14 


32 


-1 


2.05 


3864 


560984 


16,17 


0 


6 


-1 


5.91 


3873 


551444 


23,24 


6 


0 


6.06 


-1 


3881 


548858 


16,17 


0 


11 


-1 


10.83 


3885 


411113 


16,17 


0 


6 


-1 


5.91 


3894 


594994 


28,29 


6 


0 


7.48 


-1 


3904 


562550 


16,17 


0 


6 


-1 


5.91 


3922 


460445 


16,17 


0 


6 


-1 


5.91 


3925 


931 


01,02 


23 


59 


-1 


2.78 


3925 


931 


18,19 


0 


9 


-1 


7.88 


3925 


931 


30,31 


70 


195 


-1 


2.5 


3940 


388688 


27,29 


8 


2 


5.4 


-1 


3940 


388688 


28,29 


17 


2 


10.59 


-1 


4009 


380127 


28,29 


9 


26 


-1 


2.32 


4016 


378459 


23,24 


1 


9 


-1 


8.91 


4017 


550571 


16,17 


0 


6 


-1 


5.91 | 


4036 


607430 


15,16 


6 


0 


6.34 


-1 


4039 


558098 


15,16 


6 


0 


6.34 


-1 


4039 


L 558098 


30,31 


9 


1 


10.01 


-1 


4041 


557928 


16,17 


0 


6 


-1 


5.91 


4079 


557928 


16,17 


0 


6 


-1 


5.91 


4100 


450242 


30,31 


7 


0 


7.79 


-1 


4106 


448450 


27,28 


0 


7 


-1 


6.46 


4106 


448450 


28,29 


7 


0 


8.72 


1 "I 


4111 


560538 


16,17 


0 


8 


1 -1 ' 


7.88 


4115 


420892 


13,14 


0 


6 


-1 


5.91 


4138 


450883 


28,29 


5 


0 


6.23 


-1 



655 



WO 02/14500 



PCTAJS01/25840 



SEQIDNO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


4139 


638971 


15,17 


8 


0 


8.59 


-1 


4149 


643804 


15,16 


6 


0 


6.34 


-1 


4149 


643804 


15,17 


6 


0 


6.44 


-1 


4150 


97909 


27,28 


31 


12 


2.8 


-1 


4150 


97909 


28,29 


12 


35 


-1 


2.34 


4150 


97909 


30,31 


18 


54 


-1 


2.7 


4157 


603857 


27,29 


17 


3 


7.64 


-1 


4157 


603857 


28,29 


31 


3 


12.87 


- 1 1 


| 4162 


641683 


15,16 


8 


0 


8.46 ! 


-1 


4162 


641683 


15,17 


8 


0 


8.59 


-1 


4176 


640889 


15,17 


6 


0 


6.44 


-1 


4178 


643594 


15,16 


7 


0 


7.4 


-1 


4178 


643594 


15,17 


7 


0 


7.51 


-l i 


4195 


641728 


28,29 


7 


1 


8.72 


-1 


4203 


359500 


12,13 


14 


4 


3.61 


-1 


4203 


359500 


27,28 


18 


4 


4.87 


-l 


4203 


359500 ! 


28,29 


4 


17 


-1 


3.41 


4203 


359500 


30,31 


8 


22 


-1 


2.47 


4204 


649558 


15,16 


12 


3 


4.23 


-1 


4204 


649558 


15,17 


12 


0 


12.88 


-1 


4231 


451401 


15,17 


9 


1 


9.66 


-1 


4234 


417259 


15,17 


4 


14 


-1 


3.26 


4234 


417259 


16,17 


1 


14 


-1 


13.79 


4240 


453006 


27,28 


0 


8 


-1 


7.39 


4240 


453006 


28,29 


8 


0 


9.97 


-1 


4247 


498194 


27,28 


0 


7 


-1 


6.46 


4247 


498194 


28,29 


" 7 


0 


8.72 


-1 


4250 


556326 | 


16,17 


0 


8 


-1 


7.88 


4257 


649106 


15,17 


7 


0 


7.51 


-1 


4264 


284586 


15,17 


8 


0 


8.59 


-1 


4264 


284586 


27,28 


0 


17 


-1 


15.7 


4264 


284586 


28,29 


17 


0 


21.18 


-1 


4265 


642535 


27,28 


0 


8 


-1 


7.39 


4265 


642535 


28,29 


8 


0 


9.97 


-1 


4270 


801 


30,31 


25 


7 


3.97 


-1 


4271 


449956 


12,13 


6 


0 


6.2 


. -1 


4271 


449956 


16,17 


10 


1 


10.16 


-1 


4271 


449956 


28,29 


10 


0 


12.46 


-1 1 


4271 


449956 


30,31 


8 


1 


8.9 


-1 


4283 


455113 


27,29 


11 


i 3 


4.95 


-1 


4283 


455113 


28,29 


13 


3 


5.4 


-1 


4285 j 


1558 


03,04 


25 


97 


-1 


3.98 


4287 


546705 


16,17 


0 


6 


-1 


5.91 


4293 


452212 


15,16 


6 


0 


6.34 


-1 


4298 


37862 


25,26 


14 


i ° 


13.51 




4299 


644609 


15,17 


7 


0 


7.51 


-1 


4311 


553877 


16,17 


1 


! 8 


-1 


7.88 


4319 


550562 


27,28 


1 


9 


-1 


8.31 



656 



WO 02/14500 PCT/US01/25840 



SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


4319 


550562 


28,29 


9 


1 


11.21 


-1 


4320 


648320 


15,16 


6 


0 


6.34 


-1 


4320 


648320 


15,17 


6 


0 


6.44 


-1 


4327 


27083 


16,17 


11 


0 


11.17 


-1 


4327 


27083 ; 


25,26 


17 


56 


-1 ! 


3.41 


4327 


27083 


28,29 


1 


14 


-1 


11.24 


4327 


27083 


30,31 


31 


99 


-1 


2.87 


4336 


453079 


16,17 


8 


1 


8.12 


-1 


4346 


561558 


28,29 


6 


o ; 


7.48 


-1 


4349 


451037 


23,24 


5 


15 


-1 


2.97 


4358 


639232 


23,24 


0 


6 


-1 


5.94 


4358 


639232 


25,26 


10 


0 


9.65 


-1 


4358 


639232 


30,31 


9 


0 


10.01 




4361 


461835 


15,16 


7 


0 


7.4 


-1 


4361 


461835 


28,29 


5 


0 


6.23 


-1 


4366 


1093 


27,28 


43 | 


20 


2.33 


-1 


4366 


1093 


30,31 


5 


18 


-1 


3.24 


4371 


644240 


15,17 


7 


0 


7.51 


-1 


4375 


388688 


27,29 


8 


2 


5.4 


-1 


4375 


388688 


28,29 


17 


2 


10.59 


-1 


4380 


648996 


15,16 


6 


0 


6.34 


-1 


4380 


648996 


15,17 


6 


0 


6.44 


-1 


4406 


449836 


15,17 


8 


1 


8.59 


-1 


4413 


640525 


15,16 


7 


0 


7.4 


-1 


4413 j 


640525 


15,17 


7 


0 


7.51 


-1 


4417 


388085 


15,16 


9 


0 


9.51 


-1 


4417 


388085 


15,17 


9 


0 


9.66 


-i i 


4421 


448787 


15,17 


23 


9 


2.74 


-i 


! 4421 i 


448787 


16,17 


22 


9 


2.48 


-i 


4435 


554742 


16,17 


0 


6 


-1 


5.91 


4441 | 


549640 


27,28 


0 


7 


-1 


6.46 


4441 


549640 


30,31 


15 I 


6 


2.78 


-1 


4445 


530774 


15,17 


5 


16 


•1 


2.98 


4446 


375814 


15,16 


8 


0 


8.46 


-1 


4446 


375814 , 


15,17 


8 


1 


8.59 


-1 


4447 


446789 


15,16 


16 


5 


3.38 


-1 


4450 


503491 


16,17 


6 


0 


6.09 


-1 


4452 


639441 


23,24 


1 


8 


-1 


7.92 


4454 


649035 


27,28 


0 


7 


-1 


6.46 


4454 ' 


649035 


28,29 


7 


0 


8.72 


-1 


4461 


470602 


15,16 


12 


1 


12.68 


-1 


4461 


470602 


16,17 


1 


9 


-1 


8.86 


4477 


453708 


15,17 


1 


19 


-1 


17.7 


4477 


453708 


16,17 


1 


19 


-1 


18.71 


4483 


551527 


15,17 


0 


7 


-1 


6.52 


4503 


549945 


15,16 


12 


2 


6.34 


-1 


4503 


549945 


15,17 


12 


2 


6.44 


-1 


4505 


391511 


27,28 


8 


0 


8.66 


-1 



657 



WO 02/14500 PCT/US01/25840 



SEQIDNO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


4515 


420686 


16,17 


0 


8 


-1 


7.88 


4517 


551995 


28,29 


7 


0 


8.72 


-1 


4523 


451032 


15,16 


6 


0 


6.34 


-1 


4538 


557852 


28,29 


6 


0 


7.48 


-1 


4542 


554500 


15,16 


6 


0 


6.34 


-1 


4550 j 


43642 


16,17 


0 


6 


-1 


5.91 


4551 


595506 


15,16 


0 


6 


-1 


5.68 


4553 


555702 


15,16 


11 


2 


5.81 


-1 


4556 


519109 


23,24 


1 


34 


-1 


33.65 


1 4557 


450829 


15,17 


0 


8 


-1 


7.45 


4557 


450829 


16,17 


0 


8 


-1 


7.88 


4598 


386940 


27,28 


0 


14 


-1 


12.93 


4598 


386940 


28,29 


14 


0 


17.44 


-1 


4611 


375380 


15,17 


1 


9 


-1 


8.38 


4611 


375380 


16,17 


0 


9 


-1 


8.86 


4619 


553850 


28,29 


5 


0 


6.23 


-1 


4627 


557401 


15,17 


10 


2 


5.37 


-1 


j 4632 


349744 


16,17 


0 


6 


-1 


5.91 


4635 


449437 


15,16 


14 


3 


4.93 


-1 


i 4635 


449437 


16,17 


3 


12 


-1 


3.94 


4635 


449437 


27,28 


0 


8 


-1 


7.39 


4635 


449437 


28,29 


8 


0 


9.97 


-1 


j 4645 


562292 


16,17 


0 


6 


-1 


5.91 


4652 


224812 


16,17 


31 


63 


-1 


2 


4652 


224812 


25,26 


200 


686 


-1 


3.55 


j 4652 


224812 


27,29 


84 


38 


2.98 


-1 


4652 


224812 


28,29 


80 


38 


2.62 


-1 


4670 


446739 


28,29 


5 


0 


6.23 


-1 


4684 


247 


15,17 


15 


44 


-1 


2.73 ! 


4684 


247 


18,19 


0 


15 


-1 


13.13 


4684 


247 


30,31 


11 


51 


-1 


4.17 


4686 


491799 


15,16 


0 


11 


-1 


10.41 


4691 


461 


15,16 


14 


39 


-1 


2.64 


4691 


461 


15,17 


14 


34 


-1 


2.26 


4691 


461 


18,19 


1 


10 


-1 


8.75 


4691 


461 


19,20 


10 


0 


7.48 


-1 


4691 


461 


27,29 


41 


124 


-1 


2.24 


4691 


461 


28,29 


37 


124 


-1 


2.69 


4691 


461 


30,31 


21 


119 


-1 


5.09 


4696 


562292 


16,17 


0 


6 


-1 


5.91 


4702 


487182 


15,17 


2 


11 


-1 


5.12 


4702 


487182 


16,17 


1 


11 


-1 


10.83 


4702 


487182 


25,26 


3 


72 




24.87 


4706 


561046 


16,17 


0 


6 




5.91 


4746 


556040 


23,24 


2 


15 




7.42 


4748 


452822 


15,16 


9 


23 




2.42 


4758 


455820 


16,17 


0 


7 




6.89 


4767 


556802 


28,29 


8 


0 


9.97 


-1 
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WO 02/14500 



PCT/US01/25840 



SEQIDNO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


4771 


465446 


25,26 


26 


11 


2.28 


-1 


4826 


452775 


27,28 


1 


9 


-1 


8.31 


4827 


560868 


27,29 


6 


0 


8.09 


-1 


4835 


558534 


16,17 


0 


7 


-1 


6.89 


4850 


549591 


15,17 


2 


24 


-1 


11.18 


| 4850 


549591 


16,17 


7 


24 


-1 


3.38 


4885 


27586 


12,13 


7 


22 


-1 


3.04 


4885 


27586 


12,14 


7 


21 


-1 


2.86 


4885 


27586 


21,22 


9 


0 


8.85 


-1 


4885 


27586 


25,26 


17 


0 


16.41 


-1 


4885 


27586 


30,31 


24 


0 


26.69 


-1 


4888 


561558 


28,29 


6 


I 0 


7.48 


-1 


4900 


2435 


15,17 


0 


8 


-1 


7.45 


4900 


2435 


27,28 


0 


7 


-1 


6.46 


4900 


2435 


28,29 


7 


1 


8.72 


-1 


4907 


554604 


15,17 


0 


7 


-1 


6.52 


4922 


559057 


15,17 


0 


7 


-1 


6.52 


4927 


553877 


16,17 


1 


8 


-1 


7.88 ! 


4950 


549911 


16,17 


0 


6 


-1 


5.91 


4959 


409612 


25,26 


6 


0 


5J9 


-1 


4972 


226324 


15,17 


0 


8 


-1 


7.45 


4972 


226324 


16,17 


0 


8 


-1 


7.88 


4972 


226324 


27,29 


5 


0 


6.75 


-1 


4986 


413915 


12,13 


6 


0 


6.2 


-1 


4986 


413915 


12,14 


6 


0 


6.29 


-1 


5007 


2284 


23,24 


6 


17 


-1 


2.8 


5007 


2284 


25,26 


17 


4 


4.1 


-1 


5007 


2284 


30,31 


14 


32 


-1 


L 205 


5018 


365634 


15,16 


12 


2 


6.34 


-1 


5018 


365634 


16,17 


2 


14 


-1 


6.89 


5018 


365634 


25,26 


10 


0 


9.65 


-1 


! 5026 


549829 


16,17 


0 


6 


-1 


5.91 


5033 


411113 


16,17 


0 


6 


-1 


5.91 


5042 


1079 


03,04 


24 


55 


-1 


2.35 


5042 


1079 


28,29 


16 


44 


-1 


2:21 


5047 


397581 


28,29 


6 


20 


-1 


2.68 


5047 


397581 


27,29 


1 


20 


-1 


14.83 


5051 


23961 


15,16 


102 


44 


2.45 


-1 


5051 


23961 


15,17 


102 


40 


2.74 


-1 


5051 


23961 


25,26 


73 


169 


-1 


2.4 


5058 


446900 


15,17 


1 


11 


-1 


10.25 


5058 


446900 


16,17 


2 


11 


-1 


5.42 


5065 


448677 


15,16 


11 


1 


11.63 


-1 


5067 


560538 


16,17 


0 


8 


-1 


7.88 


5079 


62458 


15,16 


2 


14 


-1 


6.62 


5079 


62458 


15,17 


2 


11 


-1 


5.12 


5079 


62458 


25,26 


20 


227 


-1 


11.76 


5079 


62458 


30,31 


19 


245 


1 «1 


11.59 
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WO 02/14500 PCT/US01/25840 



SEQIDNO 


CLUSTER 


PAIR 

. AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS ! 


5102 


556216 


15,17 


0 


7 


-1 


6.52 


5102 


556216 


16,17 


0 


7 


-1 


6.89 


5117 


549041 


16,17 


0 


6 


-1 


5.91 


5133 


453004 


27,28 


0 


8 


-1 


7.39 


5133 


453004 


28,29 


8 


0 


9.97 


-1 


5135 


560868 


27,29 


6 


0 


8.09 


-1 


5147 


403419 


13,14 


0 


9 


-1 


8.87 


5147 


403419 


27,29 


7 


0 


9.44 


-1 


5161 


559806 


16,17 


0 


6 


-1 


5.91 


5168 


550562 


27,28 


1 j 


9 


-1 


. 8.31 


5168 


550562 


28,29 


9 


1 


11.21 


-1 


5186 


91178 


15,17 


0 


7 


-1 


6.52 


5188 


561485 


15,17 


0 


7 


-1 


6.52 


5188 


561485 


16,17 


0 


7 


-1 


6.89 


5195 


558412 


30,31 


6 


0 


6.67 


-1 


5200 


453846 


15,17 


0 


11 


-1 


10.25 


5221 


562565 


15,16 


0 


8 


-1 


7.57 


5221 


562565 


27,28 


11 


1 


11.91 


-1 


5221 


562565 


27,29 


11 


0 


14.84 


-1 


5228 


553705 J 


15,16 


12 


0 


12.68 


-1 


5228 


553705 


28,29 


8 


0 


9.97 


-1 


5231 


562459 


16,17 


2 


10 


-1 


4.92 


5231 


562459 


27,28 


13 


29 


-1 


2.06 


5231 


562459 


27,29 


13 


1 


17.54 


-1 


5231 


562459 


28,29 


29 


1 


36.13 


-1 


5236 


62458 


15,16 


2 


14 


-1 


6.62 


5236 


62458 


15,17 


2 


11 


-1 


5.12 


5236 


62458 


25,26 


20 


227 


-1 


11.76 


5236 


62458 


30,31 


19 


245 


-1 


11,59 


5240 


448741 


28,29 


6 


0 


7.48 


-1 


5249 


451401 


15,17 


9 


1 


9.66 


-1 


5258 


451802 


15,17 


0 


9 


-1 


8.38 


5258 


451802 


16,17 


1 


9 


-1 


8.86 


5264 


452775 


27,28 


1 


9 


-1 • 


8.31 


5268 


92639 


12,14 


2 


11 


-1 


5.25 


5271 


452500 


27,28 


0 


15 


-1 


13.85 


5271 


452500 


28,29 


15 


5 


3.74 


-1 


5272 


452204 


15,16 


9 


1 


9.51 


-1 


5272 


452204 


16,17 


1 


8 


-1 


7.88 


5272 


452204 


23,24 


3 


13 


-1 


4.29 


5272 


452204 


27,28 


0 


14 


-1 


12.93 


5272 


452204 


28,29 


14 


0 


17.44 


-1 


5273 


447025 


15,16 


48 


19 


2.67 


-1 


5273 


447025 


27,28 


0 


8 


-1 


7,39 


5273 


447025 


27,29 


0 


13 


-1 


9.64 


5277 


452052 


15,17 


8 


1 


8.59 


-1 


5277 


452052 


27,28 


2 


14 


-1 


6.46 


5277 


452052 


28,29 


14 


0 


17.44 


-1 
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WO 02/14500 
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SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


5281 


452142 


15,16 


1 


10 


-1 


9.46 


5281 


452142 


16,17 


10 


2 


5.08 


-1 


5282 


451994 


27,28, 


4 


17 


-1 


3.92 


5297 


4244 


28,29 r 


8 


28 


-1 


2.81 


5308 


450262 


21,22 


0 


8 


-1 


8.13 


5308 


450262 


27,28 


30 


14 


2.32 


-1 


5308 


450262 


28,29 


14 


46 


-1 


2.64 


5311 


452506 


15,16 


8 


1 


8.46 


-1 


5311 


452506 


28,29 


6 


0 


7.48 


-1 


5313 


7022 


25,26 


7 


0 


6.76 


-1 


5313 


7022 


27,28 


4 


16 


-1 


3.69 | 


5313 


7022 


28,29 


16 


5 


3.99 


-1 


5315 


2930 


01,02 


3 


14 


-1 


5.06 


5315 


2930 


27,29 


5 


0 


6.75 


-1 | 


5315 


2930 


28,29 


7 


0 


8.72 


-1 


5317 


454226 


28,29 


5 


0 


6.23 


~1 


5321 


453470 


15,16 


12 


1 


12.68 


-1 


5321 


453470 


15,17 


12 


1 


12.88 


-1 


5324 


454050 


27,28 


0 


7 


-1 


6.46 


5338 


454518 


27,29 


6 


0 


8.09 


-1 


5338 


454518 


28,29 


6 


0 


7.48 


-1 


5350 


23649 


27,28 


37 


12 


3.34 


-1 


5350 


23649 


27,29 


37 


0 


49.92 


-1 


5350 


23649 


28,29 


12 


0 


14.95 


-1 


5357 


519109 


23,24 


1 


34 


-1 


33.65 


5360 


453783 


27,28 


0 


8 


-1 


7.39 


5360 


453783 


28,29 


8 


0 


9.97 


-1 


5365 


454509 


25,26 


7 


0 


6.76 


-1 


5365 


454509 


27,28 


6 


0 


6.5 


-1 


5366 


454562 


23,24 


13 


4 


3.28 




5366 


454562 


25,26 


7 


0 


6.76 


-1 


5370 


453783 


27,28 


0 


8 


-1 


7.39 


5370 


453783 


28,29 


8 


0 


9.97 


-i ! 


5373 


801 


30,31 


25 


7 


3.97 


-l 


5374 ! 


453494 


27,28 


7 


0 


7.58 


-i 


5374 


453494 


30,31 


6 


0 


6.67 


-l 


5375 


453202 


15,16 


6 


0 


6.34 


-i 


5375 


453202 


16,17 


0 


11 


-1 


10.83 


5381 


387530 


30,31 


2 


24 


-1 


10.79 


5382 


453846 


15,17 


0 


11 


-1 


10.25 


5391 


551995 


28,29 


7 


0 


8.72 


-1 


5397 


446531 


16,17 


0 


6 


-1 


5.91 


5401 


453508 


25,26 


27 


9 


2.9 


-1 


5401 


453508 


27,28 


9 


1 


9.75 


-1 


5413 


560868 


27,29 


6 


0 


8.09 


-1 


5448 


554742 


16,17 


0 


6 


-1 


5.91 


5467 


551617 


15,16 


9 


0 


9.51 


-1 


5467 


551617 


16,17 


0 


7 


-1 


6.89 | 



WO 02/14500 PCT/US01/25840 



SEQIDNO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


5489 


468672 


15,16 


6 


0 


6.34 | 


-1 


5489 


468672 


16,17 


0 


8 


-1 


7.88 


5501 


402836 


12,13 


130 


63 


2.13 


-1 


5501 


402836 


23,24 


17 


4 


4.29 


-1 


5508 


561707 


27,29 


6 


0 


8.09 


-1 


5508 


561707 


30,31 


9 


1 


10.01 


-1 


5509 I 


561180 


15,16 


11 


2 


5.81 


-1 1 


5513 


562137 


23,24 


8 


0 


8.08 


-1 


5518 


449356 


15,17 


7 


21 


-1 


2.79 


5518 


449356 


16,17 


4 


21 


-1 


5.17 ! 


5525 


549511 


15,17 


0 


7 


-1 


6.52 


5525 


549511 j 


16,17 


0 


7 


-1 


6.89 


5526 


560700 ! 


16,17 


0 


6 i 


-1 


5.91 


5535 


452523 


15,17 


10 


2 


5.37 


-1 


5537 


406092 


18,19 


16 


2 


9.14 


-1 


5537 


406092 1 


25,26 


7 


0 


6.76 


-1 


5537 


406092 


27,28 


1 


26 


-1 


24.01 


5537 


406092 


27,29 


1 


28 


-1 


20.76 


5537 


406092 


30,31 


13 


4 


3.61 


-1 


5542 


235874 


12,13 


62 


239 


-1 | 


3.73 


5542 


235874 


12,14 


62 


317 


-1 


4.88 


5542 


235874 


25,26 


102 


21 


4.69 


-1 


5542 


235874 


27,28 


73 


16 


4.94 


-1 


5542 


235874 


28,29 


16 


70 


-1 


3.51 


5542 


235874 


30,31 


119 


9 


14.71 


-1 


5550 


452957 


27,29 


5 


0 


6.75 


-1 


5550 


452957 


28,29 


6 


0 


7.48 


-1 


5554 


455855 


27,29 


8 


0 


10.79 


-1 


5559 


510254 


15,16 


17 


1 


17.97 


-1 


5559 


510254 


16,17 


1 


8 


-1 


7.88 


5560 


451812 


27,29 


7 


1 


9.44 


-1 


5565 


450225 


15,17 


11 


3 


3.94 


-1 


5565 


450225 


27,28 


1 


24 


-1 


22.16 


5565 


450225 


28,29 


24 


1 


29.9 


-1 


5572 


503122 


25,26 


8 


178 


-1 


23.05 


5572 


503122 


27,29 


12 


2 


8.09 


-1 


5572 


503122 


30,31 


22 


98 


-1 


4 


5578 


446936 


23,24 


10 


26 


-1 


2.57 


5578 


446936 


25,26 


17 


38 


-1 


2.32 


5578 


446936 


27,28 


158 


31 


5.52 


-1 


5578 


446936 


27,29 


158 


27 


7.89 


-1 


5589 


453079 


16,17 


8 


1 


8.12 


-1 


5599 


454226 


28,29 


5 


0 


6.23 


-1 


5600 


452973 


27,28 


0 


9 


-1 


| 8.31 


5600 


452973 


28,29 


9 


2 


5.61 


-1 


5606 


452648 


23,24 


2 


15 


-1 


7.42 


5611 


366607 


27,28 


1 


1 12 


-1 


11.08 


5611 


366607 


28,29 


12 


0 


14.95 


-1 
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SEQIDNO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


I RATIO 
MINUS 


5617 


521840 


15,16 


6 


0 


6.34 


-1 


5620 


523674 


28,29 


5 


0 


6.23 


-1 


5624 


452775 


27,28 


1 


9 


-1 


8.31 


5634 


454460 


27,28 


0 


13 


-1 


12.01 


5634 


454460 


28,29 


13 


2 


8.1 


-1 


5662 


456001 


28,29 


10 


1 


12.46 


-1 


5665 


450914 


15,16 


0 i 


6 


-1 


5.68 


5666 


455855 


27,29 


8 i 


0 


10.79 


-1 


5688 


400258 


16,17 


6 


0 


6.09 


-1 


5688 


400258 


27,28 


7 


. 0 


7.58 


-1 


5697 


2544 


01,02 


23 


9 


2.36 


-1 


5697 


2544 


03,04 


13 


30 


-1 


2.37 


5699 


402534 


12,13 


8 


21 


-1 


2.54 


5704 


456567 


28,29 


5 


0 


6.23 


-1. 


| 5710 


455601 


15,17 


10 


0 


10.73 


-1 


5710 


455601 


16,17 


8 


0 


8.12 


-1 


5712 


402916 


23,24 


8 


0 


8.08 


-1 


5712 


402916 


27,28 


22 


5 


4.76 


-1 


5712 


402916 


27,29 


22 


4 


7.42 


-1 


| 5714 


27586 


12,13 


7 


22 


-1 


3.04 


5714 


27586 


12,14 


7 


21 


-1 


2.86 


5714 


27586 


21,22 


9 


0 


8.85 


-1 


5714 


27586 


25,26 


17 


0 


16.41 


-1 


5714 


27586 


30,31 


24 


0 


26.69 


-1 


5732 


407711 


15,16 


0 


6 


-1 


5.68 


5733 


411113 


16,17 


0 


6 


-1 


5.91 


5742 


400426 


12,14 


22 


10 


2.31 


-1 


5752 


155374 


15,16 


6 


0 


6.34 


-1 


5752 


155374 


15,17 


6 


0 


6.44 


-1 


5752 


155374 


27,28 


27 


1 


29.24 


-1 


5752 


155374 


27,29 


27 


0 


36.42 


-1 


5753 


409612 


25,26 


6 


0 


5.79 


-1 


! 5759 


1054 


03,04 


49 


23 


2.08 


-1 


5759 


1054 


12,14 


54 


24 


2.36 


-1 


5759 


1054 


15,17 


64 


28 


2.45 


-1 


5759 


1054 


18,20 


3 


19 


-1 


7.41 


5759 


1054 


19,20 


5 


19 


-1 


5.08 


5759 


1054 


27,29 


64 


31 


2.79 


-1 


5759 


1054 


28,29 


69 


31 


2.77 


-1 


5759 


1054 


30,31 


27 


15 


2 


-1 


5761 


400454 


12,14 


9 


1 


9.43 


-1 


5765 


409589 


27,29 


5 


0 


6.75 


-1 


5768 


20517 


12,13 


18 


3 


6.2 


-1 


5768 


20517 


13,14 


3 


18 


-1 


5.91 


5769 


413915 


1 12,13 


6 


0 


6.2 


-1 


5769 


413915 


12,14 


6 


0 


6.29 


-1 


5772 


401510 


12,14 


8 


0 


8.39 


-1 


5775 


417259 


15,17 


4 


14 


-1 


3.26 
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SEQIDNO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


5775 


417259 


16,17 


1 


14 


-1 


13.79 1 


5776 


20517 


12,13 


18 


3 


6.2 


-1 


5776 


20517 


13,14 


3 


18 


-1 


5.91 


5778 


402534 


12,13 


8 


21 


-1 


2.54 


5780 


419255 


15,16 


11 


0 


11.63 


-1 


5780 


419255 


15,17 


11 


1 


11.81 


-1 | 


5788 


402070 


27,28 


1 


9 


-1 


8.31 


5788 


402070 


28,29 


9 


0 


11.21 


-1 


5789 


402070 


27,28 


1 


9 


-1 


8.31 


5789 


402070 


28,29 


9 


0 


11.21 


-1 


5792 


402353 


12,13 


13 


4 


3.36 


-1 


5794 


163970 


18,20 


12 


25 


-1 


2.44 


5794 


163970 


19,20 


7 


25 


-1 


4.77 


I 5794 


163970 


27,28 


7 


39 


-1 


5.15 


5794 


163970 


28,29 


39 


7 t 


6.94 


-1 


| 5794 


163970 


30,31 


29 


6 


5.38 


-1 j 


5801 


268336 


15,16 


8 


1 


8.46 


-1 j 


1 5807 


20517 


12,13 


18 


3 


6.2 


-1 


5807 


20517 


13,14 


3 


18 


-1 


5.91 


5822 


420686 


16,17 


0 


8 


-1 


7.88 


5823 


447579 


23,24 


3 


13 


-1 


4.29 


5823 


447579 


28,29 


7 


0 


8.72 


-1 


5825 


463824 


15,16 


6 


0 


6.34 


-1 1 


5825 


463824 


15,17 


6 


0 


6.44 


-1 


5825 


463824 


27,28 


0 


8 


-1 


7.39 1 


5825 


463824 j 


28,29 


8 


0 


9.97 


-1 


5827 


388688 J 


27,29 


8 


2 


5.4 


-1 


5827 


388688 


28,29 


17 


2 


10.59 


-1 


5840 


446964 1 


15,17 


1 


12 


-1 


11.18 


| 5860 


403949 ! 


12,13 


11 


1 


11.36 


-1 


5862 


235874 


12,13 


62 


239 


-1 


3.73 


5862 


235874 


12,14 


62 


317 


-1 


4.88 


5862 


235874 


25,26 


102. 


21 


4.69 


-1 


| 5862 


235874 


27,28 


73 


16 


4.94 


-1 


5862 


235874 


28,29 


16 


70 . 


-1 


3.51 


5862 


235874 


30,31 


119 


9 


14.71 


-1 


5876 


644342 


27,29 


6 


0 


8.09 


-1 


5897 


644342 


27,29 


6 


0 


8.09 


-1 


5898 


419479 


23,24 


2 


11 


-1 


5.44 


5906 


451508 


30,31 


7 


0 


7.79 


-1 


5924 


218416 


16,17 


0 


6 


-1 


5.91 


5933 


463824 


15,16 


6 


0 


| 6.34 


-1 


5933 


463824 


15,17 


6 


0 


6.44 


-1 


5933 


463824 


27,28 


0 


8 


-1 


7.39 


5933 


463824 


28,29 


8 


0 


9.97 


-1 


5934 


389377 


27,28 


7 


0 


7.58 


! -1 


5934 


| 389377 


30,31 


10 


1 


11.12 


1 "1 


5943 


18786 


15,17 


6 


0 


6.44 


-1 
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SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MENUS 


5943 


j 18786 


30,31 


'6 


0 


6.67 


-1 


5944 


447494 


15,16 


26 


8 


3.44 


-1 


5966 


1454 


03,04 


38 


14 


2.65 


-1 


5966 


1454 


12,13 


37 


15 


2.55 


-1 


5966 


1454 


13,14 


15 


35 


-1 


2.3 


5966 


1454 


25,26 


12 


3 


3.86 


-1 


5966 


1454 


30,31 


7 


22 


-1 


2.83 


5969 


15296 


27,28 


6 


0 


6.5 


-1 


5979 


446673 


16,17 


8 


1 


8.12 


-1 


5991 


446341 


28,29 


6 


0 


7.48 


-1 


6002 


379335 


15,16 


11 


0 


11.63 


-1 


6002 


379335 


15,17 


11 


0 


11.81 


-1 


6003 


228873 


27,29 


20 


0 


26.98 


-1 


6003 


228873 


28,29 


14 


0 


17.44 


-1 


6004 


446663 


15,17 


14 


32 


-1 


2.13 


6004 


446663 


16,17 


6 


32 


-1 


5.25 


6004 . 


446663 


18,20 


1 


8 


-1 


9.36 


6004 


446663 ! 


19,20 


0 


8 


-1 


10.7 
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Comment 




Small separate 
tubular 
adenoma (0.4 
cm) 


Perineural 

invasion 

identified 

adjacent to 

metastatic 

adenocarcinom 




Separate 
tubolovillous 
and tubular 




Dist 
Met 
Grade 






a 


O 

s 


Dist Met 
&Loc 


BO 




Pos- 
Liver 




Reg 
Lymph 
Grade 


SK 




s 


1—4 

S5 


Lymph 
Met 
Incid 


10/24 


ON 

o 


s 


CO 
1— 1 


Lymph 
Met 


1 


60 


8 

Oh 


s 

PL, 


Local Invasion 


through wall and 
into surrounding 
adipose tissue 


Invasion through 
muscularis propria 
into non- 
peritonealized 
pericoUc tissue; 
gross 

configuration is 
annular. 


Invasion of 
muscularis propria 
into pericolonic 
adipose tissue, but 
not through serosa. 
Arising from 
tubular adenoma. 


Invasion through 
mucsularis propria 
into 

subserosa/pericolic 
adipose, no serosal 
involvement. 
Gross 

configuration 
annular. 


Histo 
Grade 




s 


8 


s 


Grade 


H . 


p 


P 


p 


| 

CO 


*o 
m 


© 


m 
«ri 


00 

cn 


Anatom 
Loc 


Splenic 
flexure 


Rectum 


Cecum 


Hepatic 
flexure 


1 




H 




a 


|e 


On 
-a- 


<N 

r— 1 




*> 

i-H 


a 


o 

CO 
1—1 


CO 

ro 


f— 1 


»n 



667 



WO 02/14500 



PCT/US01/25840 



1 




Hyperplastic 
polyps 


Tubulovillous 
adenoma with 
high grade 
dysplasia 






Descending 
colon polyps, 
no HGD or 
carcinoma 
identified.. 




Met 
Grade 


s 


i 




1 


1 


DistMet 
&Loc 


1 




Pos- 
Mesente 


ric 
deposit 


50 


00 

2 


Reg 
Lymph 
Grade 


2 


§ 


55 


I 


S 


►J 


Met 
Incid 


06 


O 
«— ( 

c> 


*r> 


tN 
*— i 


o 
i— i 


Lymph 
Met 




CO 

O 
Oh 


J5 




I 


CO 

O 
CM 


Local Invasion 
- 


Invasion through 
muscularis propria 
to involve 
subserosal, 

* L 1 


penrecioai 
adipose, and 
serosa 


Invasion through 
muscularis orooria 


into subserosal 
adipose tissue. 


Invades through 


muscularis nrooria 


to involve 
pericolonic 
adipose, extends to 
serosa. 


Invades full 
thickness of 
muscularis 
propria, but 


free of malignancy 


Invasion into 


perirectal adipose 
tissue. 


Histo 
Grade 


go 


$ 


3 


B 


s 






P 


P 


P 


PJ. 


p • 


J 


00 






vo 


^- 


£ 


i 


Rectum 


Ascending 
colon 


e 

1 

f- 


colon 


Cecum 


Rectum 


§ 


B 


H 


a 




a 


H 


tN 


m 

00 


*n 

00 
tN 


OO 
tN 




PtID 


OO 


vq 


VO 
VO 
<N 


00 
VO 
tN 


00 

£ \ 
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Comment 


Tubulovillous 
adenoma (2.0 
cm) with no 
high grade 
dysplasia. Neg. 
liver biopsy. 


1 hyperplastic 
polyp identified 






Two mucosal 
polyps 


! 

? 


at prior 
ileocolic 


surgical 
anastomosis. 


Dist 
Met 
Grade 


MO 


MO 


MX 


MO 


MO 


Ml 


DistMet 
&Loc 


Neg 


Neg 


Neg 


Neg 


Neg 


Pos- 

Liver 


Reg 
Lymph 
Grade 


i—i 
S5 


o 
S5 


g 


1 


£ 


t— i 


Lymph 
Met 
Incid 


2/12 


vo 


o 


o 




vO 
i— i 


Lymph 
Met 


Pos 


Neg 


Neg 


Neg 


Pos 


Pos 


Local Invasion 


Invasion through 
muscularis propria 
and invades 
pericolic adipose 
tissue. Ileocecal 
junction. 


Extends into 
perirectal fat but 
does not reach 
serosa 


Invasion through 
muscularis nronria 


to involve 
pericolonic fat. 
Arising from 
villous adenoma. 


Through colon 
wall into 

subserosal adipose 
tissue. No serosal 
spread seen. 


Invasion thru 
muscularis propria 
to pericolonic fat 


Invasion through 
muscularis propria 
into subserosal 
adipose tissue, not 
serosa. 


Histo 
Grade 


8 


8 


8 


8 


8 


8 


Grade 


B 


P 


B 


P 


B 


B 


Size 


«o 




-ill 


vo 


CO 


CN 


Anatom 
Loc 


I 

a 


i 
1 
) 


Rectosigm 
oid 


Ascending 
colon 


Sigmoid 


l 


colon 


Ascending 
colon 


Grp 


s 


1=1 


H 


1=1 


H 






in 

CO 


00 
CO 


o 

vo 
CO 


«n 

CO 


CN 

i-H 


i 


PtlD 


On 
CN 


ON 
CO 
CO 


1— ( 
CO 


vo 

CO 


o 

VO 
CO 


CN 
ON 
CO 



669 



WO 02/14500 



PCT/US01/25840 



Comment 




rediagnosis of 
oophorectomy 
path to 
metastatic 


colon cancer. 


i 
i 


location of 
primary not 
notatedin 
rennrr 


Evidence of 
chronic colitis. 


No mention of 
distant met in 
report 


Dist 
Met 
Grade 


o 

2 i 


s 




1 


DistMet 
&Loc 




Pos- 
Liver 


i 

p-i 


Liver 






I? 


Reg 
Lymph 
Grade 


o 






g 


Lymph 
Met 
Incid 


§ 


s 


r- 

r— l 


V£> 


Lymph 
Met 


on 




1 

P-I 


CO 


Local Invasion 


Cecum, invades 
through 

muscularis propria 
to involve 
subserosal adipose 
tissue but not 
serosa. 


Invasive through 
muscularis to 
involve periserosal 
fat; abutting 
ileocecal junction. 


Invasion through 
muscularis nrnnria 


involving pericohc 
adipose, serosal 
surface uninvolved 




penetrates 
muscularis 
propria, involves 
pericolonic fat. 


£ 


Grade 


cs 
O 


s 


3 


8 




| 
i 


co 
H 


p 


P 


P 


J 

CO 


o 


00 




CO 


Anatom 
Loc 


Cecum 


Cecum 




Sigmoid 


§ 


H 










3 


m 


CO 
00 
CO 


CO 


a 


co 

0\ 
co 


CO 


»o 
o 
»o 


i-H 
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Comment 


moderately 

Aiff&r&ntiatpA 


• £ 
\ c 

h 


a with 
mucinous 
diferentiation 
(% not stated), 
tubular 
adenoma and 
hyperplstic 
polyps present, 


invasive poorly 
differentiated 
adenosquamous 
carcinoma 


moderately 
differentiated 


invasive 

adenocarcinom 

a 


Peritumoral 
lymphocytic 
response; 5 LN 
examined in 
pericohc fet, no 
metastatases 
observed. 


Three fungadng 

lesions 

examined. 


Dist 
Met 
Grade 










s 


I— 4 


Dist Met 
& Loc 




Pos- 
Liver 


Pos- 
Liver 


oo 

1 


Pos- 
Liver 


Reg 
Lymph 
Grade 


O 


2 


o 

S5 




s 


Lymph 
Met 
Incid 


o 


r— ( 


cs 

i-H 

o 




0 

r— 1 


Lymph 
Met 


00 

1 


1 




00 

1 


1 


Local Invasion 


1 


:J 
1 


serosal fat 


through 

muscularis propria 
into pericolic soft 
tissues 


through 

muscularis propria 
into pericohc fat, 
but not at serosal 
surface 


Invasion of 
muscularis nronria 


— r - t — 

into soft tissue 


Extending through 
muscularis propria 
mto pericolonic fat 


Histo 
Grade 


8 


8 


O 


G2-G3 


G2-G3 


Grade 


P 


P 


m 
H 


P 


P 


CO 


o 

i— r 








0 


Anatom 
Loc 


Cecum 


Ascending 
colon 


Descendin 
g colon 


.i 

K 

<u TO 
« 5 


Cecum 


§ 


in 


& 




w 


&; 




*— i 


ro 
O 
00 


o 

00 


VO 

0 
00 


00 
0 
00 


a 


»o 
o\ 

VO 


<<t 

OO 


VO 
00 


r- 
00 


00 
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poorly 

differentiated 

invasive 

colonic 

adenocarcinom 
a 


well to 
moderately 
differentiated 
adenocarcinom 
as; this patient 
has tumors of 
the ascending 
colon and the 
sigmoid colon 


moderately 
differentiated 
adenocarcinom 
a 




Perineural 


present. 


Dist 
Met 
Grade 


3 


a 


3 


i— c 


r— < 

a 




Dist Met 
& Loc 


Pos- 
Liver 


Pos- 
Liver 


Pos- 
Liver 


Pos- 
Liver 


Pos- 
Liver 


Pos- 
Liver 


Reg 
Lymph 
Grade 




S 




i— i 
Z 




§ 




Met 
Incid 


CO 
i-H 



m 


13/25 


CO 




11/15 


in 


Lymph 
Met 


CO 


3 


1 


CO 


8 

Oh 




J 
z 

J 


1 

! . 
i 


Invading through 
muscularis propria 
into perirectal fat 


Through the 
muscularis propria 
into pericoUc fkt 


u 

1 


propria 


Through 

muscularis Dronria 


int subserosal 
tissue 


Through 

muscularis uronria 


into subserosa. 


Invasion through 
muscularis nronria 


into perirectal soft 
tissue 


c 


Grade 


G1-G2 


s 


i-H 

O 


S 


$ 


8 






P • 


p 


PJ 


P 


P 


P 


.1 


00 

vd 


oo 


o 

CN 


00 




CN 

»o 


£ 

| 


u 


Rectum 


Ascending 
colon 


Ascending 
colon 


Cecum 


Ascending 
colon 


D 


1 




85 








& 




1 

a 


!a 


o\ 

O 
00 


o 

i— i 

00 


00 

o 
on 


ON 

o 

ON 


o 
i— < 
on 


r-H 

On 


9 


o 

On 


r-i 


00 

oo 
oo 


ON 
00 
00 


o 
o\ 
oo 


ON 

oo 
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& 


invasion 


extensive. 
Patient with a 


cancer. 


< 

j 


invasion focally 
present. 
Omentum 
mass, but 
resection with 
no tumor 
identified. 


Primary 
adenocarcinom 
a arising from 
tubulovillous 
adenoma. 


Dist 
Met 
Grade 


i-H 


i-H 




DistMet 
& Loc 


■ess 


right 
lobe, 
omentu 
m 


Pos- 
Liver 


Pos - 
Liver 


Reg 
Lymph 
Grade 


z 


§ 


2 


Lymph 
Met 
Incid 


00 

S3 

i-H 


14/17 


i-H 


Lymph 
Met 


GO 

o 

fx, 


8 


1 


Local Invasion 


Invasion into 
pericolic sort 
tissue. Tumor 
focally invading 
skeletal muscle 
attached to colon. 




1 


d 

I 

o 


into pericolic fat 


Invasion through 
colon wall and 
focally involving 
subserosal tissue. 


Histo 
Grade 


3 . 


G2-G3 


s 


Grade 


P 


P 


p 




o 

wS 


O 

v© 


o . 


Anatom 
Loc 


"c 
c7 


1 
i 

1 


a 


O 

h 




Sigmoid 


s 






25 


u 


i-H 

On 


m 

i-H 
ON 


o\ 

O 
O 

i-H 


PtID 


On 

CO 


to 

ON 

oo 


ON 
00 

On 
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Table 8 



SEQIDNO 


SpotID 


T/N Colon >2x 


T/N Colon <halfic 


T/N Colon Num Ratios 


6 


43971 


0.0 


75.0 


8.0 


31 


40453 


0.0 


42.9 


7.0 


40 S 


40457 


0.0 


71.4 


7.0 


44 


46308 


0.0 


50.0 


8.0 


50 


45610 


0.0 


62.5 


8.0 


70 


42816 


0.0 


50.0 


8.0 


72 


44673 


0.0 


50.0 


8.0 


74 


42422 


0.0 


37.5 


8.0 


77 


43983 


0.0 


37.5 


8.0 


81 


44679 


0.0 


50.0 


8.0 


84 


42418 


0.0 


37.5 


8.0 


133 


39755 


0.0 


42.9 


7.0 


139 


44916 


0.0 


50.0 


8.0 


147 


45618 


0.0 


37.5 


8.0 


149 


44926 


0.0 


50.0 


8.0 


152 


44216 


0.0 


37.5 


8.0 


153 


38367 


0.0 


42.9 


7.0 


! 158 


38357 


0.0 


57.1 


7.0 


161 


41869 


0.0 


42.9 


7.0 


162 


43508 


0.0 


37.5 


8.0 


164 


38365 


0.0 


57.1 


7.0 


166 j 


39069 


0.0 


42.9 


7.0 


171 ! 


39061 


0.0 


57.1 


7.0 


180 


39767 


0.0 


42.9 


7.0 


184 


43881 


0.0 


37.5 


8.0 


186 


43873 


0.0 


37.5 


8.0 


195 


39769 


0.0 


57.1 


7.0 


196 , 


39775 


0.0 


57.1 


7.0 


197 ! 


46330 


0.0 


37.5 


8.0 


198 


42471 


0.0 


37.5 


8.0 


200 


41173 


0.0 


42.9 


7.0 


202 


42479 


0.0 


50.0 


8.0 


216 


39621 


0.0 


42.9 


7.0 


217 


46007 


0.0 


50.0 


8.0 


218 


46015 


0.0 


62.5 


8.0 


225 


45301 


0.0 


37.5 


8.0 


228 


45303 


0.0 


37.5 


8.0 


250 


41033 


0.0 


57.1 


7.0 


260 


41035 


0.0 


57.1 


7.0 


268 


1 41027 


0.0 


42.9 


7.0 


274 


41737 


0.0 


42.9 


7.0 


301 


39647 


0.0 


42.9 


7.0 


307 


38943 


0.0 


42.9 


7.0 
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Table 8 



SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfe 


T/N Colon Num Ratios 


309 


38939 


0.0 


42.9 


7.0 


315 


44939 


0.0 


37.5 


8.0 


324 


42827 


0.0 


37.5 


8.0 


326 I 


38231 | 


0.0 


42.9 


7.0 


334 


42819 


0.0 


37.5 


8.0 


352 


43521 


0.0 


62.5 


8.0 


358 


45633 


0.0 


50.0 


8.0 


364 


44931 


0.0 


50.0 


8.0 


365 


45635 


0.0 


50.0 


8.0 


366 


46345 


0.0 


37.5 


8.0 


390 


44947 


0.0 


50.0 


8.0 


391 


44247 


0.0 


50.0 


8.0 


403 


43501 j 


0.0 


37.5 


8.0 


406 


43489 


0.0 


50.0 


8.0 


407 


44951 


0.0 


37.5 


8.0 


413 


41755 


0.0 


42.9 


7.0 


420 


43541 


0.0 


37.5 


8,0 


424 


44953 


0.0 


50.0 


8.0 


426 


46365 


0.0 


62.5 


8.0 


432 


44909 


0.0 


50.0 


8.0 


435 


38210 


0.0 


42.9 i 


7.0 


443 


38928 


0.0 


42.9 


7.0 


444 


44911 


0.0 


50.0 


8.0 


446 


46361 


0.0 


50.0 


8.0 


450 


39632 


0.0 


42.9 


7.0 


452 


39620 


0.0 


42.9 


7.0 


455 


46363 


0.0 


62.5 


8.0 


458 


41736 


0.0 


57.1 


7.0 


464 


38944 


0.0 


42.9 


7.0 


467 


45605 


0.0 


62.5 


8.0 


468 


45609 


0.0 


100.0 


8.0 


471 


38228 


0.0 


57.1 


7.0 


472 


41740 


0.0 


42.9 


7.0 


476 


41032 


0.0 


42.9 


7.0 


480 


39638 


0.0 


57.1 


7.0 


482 


41760 


0.0 


42.9 


7.0 


490 


41754 


0.0 


71.4 


7.0 


496 


39980 


0.0 


57.1 


7.0 


497 


46315 


0.0 


37.5 


8.0 


507 


40674 


0.0 


42.9 


7.0 


509 


38566 


0.0 


57.1 


7.0 


519 


38590 


0.0 


42.9 


- 7.0 


539 


42813 


0.0 


37.5 


8.0 
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1 UU 


e8 




SpotED 


T/N Colon >2x 


T/N Colon <halfe 


T/N Colon Num Ratios 


554 


43515 


0.0 


50.0 


8.0 


558 


41400 


0.0 


! 42.9 


7.0 


560 


40702 


0.0 


42.9 


7 0 

/ .V 


563 

JO D 


40000 


0.0 


42 9 


7 0 

f »v 


573 


38185 


0.0 


42 9 


7 0 

/ .V 


JoZ 


39587 


0.0 


42 9 


7 0 

/ .V 


5R7 

JO/ 


44925 


0.0 


50.0 


8 0 

o.v 


509 


39597 


0.0 


57.1 


7 0 

/ .V 


503 


39593 


0.0 


42.9 


7.0 


603 


38893 


0.0 


42.9 


7.0 


606 


42842 


0.0 


62.5 


8.0 


vv # 


43540 


0.0 


50.0 


8.0 


Oil 


42840 


0.0 


50 0 

•J V. V 


8 0 

o.v 


614 


43548 


0 0 

V.V 


37 5 


8 0 

o.v 


617 
Ol / 


43538 


0 0 

V.V 


50 0 

J v.v 


8 0 

o.v 


61ft 
Olo 


46340 1 


0 0 

V.V 


37 5 


8 0 

o.v 




39586 


0.0 


42 9 


7 0 

f ,v 


651 

1 


45656 


0 0 

V.V 


37 5 


8 0 
o.v 




44254 


0.0 


50.0 


8 0 

o.v 


655 
OJJ 


45652 


0 0 

V.V 


37 5 


8 0 

o.v 


666 
DOO 


46985 


0 0 

V. V 


37 5 


8 0 

o.v 


667 


40990 


0 0 

V. V 


42 9 


7 0 

/ .V 


66 8 
OOO 


40104 


0 0 

v. v 


4? 9 


7 0 

1 .V 


6Sft 




0 0 

V/.V 


49 9 


7 0 

/ .V 


689 
OoZ 


44950 


0 0 

V. V 


37 5 


8 0 
o.v 


601 


45571 


0 0 

V/.V 


37 5 


8 0 

o.v 


7A7 


45654 


0 0 

V. V 


37 5 


8 0 

o.v 


703 


45660 


0 0 

V. V 


37 5 


8 0 

o.v 


70S 


40292 


0.0 


42.9 


7.0 


71 1 


40294 


0.0 


42 9 


7.0 


79? 


46364 


0.0 


37.5 


8.0 


794 


38892 


0 0 

V. V 


42 9 


70 

f .V 


733 

ID D 


40998 


00 1 

V. V 


57 1 


7.0 


736 


40996 


0 0 

v.v 


57 1 


7 0 

I .V 


73K 

too 


41712 


0.0 


42 9 


7 0 

# .V 


ID 1 


38196 


00 1 

v.v 


42 9 


7 0 

f .V 


773 i 
i ID 


| 44881 


0.0 


37.5 


8.0 


776 


39610 


0.0 


42.9 


7.0 


790 


41016 


0.0 


42.9 


7.0 


793 


39942 


0.0 


42.9 


7.0 


795 


41718 


0.0 


42.9 


7.0 


798 


39938 


0.0 


42.9 


7.0 


801 


46289 


0.0 


37.5 


8.0 
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Table 8 



SEQIDNO 


SpotDD 


T/N Colon >2x 


T/N Colon <hal& 


T/N Colon Num Ratios 


804 


41024 


0.0 


42.9 


7.0 


807 


38536 


0.0 


71.4 


7.0 


810 


39948 


0.0 


42.9 


7.0 


816 


39236 


0.0 


71.4 


7.0 


818 


38540 


0.0 


42.9 


7.0 


820 


41720 


0.0 


42.9 


7.0 


821 


41728 


0.0 


42.9 


7.0 


831 


46293 


0.0 


37.5 


8.0 


843 


41358 


0.0 


71.4 


7.0 


846 


39954 


0.0 


57.1 


7.0 


850 


41360 


0.0 


42.9 


7.0 


864 


38550 


0.0 


42.9 


7.0 


866 


38409 


0.0 


31.7 


41.0 


868 


40652 


0.0 


42.9 


7.0 


881 


42070 


0.0 


57.1 


7.0 j 


883 


42072 


0.0 


57.1 


7.0 


884 


42074 


0.0 


42.9 


7.0 


886 


40658 


0.0 


42.9 


7.0 


889 


41372 


0.0 


, 42.9 


7.0 


895 


40670 


0.0 


42.9 


7.0 


905 


38147 


0.0 


42.9 


7.0 


915 


39563 


0.0 


42.9 


7.0 


916 


38863 


0.0 


42.9 


7.0 


918 


38859 


0.0 


42.9 


7.0 


937 


40346 


0.0 


42.9 


7.0 


941 


41046 


0.0 


42.9 


7.0 


945 


45605 


0.0 


62.5 


8.0 


946 


40326 


0.0 


71.4 


7.0 


948 


40328 


0.0 


42.9 


7.0 


950 


41032 


0.0 


42.9 


7.0 


955 


40342 


0.0 


42.9 


7.0 


960 


41742 


0.0 


42.9 


7.0 


962 


41056 


0.0 


42.9 


7.0 


972 


43215 


0.0 


50.0 


8.0 


974 


43203 


0.0 


37.5 


8.0 


975 


42497 


0.0 


37.5 


8.0 


981 


42505 


0.0 


62.5 


8.0 


984 


43209 


0.0 


50.0 


8.0 


985 


38431 


0.0 


57.1 


7.0 


i 986 


24379 


0.0 


36.6 


41.0 


989 


43909 


0.0 


100.0 


8.0 


991 


41667 


0.0 


42.9 


7.0 


992 


40985 


0.0 


42.9 


7.0 
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Table 8 



SEQIDNO 


SpotID 


T/N Colon >2x 


T/N Colon <halfe 


T/N Colon Num Ratios 


996 


38873 


0.0 


42.9 


7.0 


998 


38875 


0.0 


42.9 


7.0 


999 


40977 


0.0 


42.9 


7.0 


1001 


38169 


0.0 


42.9 


7^0 


1005 


40987 


0.0 


42.9 


7.0 i 


1006 


40261 


0.0 


42.9 


7.0 


1010 


39809 


0.0 


42.9 


7.0 


1015 


40973 


0.0 


42.9 


7.0 


1016 


39579 


0.0 


42.9 


7.0 


1018 


40965 


0.0 


42.9 


7.0 


1024 


40263 


0.0 


42.9 


7.0 


1026 


39811 


0.0 


57.1 


7.0 


1028 


40513 


0.0 


57.1 


7.0 


1031 


39821 


0.0 


42.9 


7.0 


1032 


38871 


0.0 


42.9 


7.0 


1038 


38175 


0.0 


42.9 


7.0 


1053 


40267 


0.0 


42.9 


7.0 


1054 


40273 


0.0 


42.9 


7.0 


1057 I 


40525 


0.0 j 


42.9 


7.0 


1064 


41685 


0.0 \ 


42.9 


7.0 


1066 


40991 


0.0 1 


42.9 


7.0 


1067 


41217 


0.0 1 


71.4 


7.0 


1072 


39907 


0.0 


57 1 


7.0 


1076 


41221 


0.0 


42.9 


7.0 


1085 


42027 


0.0 ! 


42.9 


7.0 


1106 


41227 


o.o ! 


42.9 


7.0 


1112 


41923 


0.0 


71.4 j 


7.0 


1114 


41223 


0.0 


42.9 


7.0 


1124 


38503 


0.0 


42.9 


7.0 


1130 


41933 


0.0 


42.9 


7.0 ' 


1132 


40623 


0.0 


42.9 


7.0 


1135 


38527 


0.0 


42.9 


7.0 


1138 


39905 


0.0 


42.9 


7.0 


1141 


40613 


0.0 


42.9 


7.0 


1142 


40615 


0.0 


42.9 


7.0 


1146 


39925 


0.0 


42.9 


7.0 


1147 


41333 


0.0 


42.9 


7.0 


1152 


40627 


0.0 


42.9 


7.0 


1153 


41339 


0.0 


42.9 


7.0 


1157 


39933 


0.0 


42.9 


7.0 


1159 


40629 


0.0 


42.9 


7.0 


1166 


42045 


0.0 


42.9 


7.0 


1167 


39921 


0.0 


42.9 


7.0 
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Table 8 



SEQ ID NO 


SpotDD 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


1170 


40637 


0.0 


71.4 


7.0 


1181 


42035 


0.0 


42.9 


7.0 


1186 


43931 


0.0 


37.5 


8.0 


1189 


46029 


0.0 


37.5 


8.0 


1193 


42523 


0.0 


37.5 


8.0 


1199 


39829 


0.0 


42.9 


7.0 


■ 1203 


43923 


0.0 


62.5 


8.0 


1206 


43229 


0.0 


50.0 


8.0 


1208 


44629 


0.0 


37.5 


8.0 


1220 


43219 


0.0 


. 50.0 


8.0 


1222 


39835 


0.0 


100.0 


7.0 


1231 


40529 : 


0.0 


100.0 


7.0 


1234 


43921 


0.0 


37.5 


8.0 


1238 


45319 


0.0 


50.0 


8.0 


1241 


45313 


0.0 


37.5 


8.0 


1245 


44627 


0.0 


37.5 


8.0 


1246 


44631 


0.0 ! 


37.5 


8.0 


1250 


40531 i 


0.0 


42.9 


7.0 


1255 


46035 


0.0 ! 


62.5 


8.0 


1270 


41233 


0.0 


85.7 


7.0 


1274 


40537 


0.0 


42.9 


7.0 


1280 


44637 


0.0 


37.5 


8.0 


1281 


45335 


0.0 


37.5 


8.0 


1290 


40535 


0.0 


57.1 


7.0 


1292 


41241 : 


0.0 


42.9 


7.0 


1293 


41943 


0.0 


42.9 


7.0 


1311 


41947 


0.0 


42.9 


7.0 


1382 ' 


38765 


0.0 


57.1 


7.0 


1392 


39467 


0.0 


57.1 


7.0 


1398 


42861 


0.0 


62.5 


8.0 


1399 


43559 


0.0 


37.5 


8.0 


1401 


38146 


0.0 


37.5 


8.0 


1402 


43553 


0.0 


37.5 


8.0 


1408 


43555 


0.0 


42.9 


7.0 


1412 


39463 


0.0 


71.4 


7.0 


1413 


43557 


0.0 


42.9 


7.0 


1415 


40175 


0.0 


42.9 


7.0 


1418 


40167 


0.0 


42.9 


7.0 


1422 


40260 


0.0 


37.5 


8.0 


1429 


44965 


0.0 


37.5 


8.0 


1430 


44969 


0.0 


42.9 


7.0 


1432 


44967 


0.0 


42.9 


7.0 


1442 


40165 


0.0 


42.9 


7.0 
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Tab 


e8 


SEQ ID NO 


bpOtLD 


r P/\T v/)„ 

l/JN Colon >2x 


1/iN Colon vnaltx 


l/JN colon JNum Ratios 


1 A A£ 

1446 


44zCO 


U.O 


42.9 


7.0 


1448 


38162 


A A 

0.0 


37.5 


O A 

8.0 


1450 


41678 


A A 

0.0 


37.5 


O A 

8.0 


1452 


A f\C\H A 

40974 


A A 

0.0 


37.5 


O A 

8.0 


! 1454 


A 1 £1 A 

41674 


A A 

0.0 


37.5 


O A 

8.0 


1458 


A ZTO TA 

46379 


A A 

0.0 


37.5 


O A 

8.0 


1463 


41670 


A f\ 

0.0 


37.5 


8.0 


1467 


42871 


0.0 


50.0 


8.0 


1472 


38172 


A t\ 

0.0 


37.5 


8.0 


1474 


44273 


A r\ 

0.0 


50.0 


8.0 


1475 


44277 


0.0 


50.0 


8.0 


1476 


43569 


0.0 


37.5 


8.0 


1483 


38872 


A A 

0.0 


e r\ A 

50.0 


O A 

8.0 


1486 


43577 


A A 

0.0 


50.0 


O A 

8.0 


1492 


39576 


A n 

0.0 


57.1 


7.0 


1493 


44977 


A A 

0.0 


CA A 

50.0 


O A 

8.0 


1501 


39580 


A f\ 

0.0 


62.5 


O A 

8.0 


1502 


45689 


A A 

0.0 


37.5 


O A 

8.0 


1503 


44985 


A A 

0.0 


C A A 

50.0 


O A 

8.0 


1504 


45681 


A A 

0.0 


nr a 

75.0 


O A 

8.0 


1507 


39578 


A A 

0.0 


57.1 


7.0 


1508 


40984 


A n 

0.0 


50.0 


O A 

8.0 


1510 


39584 


A A 

0.0 


42.9 


rj a 

7.0 


1512 


40990 


A A 

0.0 


37.5 


O A 

8.0 


1514 


46391 


A r\ 

0.0 


37.5 


O A 

8.0 


1516 


41682 


0.0 


42.9 


7.0 


1526 


38769 


0.0 


42.9 


7.0 


1530 


44612 


0.0 


37.5 


8.0 


1532 


44622 


A f\ 

0.0 


37.5 


8.0 


1548 


39473 


0.0 


57.1 


7.0 


1550 


42281 


0.0 


42.9 


7.0 


1553 


45320 


0,0 


37.5 


8.0 


1554 


39479 


0.0 


42.9 


7.0 


1560 


42287 


0.0 


42.9 


7.0 


1561 


45314 


0.0 


37.5 


8.0 


1562 


45326 


0.0 


37.5 


8.0 


1567 


4Z//3 


u.u 


AY) O 




1568 


43210 


0.0 


37.5 


8.0 


1573 


43910 


0.0 


37.5 


8.0 


1575 


42279 


0.0 


42.9 


7.0 


1584 


46034 


0.0 


37.5 


8.0 


1585 


43934 


0.0 


50.0 


8.0 


1586 


43936 


0.0 


50.0 


8.0 
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SEOIDNO 


SnotED 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


1587 j 


44632 


0.0 | 


50.0 


8.0 


1588 


43222 


0.0 , 


50.0 


8.0 


1589 


40187 


0.0 1 


42.9 


7.0 


1590 


44626 


0.0 


50.0 


8.0 


1597 


44640 


0.0 i 


50.0 


8,0 


1599 


43232 


0.0 


37.5 


8.0 


1601 


43930 


0.0 


37.5 


8.0 


1603 


44628 


0.0 


37.5 


8.0 


1609 


44638 


0.0 


37.5 


8.0 


1610 


45332 


0.0 


50.0 


8.0 


1611 


46042 


0.0 


37.5 


8.0 


1613 


43228 


0.0 


37 5 


8 0 


1615 


43932 


0.0 


37.5 


8.0 


1619 


40183 


0.0 


57.1 


7.0 


1673 


44260 


0 0 

v.v 


37 5 


8 0 


1678 


43562 


0 0 

V/.v 


62.5 


8.0 


1632 


43564 


0.0 


37.5 


8.0 


1634 


45666 


0.0 


50.0 


8.0 


1636 

1UJU 


44968 


0.0 


37.5 


8.0 


1638 


42852 


0.0 


37.5 


8.0 


1642 


44974 


0,0 


50.0 


8.0 


1645 


41587 


0.0 


42.9 


7.0 


1 1646 


44266 


0.0 


37.5 


8.0 


1647 


44268 


0.0 


37.5 


8.0 


1648 


44962 


0.0 


37.5 


8.0 


1653 


44972 


0.0 


37.5 


8.0 


1654 


45668 


0.0 


50.0 


8.0 


1662 


41593 


0.0 


42.9 


7.0 


1664 


45676 


0.0 


50.0 


8.0 


1667 


42866 


0.0 


62.5 


8.0 


1669 


44274 


0.0 


37.5 


8.0 


1673 


42874 


0.0 


50.0 


8.0 1 


1675 


42876 


0.0 


37.5 


8.0 


1679 


42289 


0.0 


57.1 


7.0 


1681 


47880 


0 0 

v/.V/ 


37 5 


8.0 


1682 


43580 


0.0 


50.0 


8.0 


1686 


46384 


0.0 


37.5 


8.0 


1689 


45682 


0.0 


37.5 ' 


8.0 


1698 


46396 


0.0 


50.0 


8.0 


1703 


38406 


0.0 


57.1 


7.0 ; 


1705 


44282 


0.0 


37.5 


8.0 


1706 


46400 


0.0 


37.5 


8.0 


1717 


46388 


0.0 


37.5 


8.0 
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SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <hal& 


T/N Colon Niim Ratios 


1722 


38416 


0.0 


42.9 


7.0 


1727 


42301 


0.0 


42.9 


7.0 | 


1728 


44978 


0.0 


37.5 


8.0 


1729 


42543 


0.0 


37.5 


8.0 


1732 


42535 


0.0 


37.5 


8.0 


1733 


45684 


0.0 


50.0 


8.0 


1737 


44990 


0.0 


50.0 


8.0 


1738 


45686 


0.0 


62.5 


8.0 


1739 


46390 


0.0 


37.5 


8.0 


1740 


42531 


0.0 


50.0 


8.0 


1746 


43243 


0.0 


37.5 


8.0 


1747 


43947 


0.0 


50.0 


8.0 


1749 


46055 


0.0 


50.0 


8.0 


1753 


44651 


0.0 


37.5 


8.0 


1756 


45347 


0.0 


37.5 


8.0 


1757 


42547 


0.0 


37.5 


8.0 


1758 


39816 


0.0 


42.9 


7.0 


1760 


44643 


0.0 


50.0 


8.0 


1763 


42555 


0.0 


37.5 


8.0 | 


1764 


39114 


0.0 


57.1 


7.0 


1770 


43945 


0.0 


37.5 


8.0 


1771 


44647 


0.0 


37.5 


8.0 


1776 


45359 


0.0 


37.5 


8.0 


1777 


42551 


0.0 


50.0 


8.0 


1781 


46049 


0.0 


37.5 


8.0 


1785 


42545 


0.0 


37.5 


8.0 


1787 


43261 


0.0 


37.5 


8.0 


1788 


44657 


0.0 


50.0 


8.0 


1793 


43249 


0.0 


37.5 


8.0 


1794 


43255 


0.0 


37.5 


8.0 


1796 


43959 


0.0 


50.0 


8.0 


1797 


40524 


0.0 


42.9 


7.0 


1801 


40526 


0.0 


42.9 


7.0 


1808 


43961 


0,0 


50.0 


8.0 


1814 


44661 


0.0 


50.0 


8.0 


1816 


40520 


0.0 


42.9 


7.0 


1819 


46075 


0.0 


50.0 


8.0 


1821 


46079 


0.0 


50.0 


8.0 


1822 


45375 


0.0 


37.5 


8.0 


1823 


41222 


0.0 


42.9 


7.0 


1826 


45367 


0.0 


37.5 


8.0 


1827 


46067 


0.0 


37.5 


8.0 


1831 


41224 


0.0 


42.9 


7.0 
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SEO ID NO 


Sootn) 


T/N Colon >2x 


T/N Colon <ha1fic 


T/N fVilnn Nnm Ratios 

X / ill VsVAVXX 1 1 UXX1 lVAUUd 


1834 


41230 


0.0 


57 1 


7 0 


1836 


39204 


0.0 


42 9 


7 0 


1845 


38504 


0,0 


42.9 


7 0 


1850 


40612 


00 

v. V 


4? 9 


70 

1 .V 


1851 


40616 


0 0 

\J.\J 


4? 9 


7 0 

/ .V 


1854 


40614 


00 

v.v 


42 9 


7 0 

/ .V 


1855 


40624 


0 0 

V.V 


42 9 


7 0 


1859 

A V>-»7 


3991? 


00 


42 9 


7 0 

/ .V 


1861 

X OU1 


39918 


0 0 


4? 9 


7 0 


1868 
1 ouo 


39906 
J77V/U 


0 0 

V.V 


4? 9 


7 0 l 
/ .v 


1 870 


38578 


0 0 


4? 9 


7 0 

/ .V 


IO/J 


39776 


0 0 

V.V | 


4? 9 


7 0 

/ .V 


1 OOJ 


38514 


0 0 

V.V 


4? 9 


7 0 

» .V 


1888 


38577 


0 0 

v/.v/ 


47 9 


7 0 

/ .v 


18Q1 

X071 


J7/,JU 


0 0 

V.V 


4? 9 


7 0 

f .V 


180? 


3997? 

J"7Ai 


0 0 

v.v 


4? 9 


7 0 ■ ! 

/ .V 


1 8Q8 


39974 


0 0 

V/.V/ | 


4? 9 


7 0 

' • v/ 


1906 


39936 


0 0 

V.V 


4? 9 1 


7 0 

/ .V 


1907 

X7V f 


40676 


0 0 

V/.V/ 


42 9 


7 0 

l «v 


1913 

X7XJ 


41740 


0 0 


57 1 


7 0 

/ .V 


1916 


40775 


00 

v/.v/ 


47 9 


7 0 

/ .V 


i 1977 


41641 


0 0 
v/.v/ 


42 9 


7 0 

/ .V 


1977 


47036 


0 0 

V.V 


42 9 


7 0 

/ .V 


1979 


41938 


0 0 

v/.v/ 


42 9 


7 0 

/ .V 




40235 

*TV.£r«/»/ 


0 0 

v/.v/ 


42 9 

•TZf.7 


70 

/ .V i 


1935 

17JJ 


381 17 


0 0 

v/.v 


42 9 


7 0 

/ .V 


1944 


40979 


0 0 

v.v 


42 9 


7 0 

/ .V 


1946 


4195? 


0 0 

v.v 


42 9 


7 0 

/ .V 


1949 


39577 


0 0 

v.v 


57 1 


7 0 

/ .V 


1950 


39533 


0 0 

V. V 


4? 9 


7 0 

l .V 


1954 

X~ J*t 


41944 
*r xyt*t 


0 0 

V. V 


4? 9 


7 0 

1 , V 


1957 


47046 


0 0 

v.v 


47 9 


7 0 

/ .V 


1961 

X y\JJ 


4134? 


0 0 

v.v 


4? 9 


7 0 

/ . V 


1964 

X7V/*T 


30535 


0 0 


4? 0 


7 0 


1969 

17U7 


40544 


0 0 
v.v 


4? 0 


7 0 

/ .V 


1970 


38871 


0 0 

V.V/ 


4? 0 


7 0 

/ .V 


1971 


40231 


0.0 


42.9 


7.0 


1972 


41647 


0.0 


42.9 


7.0 


1973 


41344 


0.0 


42.9 


7.0 


1977 


38823 


! o.o 


42.9 


7.0 


1980 


40943 


0.0 


42.9 


7.0 


1988 


38831 


0.0 


42.9 


7.0 


1990 


38127 


| 0.0 


42.9 


7.0 
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Table 8 



SEO ID NO 


SootlD 


T/N Colon >2x 


T/N Colon <halfic 


T/M CVilon Nntn Ration 

A / 1 > V>V1V11 X > LU11 ixauuj 


1992 


42044 


0.0 


42.9 


7 0 

1 ,v 


2007 


40945 


0.0 


42.9 


7 0 

1 .V i 


2008 


40953 


0.0 


42 9 


7 0 1 

/ .V 


2013 


38135 


0 0 


42 0 


7 0 

/ .V 


2015 


40059 


0 0 
v.v 


49 0 


7 0 

/ »v 


2022 


40240 


0 0 


49 0 


7 0 

/ .V 


2034 


30S51 

J7JJ1 


0 0 

V.V 


49 0 


7 0 


2036 


40040 


0 0 

V.V 


49 0 


7 0 


9038 


41651 


0 0 

v.v 


49 0 


7 0 


9049 


38143 


0 0 

vi.v 


49 0 


7 0 

/ .V 


ZrV/tJ 


38835 


0 0 


4? 0 


7 0 

/ .V 


9045 


38843 


0 0 


49 0 

■Tit.. 7 


7 0 


9060 


41087 


0 0 

v.v 


49 0 


7 0 

/ .V 


9068 
^uuo 


40S87 


0 0 

v.v 


49 0 


7 0 


9079 


30875 


0 0 

v.v 


49 0 


7 0 

/ .V 


9076 

Z»V / v 


40580 


0 0 

v.v 


49 0 


7 0 


2077 


38471 

•JOT / J. 


0 0 

v.v 


42 9 


7 0 

/ .V 


9070 


38483 


0 0 

v.v 


42 0 


7 0 

/ .V 


9081 


41983 


0 0 

v.v 


49 0 

*TZ#.7 


7 0 

/ ,v 


9190 


30105 


0 0 

v.v 


49 0 


7 0 

/ .V 


9191 


30801 


0 0 
v.v 


49 0 


7 0 

/ .V 


9195 


30103 


0 0 

v.v 


49 0 


70 

/ ,v 


9130 

Z. 1 J V 


30100 


0 0 I 
v.v 


49 0 


7 0 

1 .V 


9158 

Z, 1 JO 


40503 


0 0 

v.v 


49 0 


7 0 

/ .V 


9163 


40603 


0 0 

v.v 


49 0 


7 0 

/ ,v 


9177 


49000 


0 0 

v.v 


49 0 


7 0 

/ »V l 




30596 


0 0 

v.v 


49 0 


7 0 

/ .V 


91X7 


30536 


0 0 

V.v 


49 0 


7 0 

/ ,v 


9103 


4004? 


0 0 


49 0 


7 0 

/ ,v 


9105 


38190 


0 0 

U.v 


49 0 


7 0 


9100 


40938 


0 0 

v.v 


49 0 


7 0 

/ .V 


990? 


40940 


0 0 

v.v 


49 0 


7 0 

/ .V 


9704 


30579 


0 0 

V.v 


49 0 


7 0 


9906 


30534 


0 0 

U.v 


49 0 


7 0 


9908 


4901 1 


0 0 

V.v 


49 0 


7 0 

/ .V 


9914 


49013 


0 0 

v.v 


42 0 


7 0 

/ .V 


2224 


38132 


0.0 


42.9 


7.0 


2229 


40256 


0.0 


42.9 


7.0 


2235 


42343 


0.0 


37.5 


8.0 


2236 


43041 


0.0 


37.5 


8.0 | 


2237 


38144 


0.0 


42.9 


7.0 


2239 


39548 


0.0 


57.1 


7.0 


2243 


38842 


0.0 


42.9 


7.0 
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Tab 


e8 


SEQIDNO 


SpotED 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


2247 


38142 


0.0 


Ar> r\ 

42.9 


7.0 


2250 


00100 

38138 


A A 

0.0 


42.9 


H A 

7.0 


2257 


39552 


A A 

0.0 


57.1 


T A 

7.0 


2263 


39544 


0.0 


42.9 


7.0 


2270 


41650 


0.0 


42.9 


7.0 


2271 


40952 


0.0 


42.9 


7.0 


2272 


41652 


0.0 


42.9 


7.0 


2278 


38470 


0.0 


42.9 


7.0 


2279 


40954 


0.0 


42.9 


7.0 


2288 


43753 


0.0 


50.0 


8.0 


2290 


39176 


0.0 


57.1 


7.0 


2293 


39874 


0.0 


42.9 


, 7.0 


2294 


A f\£ f\f\ 

40590 


A A 

0.0 


42.9 


7.0 


2300 


40592 


0.0 


42.9 


7.0 


2304 


41292 


0.0 


42.9 


7.0 


2312 


39180 


0.0 


42.9 


7.0 


2314 


41294 


0.0 


42.9 


7.0 


2323 


39 1 92 


0.0 


42.9 


7.0 


2326 


39888 


0.0 


42.9 


7.0 


2327 


40584 


0.0 


42.9 


7.0 


2328 


41282 


0.0 1 


42.9 


7.0 


2329 


41990 


0.0 


42.9 


7.0 


2336 


39184 


0.0 


42.9 


7.0 


2338 


44459 j 


0.0 


62.5 


8.0 


2340 


40586 


0.0 


42.9 


7.0 


2341 


41992 


0.0 


42.9 


7.0 


2342 


44457 


0.0 


37.5 


8.0 


2345 


40580 


0.0 


42.9 * 


7.0 


2346 


39186 


0.0 


85.7 


7.0 


2347 


43747 


0.0 


50.0 


8.0 


2349 


41288 


0.0 j 


42.9 


7.0 


2350 


41986 


0.0 


42.9 


7.0 


2352 


38494 


0.0 


71.4 


7.0 


2353 


39188 


0.0 


85.7 


7,0 


2354 


41 996 


0.0 


42.9 


7.0 


2359 


40608 


0.0 


42.9 


7.0 


2364 


43 lo J 


u.u 


jU.U 


o.U 


2367 


41312 


0.0 


42.9 


7.0 


2368 


39198 


0.0 


42.9 


7.0 


j 2370 


41306 


0.0 


42.9 


7.0 


2371 


39904 


0.0 


57.1 


7.0 


2374 


45163 


0.0 


37.5 


8.0 


2376 


42002 


0.0 


42.9 


7.0 
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SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfo 


T/N Colon Num Ratios 


2380 


41310 


0.0 


42.9 


7.0 


2383 


39200 


0.0 


42.9 


7.0 


2386 


42899 


0.0 


50.0 


8.0 


2388 


45869 


0.0 


37.5 


8.0 j 


2390 


42901 


0.0 


37.5 


8,0 


2393 


45709 


0.0 


62.5 


8.0 


2400 


42893 ; 


0.0 


50.0 


8.0 


2404 


43585 


0.0 


37.5 


8.0 


2408 


43599 


0.0 


50.0 


8.0 


2412 


43587 


0.0 


37.5 


8.0 


2413 


44301 


0.0 


50.0 


8.0 


2414 


46411 


0.0 


37.5 


8.0 


2415 


42909 


0.0 


62.5 


8.0 


2422 


42895 


0.0 


37.5 


8.0 


2423 


44995 


0.0 


37.5 


8.0 


2424 


42911 


0.0 


50.0 


8.0 


2426 


45865 


0.0 


37.5 


8.0 


2429 


42885 


0.0 


37.5 


8.0 


2432 


42887 


0 0 


50.0 


' 8.0 


2434 


45705 


0.0 


37.5 


8.0 


2439 


42012 


0.0 


42.9 


7.0 


2442 


43593 


0.0 


37.5 


8.0 


2448 


42905 


0 0 


37.5 


8.0 


9449 1 


44303 ! 

TTJVJ 


0 0 

v.Vi 


50 0 


8.0 


2456 


45697 


0 0 


50.0 


8.0 


2468 


44305 


o.o 


62.5 


8.0 


2469 


43609 


0.0 


37.5 


8.0 


2471 


45009 


0.0 


50.0 


8.0 


2475 




0.0 


50 0 


8 0 


2476 


45719 


0.0 


37.5 


8.0 


2477 


43761 


0.0 


50.0 


8.0 


2478 


46431 


0.0 


50.0 


8.0 


2480 


44311 


0.0 


62.5 


8.0 


2483 


45017 


0.0 


50.0 


8.0 


2484 


46421 


0.0 


50.0 


8.0 


2485 


44313 


0.0 


50.0 


8.0 


2487 


45019 


0,0 


37.5 


8.0 


2489 


46417 


0.0 


37.5 


8.0 


2491 


46423 


0.0 


37.5 


8.0 


2496 


45713 


0.0 


37.5 


8.0 


2498 


46425 


! o.o 


37,5 


8.0 


2500 


45013 


0.0 


37.5 


8.0 


• 2502 


44319 


0.0 


37.5 


8.0 
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Table 8 









A/IN IaUOII VQolIX 


T/M fVilnn "Mum Pa tine 


95A1 
ZDUD 


*K3 /ZO 


U.U 


17 ^ 


51 A 
5.U 


95AA 
ZDU4 


404Z/ 


a a 
u.u 


D /.D 


a a 

O.U 


9^a^ 
ZDUD 


4Z534 


a a 
u.u 


17 < 


fi A 

o.v 




/1101ft 
43935 


a a 
u.u 


17 < 
D /.D 


Q a 
o.U 


951 A 


439DU 


a a 
u.u 


11 5 
J /.D 


o A 
5.U 


ZD1 / 


4530U 


n a 
u.u 


3/. 5 


ft A 
O.U 


ZDlo 


43944 


0.0 


*27 < 

3/. 5 


C A 
O.U 


057/1 

2524 


4534o 


U.U 


in * 
3/. 5 


ft A 

o.U 


ZDZ/ 


40UDZ 


a a 


17 * 


ft A 
O.U 


2532 


43940 


n a 
U.U 


17 5 

D I .D 


ft A 
o.U 


2534 


A111H 

43230 


U.O 


17 < 
3/.D 


ft A 

o.U 


2539 


4465U 


O.U 


17 5 
3 /.5 


ft A 
O.U 


2541 


43242 


n a 
O.U 


5A A 

5U.U 


ft A 
O.U 


2544 


All A A 

43244 


a a 
U.U 


5A A 

DU.U 


ft A 

o.U 


2549 


4oU5o 


a n 
U.U 


a 

DU.U 


ft A 
o.U 


255U 


4Z55o 


A A 
U.U 


17 ^ 


ft A 1 
O.U 


2551 


>I19£9 

43Z6Z 


A A 
U.U 


DU.U 


ft A 
o.U 


2555 


A C 1 /CO 

45169 


A A 
U.U 


17 5 
D 1 .J 


ft A 
o.U 


25oU 


425 5 U 


A A 
U.U 


11 5 


ft A 


ZD 03 


4ZDDZ 


A n 
U.U 


^7 5 


ft A 
O.U 


75£/l 

Zjo4 


43900 


A fi 
U.U 


DU.U 


ft A 
5.U 


ICQ 1 

2581 


/1U A£ft 

43905 


A A 
U.U 


17 5 

3/.D 


ft A 
O.U 


05Q7 
25oZ 


42554 


A A 
U.U 


<A A 
DU.U 


ft A 
5.U 


2591 


44ooU 


A A 
U.U 


17 5 
3 /.D 


ft A 
O.U 


2592 


a mm 
45362 


A A 
U.U 


17 < 
3/.D 


ft A 
o.U 


2596 


45376 


A A 
0.0 


oz.5 


ft A 
o.U 


2601 


45364 


A A 
0.0 


37.5 


ft A 
o.U 


2604 


45374 


A A 
U.U 


3/. 5 


ft A 
o.U 


2605 


4oUoo 


A A 

0.0 


17 <; 
3/.D 


ft A 
o.U 


2608 


453oo 


A A 
U.U 


17 ^ 
3 /.5 


ft A 
o.U 


2609 


A H(\1Q 

46078 


A A 
0.0 


^A A 

5U.U 


ft A 
O.U 


2613 


4466o 


A A 
0.0 


^A A 

5U.U 


ft A 
o.U 


2614 


453 /U 


A A 
0.0 


11 < 

3 /.5 


ft A 

o.U 


2619 


/lO coo 
43592 


A A 
0.0 


17 C 

3 /.5 


ft A 
o.U 


2620 


45o/5 


A A 
0.0 


17 ^ 

3/.5 


ft A 
O.U 


2621 


46Uoo 


A A 
0.0 


T< A 

/5.U 


ft A 
o.U 


1 9691 


49RR? 


0 0 

V.V 




8.0 


2629 


43588 


0.0 


37.5 


8.0 


2638 


44296 


0.0 


37.5 


8.0 


2639 


43401 


0.0 


50.0 


| 8.0 


2641 


44298 


0.0 


37.5 


8.0 


2642 


45710 


0.0 


50.0 


8.0 


2646 


45008 


0.0 


50.0 


1 80 
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SEO ID NO 


SnntTD 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


2647 


42910 


0.0 


62.5 


8.0 


2648 


43596 


0.0 


75.0 


8.0 


2649 


45706 


0.0 


37.5 


8.0 


2655 


46410 


0 0 


37.5 


8.0 


2658 


44994 


0.0 


50.0 


8.0 


2662 


45708 

"T J / VO 


0.0 


50.0 


8.0 


2666 


46416 

^V^X V 


0.0 


37.5 


8.0 


2667 


49919 


0 0 

v.v 


37.5 


8.0 


2671 


49909 

•tZ»7V/Z» 


0 0 


37 5 


8.0 


2673 


44300 


0 0 

v. V 


37.5 


8.0 


2676 

Z»V / V 


49904 


0 0 

v/.v 


50.0 


8.0 


9677 

Z,VJ / / 


43598 


0 0 

V.V 


50.0 


8.0 


2686 


42906 

■f Zr7 VV 


0 0 

v.v/ 


50.0 


8.0 


2688 


42695 


0.0 


37.5 


8.0 


2689 


46404 


0.0 


37.5 


8.0 


26Q0 

^V^V 


42898 


0.0 


50.0 


8.0 


2694 


45885 


0 0 

V.V 


37.5 


8.0 


2703 

Zr / UJ 


42908 


0.0 


37.5 


8.0 


2704 

Z> / V"T 


44292 

*TTZ»^Zi 


0 0 

V.Vf 


37.5 


8.0 


2710 


46412 


0 0 


37.5 


8.0 


971 1 

Z. / I l 


44306 


0 0 

V.V 


37 5 


8 0 

v/.v 


9713 

z, / u 


43614 


0 0 

V.V 


37.5 


8.0 


9715 
z / u 




0 0 

V.V 


37 5 


8 0 

(J. V 


9718 

z, / XO 


43619 


0 0 

v/.v 


50.0 


8.0 


9796 

Z# / Z#V 


43606 


0 0 

V.V 


87.5 


8.0 


9797 


43610 


0 0 i 


50,0 


8.0 


9790 

Z, / Z.7 


43609 


0 0 ! 


37 5 


8.0 


2739 

Z> / JZ/ 


45714 

*TJ / X*T 


00 

v/.v 


37 5 


8.0 


9733 

Z. / J J 


43604 


0 0 

V.V 


50 0 

./V.V 


8.0 


973Q 

Z, / J7 


45018 


0 0 
v/.v 


50 0 


8 0 

O. V 


i 9755 

Z. / J J 


45718 

*t-7 / XO 


0 0 

V.V 


37 5 


8.0 


9819 

Z-O XZ, 


46418 


0 0 

V.V 


37 5 


8.0 


1 2885 


46215 

*TVJZ» X.-J 


0 0 

V.V 


37 5 I 
j i .-/ 


8.0 


2966 


45529 


0 0 

V.V 


37 5 


8.0 


2Q83 


46229 


0.0 


37 5 
^ / .*/ 


8.0 


2984 


45533 


0 0 

V.V 


50 0 

•7V .V 


8.0 


3006 


43756 


0.0 


50.0 


8.0 


3011 


43758 


0.0 


62.5 


8.0 


3082 


46222 


0.0 


37.5 


8.0 


3093 


46212 


0.0 


37.5 


8.0 


3129 


42718 


0.0 


37.5 


8.0 


3145 


42710 


0.0 


37.5 


8.0 


3176 


43424 


0.0 


37.5 


8.0 
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SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfic 


T/N Colon Num Ratios 


3193 


44822 


0.0 


37.5 


8.0 


3211 


44818 


0.0 


50.0 


8.0 


3245 


45860 


0.0 


50.0 


8.0 


3257 


45858 


0.0 


37.5 


8.0 


3268 


42356 


0.0 


37.5 


8.0 


3269 


42364 


0.0 


37.5 


8.0 


3278 


45862 


0.0 


37.5 


8.0 


3296 


43064 


0.0 


37.5 


8.0 


3336 


45170 


0.0 


37.5 


8.0 


3339 


43768 


0.0 


50.0 


8.0 


3356 


43776 


0.0 


50.0 


8.0 


3359 


45176 


0.0 


50.0 


8.0 


3388 


42698 


0.0 


50.0 


8.0 


3393 


45184 


0.0 


37.5 


8.0 


3405 


45878 


0.0 


37.5 


8.0 


3412 


45884 


0.0 


37.5 


8.0 


3438 


46020 


0.0 


37.5 


8.0 


3439 


46032 


0.0 


50.0 


8.0 


3442 


46026 


0.0 


37.5 


8.0 


3443 


42516 


0.0 


50.0 


8.0 


3457 


44117 


0.0 


50.0 


8.0 


J"VJJ 


42719 


0.0 


50.0 


8.0 


3514 


43423 


0.0 [ 


50.0 


8.0 


3575 


46233 


0.0 


37.5 i 


8.0 


3595 


43054 


0.0 


50.0 


8.0 


3596 


42352 


0.0 


37.5 


8.0 


3605 


43746 


0.0 


50.0 


8.0 | 


3613 


42366 


0.0 


50.0 


8.0 


3650 


40101 


o.o ! 


42.9 


7.0 


3656 


39407 


0.0 


. 42.9 


7.0 1 


3698 


38695 


o.o ! 


42.9 


7.0 


3702 


40107 


0.0 


42.9 


7.0 


3711 


39401 


0.0 


42.9 


7.0 


3716 


39405 


0.0 


42.9 


7.0 


3723 


38697 


0.0 


42.9 


7.0 


3836 


42213 


0.0 


42.9 


7.0 


3870 


38717 


0.0 


42.9 


7.0 


3881 


38719 


0.0 


42.9 


7.0 


3919 


38707 


0.0 


42.9 


7.0 


3934 


38713 


0.0 


42.9 


7.0 


3955 


39419 


0.0 


42.9 


7.0 


4028 


42274 


0.0 


42.9 


7.0 


4039 


38772 


0.0 


42.9 


7.0 
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SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


4041 


42286 


0.0 


42.9 


7.0 


4045 


38770 


0.0 


42.9 


7.0 


4055 


42282 


0.0 


42.9 


7.0 


4059 


42284 


0.0 


42.9 


7.0 ; 


4097 


38774 


0.0 


42.9 


7.0 


4124 


40313 


0.0 


42.9 


7.0 


4131 


45625 


0.0 


50.0 


8.0 


4137 


41005 


0.0 


42.9 


7.0 


4140 


38203 


0.0 


42.9 


7.0 


4145 


46325 


0.0 


37.5 


8.0 


4146 


39611 


0.0 


42.9 


7.0 


4147 


40309 


0.0 


57.1 


7.0 


4153 


45619 


0.0 


37.5 


8.0 


4163 


41697 


0.0 


42.9 


7.0 


4166 


38899 


0.0 


42.9 


7.0 


4170 


38903 


0.0 


42,9 


7.0 


4171 


41003 


0.0 


42.9 


7.0 


4173 


40995 


0.0 


42.9 


7.0 


4175 


46321 


0.0 


37.5 


8.0 


4177 


41017 


0.0 


42.9 


7.0 


4182 


42474 


0.0 


50.0 


8.0 


4195 


42478 


0.0 


37.5 


8.0 


4197 


41015 


0.0 


42.9 


7.0 


4212 


41713 


0.0 


42.9 


7.0 


4214 


42480 


0.0 


37.5 


8.0 


4217 


43886 


0.0 


37.5 


8.0 


4228 


43888 


0.0 


37.5 


8.0 


4240 


44586 


0.0 


37.5 


8.0 


4252 


43188 


0.0 


37.5 


8.0 


4254 


45304 


0.0 


62.5 


8.0 


4263 


45996 


0.0 


37.5 


8.0 


4275 


46016 


0.0 


37.5 


8.0 


4277 


43198 


0.0 


37.5 


8.0 


4279 


44606 


0.0 


50.0 


8.0 ; 


4282 


42496 


0.0 


50.0 


8.0 


4285 


43900 


0.0 


37.5 


8.0 


4286 


44608 


0.0 


37.5 


8.0 


4288 


43902 


0.0 


75.0 


8.0 


4290 


46006 


0.0 


37.5 


8.0 


4293 


43192 


0.0 


37.5 


8.0 


4296 


42490 


0.0 


37.5 


8.0 


4299 


43896 


0.0 


37.5 


8.0 


4305 


42492 


0.0 


37.5 


8.0 
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SEQDDNO 


SpotED 


T/N Colon >2x 


T/N Colon <hal& 


T/N Colon Num Ratios 


4307 


46008 


0.0 


! 50.0 


8.0 j 


4317 


39941" 


* 0.0 


42.9 


7.0 


4324 


42053 


0.0 


42.9 


7.0 


4341 


38541 


0.0 


42.9 


7.0 


4343 


42055 


0.0 


42.9 


7.0 j 


4350 


39241 


0.0 


42.9 


7.0 J 


4371 


40647 


0.0 


42.9 


7.0 


4384 


41355 


0.0 


42.9 


7.0 


4386 


39261 


0.0 


42.9 


7.0 


4395 


39967 


0.0 


42.9 


7.0 


4397 


38559 1 


0.0 


42.9 


7.0 


; 4400 


40663 


0.0 


42.9 


7.0 


4403 


40669 


0.0 


42.9 


7.0 


4408 


39263 


0.0 


42.9 


7.0 


| 4421 


44930 


0.0 


37.5 


8.0 


4424 


42071 


0.0 


42.9 


7.0 


4425 


45638 


0.0 


37.5 


8.0 


4428 


44228 


0.0 


37.5 


8.0 


4429 


41371 


0.0 


42.9 


7.0 


4434 


45640 


o.o s 


50.0 


8.0 


4435 


44163 


0.0 


37.5 


8.0 


4436 


44171 


0.0 


37.5 


8.0 


4439 


42818 


0.0 ; 


50.0 


8.0 


4440 


45634 


0.0 


50.0 


8.0 


4441 


45644 


0.0 


50.0 


8.0 


4447 


43471 


0.0 


37.5 


8.0 


4448 


43536 


0.0 


62.5 


8.0 


" 4453 


44944 


0.0 


37.5 


. 8.0 


4454 


45646 


0.0 


37.5 


8.0 


4457 


44238 


0.0 


37.5 


8.0 


4458 


44936 


0.0 


50.0 


8.0 


4461 


44161 


0.0 


37.5 


8.0 


4469 


44938 


0.0 


50.0 


8.0 


4470 


45636 


0.0 


50.0 


8.0 


4477 


44804 


0.0 


37.5 


8.0 


4483 


44100 


0.0 


50.0 


8.0 


4544 


46230 


0.0 


37.5 


8.0 


4547 


45532 


0.0 


^ 37.5 


8.0 


4557 


45526 


0.0 


50.0 


8.0 


4573 


45536 


0.0 


37.5 


8.0 


4593 


41535 


0.0 


42.9 


7.0 


4594 


40.123 


0.0 


57.1 


7.0 


4600 


41525 


0.0 


42.9 


7.0 
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SEQ ID NO 


SpotED 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


4611 


40817 


s 0.0 


42.9 


7.0 


4620 


40821 


0.0 


42.9 


7.0 


4629. 


41529 


0.0 


42.9 


7.0 


4632 


40825 


0.0 


42.9 


7.0 


4645 


41527 


0.0 


42.9 


7.0 


4696 


41527 


0.0 


42.9 


7.0 


4718 


40823 


0.0 


42.9 


7.0 


4727 


38758 


0.0 


57.1 


7.0 


4729 


42229 


0.0 


42.9 


7.0 


4743 


38764 


0.0 


42.9 


7.0 


4754 


42235 


0.0 


42.9 


7.0 


4768 


42239 


0.0 


42.9 


7.0 


4835 


39472 j 


0.0 


42.9 


7.0 


4922 


40868 


0.0 


57.1 


7.0 


4938 


40866 


0.0 


42.9 


7.0 


4950 


41576 1 


0.0 


42.9 


7.0 


4978 


40870 


0.0 


42.9 ! 


7.0 


5065 


39488 


0.0 


42.9 ! 


7.0 


5117 ■ 


40888 


0.0 


42.9 


7.0 


5140 


40886 


0.0 


42.9 \ 


7.0 


5150 


40890 


0.0 


42.9 i 


7.0 


5165 


41588 


0.0 


42.9 


7.0 


5186 


41596 1 


0.0 


42.9 


7.0 


5228 


42290 


0.0 


42.9 


7.0 


5252 


43118 


0.0 


50.0 


8.0 


5300 


43114 


0.0 


62.5 


8.0 


5341 


45220 


0.0 


37.5 


8.0 


5360 


44518 


0.0 


37.5 


8.0 


5539 


43120 


0.0 


37.5 


8.0 


5559 


43812 


0.0 


50.0 


8.0 


5596 


43810 


0.0 


50.0 


8.0 


5643 


45224 


0.0 


50.0 


8.0 


5649 


45226 


0.0 


37.5 


8.0 


5665 


45922 


0.0 


37.5 


8.0 


5671 


43265 


0.0 


37.5 


8.0 


5701 


42573 


0.0 


37.5 


8.0 


5724 


45232 


0.0 


37.5 


8.0 


5752 


41161 


0.0 


71.4 


7.0 | 


5763 


41163 


0.0 


42.9 


7.0 


5812 


44591 


0.0 


50.0 


8.0 


5815 


43189 


| 0.0 


37.5 


8.0 


5817 


45293 


0.0 


37.5 


8.0 


5818 


42487 


| 0.0 


37.5 


8.0 
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SEO ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


5821 


43191 


0.0 


37.5 


8.0 


5825 


38917 


0.0 


42.9 


7.0 


5829 


38913 


0.0 


42.9 


7.0 


5836 


41875 


0.0 


42.9 


7.0 


5837 


45987 


0.0 


37 5 


8 0 


5847 


45289 


0.0 


37 5 


8 0 

o.v 


5848 


45989 


0.0 


50 0 

•J V.V/ 


8 0 

O. V 


5Q7Q 


445T7 


0 0 
v. v 


50 0 


8 0 
o.v 




44681 


17 5 


37 5 


8 0 

o.v 


8£ 
oo 


43981 


12 5 


50.0 


8 0 

o.v/ 


78 


44675 


37 5 


0 0 

V.V 


8 0 

o.v 


104 


42428 


37 5 


0 0 

v/.v/ 


8 0 
o.v 


3748 


45866 


37 5 


0 0 

V.V 


8 0 

o.v 


1 8^3 


39216 


42 9 


0 0 


7 0 

/ .V 


7 040. 


41657 


42 9 


0 0 

V.V 


7 0 

/ .V 


^148 ! 


40188 


42 Q 1 


0 0 

v.v 


7 0 

/ .V 


1 £ 
ID 


44200 


50 0 


0 0 

V/.Vr 


8 0 

o.v 




43404 

*T J*TV*T 


50 0 


0 0 

V. V 


8 0 
o.v 


ouu 


47108 


57 1 1 


0 0 

, V.V/ 


7 0 

/ .V 


4£84 


40125 i 


57 1 


0 0 

V/.V 


7 0 

/ .V 


1 S01 

1J71 


44634 


62.5 


0.0 


8.0 


1518 


46399 


71.4 


0.0 


7.0 


1978 


38827 


71.4 


0.0 


7.0 


17 . 


44202 


75.0 


0.0 


8.0 


1975 


41244 


85.7 


0.0 


7.0 


118 


43970 


87.5 


0.0 


8.0 | 


114 


43972 


100.0 


0.0 


8.0 
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Table 13 



ClonelD 


ESNo 


Cluster© 


SequenceName 


M00007960D:E09 


ES 168 


142842 


1513.A14.gz43J00454 


M00007963D.D03 


ES 168 


142614 


1513.A15.gz43_300470 


M00021925A:H07 


ES 168 


120049 


1513.D19.gz43_300537 


M00022072A:E12 


ES 168 


153316 


1513.E14.gz43_300458 


M00022135D:D06 


ES 168 


145815 


1513,F09.gz43_300379 


M00022255B:F12 


ES 168 


158321 


1513.H09.gz43_300381 


M00022445D:E12 


ES 168 


101499 


1513.J13.gz43_300447 


M00022537D:C05 


ES 168 


168195 


1513.L10.gz43_300401 


M00022622A:G01 


ES 168 


99011 


15 13 .N 1 6.gz43_300499 


M00022648C:D08 


ES 168 


169458 


1513.O03.gz43_300292 


M00022710C:H03 


ES 168 


171073 


1513.P18.gz43_300533 


M00023406A:G03 


ES 168 


189993 


152LC14.gz43_303619 


M00027018B:F01 


ES 168 


94539 


1521.F23.gz43_303766 


M00027100A:D12 


ES 168 i 


220463 


1521.H05.gz43_303480 


M00027103D:B05 


ES 168 


189073 


152LH06.gz43_303496 


M00027123D:F02 


ES 168 


186594 


1 52 1 .HI 3 .gz43_303608 


M00027126C:H05 


ES 168 


222818 


1521.H14.gz43_303624 


M00027219B:G12 


ES 168 


188309 


1521J06.gz43_303498 


M00027287B:H10 


ES 168 


217042 


1521.K08.gz43_303531 


M00027514C:F01 


ES 168 


187525 


1521 .N10.gz43_303566 


M00027517C:F08 


ES 168 


215366 


1521.N12.gz43_303598 


M00027586B:B03 


ES 168 


218904 


1521.O13.gz43_303615 


M00027587C:F02 


ES 168 


185056 


1521.O16.gz43J03663 


M00027694C:C11 


ES 168 


186404 


1521.P20.gz43_303728 


M00028061D:D10 


ES 168 


432159 


2128.A24.gz43_277785 


M00028359D:F09 


ES 168 


188377 


2 128.H1 5 .gz43_277648 


M00028627BF12 


ES 168 


427799 


2128.K06.gz43 277507 


M00032476D:F07 


ES 168 


155615 


2128.P17.gz43_277688 


M00032477A:B02 


ES 168 


125604 


2128.P18.gz43_277704 


M00032685B:C10 


ES 168 


427571 


2130.H13.gz43_278017 


M00032686C:D10 


ES 168 


38494 


2130.H16.gz43_278065 


M00032686D:GO9 


ES 168 


78607 


2130.H18.gz43_278097 


M00032695BA01 


ES 168 


44615 


2130.120.gz43_278130 


M00032703D:E10 


ES 168 


90192 


2130J18.gz43_278099 


M00032732A:A03 


ES 168 


376753 


2130.M21.gz43_278150 


M00032736A:B06 


ES 168 


429735 


2 130.N02.gz43_277847 


M00032738D:G11 


ES 168 


436888 


2130.N09.gz43J277959 


M00032745C:F03 


ES 168 


72838 


2130.O05.gz43_277896 


M00032766A:A10 


ES 168 


427907 


2131A0Lgz43J07885 


M00032779A:A04 


ES 168 


37875 


2131A19.gz43_308173 


M00032780A:B09 


ES 168 


48238 


213LA23.gz43_308237 


M00032783A.H08 


ES 168 


226324 


2131.B04.gz43_307934 


M00032786A:H04 


ES 168 


221686 


2131.B14 ? gz43J08094 


M00032809B:E10 


ES 168 


441801 


2131.E06.gz43J07969 



695 



WO 02/14500 PCT/US01/25840 



Table 13 





Ho INO 


wiusieriu 


S equenceName 


M00039R1 1 AGIO 


FC 1£8 
w 105 




9111 F19 fr-741 1A8A^5 
Zl D l.HlZ.gZ43__3UoU0J 


M00039RS7AR09 

iVXUUV/JZiOJ / A.Uvi. 


1AR 

HO 106 


D t i\) 1 1 


9111 Til fr«y41 1A8A85 
jLLD l.llD ,gZ4 D_jD U 51/53 


M00039R5RTYH1 1 

lYlvUvJZO JO-L/JTll 1 


FQ 168 

HO 105 


9£09£ 

zoyzo 


9111 T10fw41 1A8181 
Z 1 D 1 .1 iy ,gZ4 j_oU5 1 5 1 


1VIU U v 3 £, 0 J y .HU** 


FC 168 


A A1 87/1 
H415 /4 


9111 T71 cttAI 1A8711 
Z 1 3 1 . JLZ 1 .gZ43_J U oz 1 o 


MflfifllORfiS AT)1 1 

1V1UUU 3ZOO 3 A. U 1 1 


FC 1A8 

M 105 


/MA98A 


9111 T1/^*r-y41 1A8114 
Z 1 D IJ 1 0 .gZ43_ D Uo 1 3 4 


MAf)fll9879P- Am 
1V1UUU jZO /ZH.AUZ 


FC 1£8 
Ho 105 


OZUlO 


7111 VII *v»41 1A8A55 
Z 1 3 1 .K 1 1 .gZ43_3 U oU D D 


maaai988£ a -nn/t 

1VIU U U J Z 5 5 0 A. UU4 


FC 1A9 
CrO lOo 


/teoiB 
4oZ3o 


Zl3 1 .MUZ.g243_3U /y 13 


MAHA19Q i AR-nno 

lVLUUU3Zy 14 D.LMjy 


FC 

JZ»o lOo 


1Z451 


7111 "D18 rr^41 1A8177 
Z131..T lo.gZ43_ 3Uol / Z 


madaioqi 5p-nAi 


FC 

CO 10O 


178A^ 


7111 P10fr-y41 1A8188 
Zl3l.xiy.gZ43_3U51o5 


TV/rAnni0A47r*- a A5 

iYlUUU3yU4/I^.AU3 


fc 

XiO 105 


07/TA44 
J / 0U44 


7157 A18fyv41 778401 
Z 13Z . A 1 5 .gZ4J_Z / o4y 1 


\4AnAiQA57R-HAi 
iviu uu 3 y uj zp . riu 3 


FC 

JCo 105 


1/^/1^1 
jOhj j 


7159P14n-»41 978478 
Z 1 J L . D 14 .gZ43 w Z / o4Zo 


A/TAAAIOAAOTYF 1 9 
J\lUUU3yUOyjL/.niZ 


FC 1£2 

Jtio 105 


187^1A 


7157ni7#vy41 778108 
Z 1 D Z .U 1 Z .gZ43__Z / 03 y 5 


a>ta a ai o 1 no a -wag 


FC 

aSo 105 




7 1 57 U1 A r*^A1 OT81TA 

Zl3Z.rllU.gZ43__z/o3 /U 


A/fAfiAioi 7 i r*«pn^ 

1V1UUU3 y 1 Z 1 L, . WO 


FC 

iJrO 105 


J /j*t ID 


7157 T18 n^41 7785AA 
Z 1 DZ. J 15.gZ4 3_Z / 5 jUU 


a4aaaiqi sitvfai 

1V1U U U 3 V 1 5 3 O . HU 3 


fc i^a 

Jqo 105 


nUUO 1 / 


717£ AAO <yt41 7818A8 
Zl /O.AUy.gZ43__Z51oU5 


a/taaaigi 84 a* aab 

1VLUUU 3 y 1 54A. AU5 


FC 16% 
EfO 105 


/1AAA47 
WUU4 / 


7 1 1d A 1 1 /*t41 781877 
Zl /O.Al3.gZ43_Z515 /Z 


iv/f aaaioi 84r , 'f n A5 


FC 

Xio 105 


AA7/11 1 
4UZ*tl 1 


917^Al^o-r41 781Q1A 
Zl /O.A10.gZ43_Z5iyZU 


\/f Annio9 i 4P-"n 1 7 

]VlvVJU3yZ 14V^. JLI 1Z 


FC If^ft 
Ho 105 




7151 TiA8 o-»41 978814 
Zl 33.1/U5.gZ43_Z 7 5534 


iv/fAflAiQ779r*'riA£ 

1V1UUU J yZZZV^. UvO 


FC 1^8 
Ho 105 


D ID /UO 


7151FA1^41 77875^ 
Zl 33.rU3.gZ43_Z /5 /DO 


iv4AfiAio94A a -was 

1V1U U U3 yZ4 UA.nU 5 


FC 1^8 
Ho 105 


1QAA17 


7151 TA8 rr?41 978810 
Z 1 J3.1U5.gZ43_Z / 55Jy 


a/taaaio74i a -mi i 
iviuuu3yz4iA.xii i 


FC 1£8 
Ho 105 


17A18/1 


7151 T11 rr-z41 978887 
Z 133.11 l.gZ43_Z /555 / 


\4AAA1Q7 44C«F 1 A 

muuu3yz44i^.r iu 


FC 1£8 
Ho 105 


D /yu'i-o 


7151 TA£ rrrrAI 0788A8 

Zl33JU0.gZ43__Z /55U5 


a4aaaiqo5i A*mo 

lVLUUU3yZ3 1 A.UrIZ 


FC K8 
Ho 105 


3 1 LyDL 


7151 VIA <yt41 978017 
Zl33.IVl4.gZ43_Z foyj 1 


a/taa ai oo ia p • rn o 

MUUUjyZ /4U.U1Z 


FC 1A8 
Ho lOo 


37750£ 

j / / jyo 


0151 HA8 078845 
Zl j3.LIU5.gZ43_Z /5543 


\/f AAAioiiAn-PiAQ 
iVlUUU3y 3 3Ud XvJy 


PC 1£8 
Ho 105 


/;AA17 


0 1 54 OA5 rr-r41 07Q171 
ZlD4.VJUj.gZ43_Z/yi ID 


A/f AAAlOllA A «rw7 
MUUU3y330A.vAJ / 


FC 1£8 
Ho 105 


17AA/Ld 


7154 f^71 rr^Al 070400 

z 1 34.VJZ i .gz43_z / y 4zy 


A/TAAAlQ^^r^f^Aa 


T7C 1£8 
Ho 105 


10AQA8 

jyuyos 


0154 T18 rr-y41 07O181 
Zl34.115.gZ43_Z/y3o3 


aaaaaioiaiP'I-ii a 
iviuuu3y303r>.riiu 


FC 1A8 
Ho 105 


AAOHA 


7171; "RAO rr^41 081^07 
Zl /0.13UZ.gZ43_Z510y / 


A/f ftAAlOl^P'P 1 A 


T7C 1A8 
Ho lOo 


/1AA1 71 
4UU 1/1 


0 1 16 "Rl 7 rr-y41 081857 

Z 1 /O.H !Z.gZ43_Z5 153/ 


A/TfiAA101£<rV A A7 
MUUU3 y 3 DOLI . AUz 


FC 1/^8 
Ho 105 


/1A/171^ 


7 1 16 P 1 1 <tt41 081871 
Zl /O..Dl3.gZ43_Z515/3 


A/f AAA1QHCOTVR 1 1 


T7C 1 /C8 
Ho lOo 


4A71 05 

w/iyj 


717£ r*A7 cwtAI 081£08 
Zl / 0. i^UZ . gZ43_Z 5 10y 5 


AifAAAOQOOl A •T3A1 

MUUUiyi / 1A.HU1 


"EC 1A8 

Ho loo 


4U /44o 


OT7£ r^AO rr^/11 081708 
Zl /0.VAF/.gZ43_Z51 / /5 


AT AAA'S dl .T3AQ 


TJC 1 /TO 

Ho lOo 


4UjO/1 


717^^10^41 081858 
Zl /0.dZ.gZ43_Z51535 


A>TAAA1Q175 A .PAO 


T7C 1£8 
Ho lOo 


411 194 
4111Z4 


7 1 7< P 1 7 #tt41 781018 
Zl /0.U1 / .gZ43_Z5iy35 


AAAHA10170 A -"TlAl 


FC 168 
Ho 105 


41 1085 

41 iysj 


0 1 16 Tl A7 n-»41 781A00 
Zl /O.JL/UZ.gZ43_Z510yy 


A/TAAA10/1A4P'/'^1 1 
MUUU3y4U41i.VJl 1 


FC 1/;8 
Ho 105 


177/;0A 

j i /oyo 


0 1 54 A>f A4 **t41 070 1 61 
Z l34.1VlU4.gZ43_Z /y 103 


A/f AA AI O/l/l OP «FAO 

jviuuu 3 y*j*fUL/ .r uy 


FC 1£8 
Ho 105 


J fOZDD 


9155 A 94 rr-wll 070855 
Z 1 3 D . AZ4 .gZ43_Z f y 5 3 D 


M0003945 1 BC06 


ES 168 


389425 


2155 B19 ez43 279776 


M00039451B:F01 


ES 168 


378420 


2155.B21.gz43_279808 


M00039457A:D07 


ES 168 


373973 


2155.C12.gz43_279665 


M00039479A:A10 


ES 168 


376439 


2155.F16.gz43_279732 


M00039479D:C06 


ES 168 


375510 


2155.F21.gz43_279812 


M00039499C:G09 


ES 168 


413767 


2176.E09.gz43_281812 


M00039502D:H03 


ES 168 


401675 


2176.E19.gz43_281972 



696 



Table 13 



Clone© 


ESNo 


ClusterlD 


S eflii en ceNarn e 


M00039503B:G05 


ES 168 


413621 


2176.F01.gz43 281685 


M00039503D:E08 


ES 168 


412621 


2176F02ez43 281701 


M00039504B.F05 


ES 168 


402941 


2176F06fiz43 281765 


M00039505B:G07 


ES 168 


413627 


2176 F13 ez43 281877 


M00039507D:E03 


ES 168 


412483 


2176 F24 2243 282053 


M00039508DC03 


ES 168 


411113 


2176G03ez43 281718 


M00039514AG03 


ES 168 


402392 


2176G24ez43 282054 


M00039514BE07 


ES 168 


40771 1 

"V/ //XX 


2 1 76 H02 <*z43 28 1 703 


M000395 1 6CH06 

AVXV/VV*J^-J X WX^.XXWW 


ES 168 

X-rVJ X WO 


400633 


2176 H09 ^743 281815 


M0003 952 1 A D02 


ES 168 


400454 


2176H20ez43 281901 


M00039521CB01 


ES 168 


405932 


2176 H22 ez43 282023 


M00039523AD09 


ES 168 


402411 


2176 104 2z43 281736 


1VT00039525 BFT03 


ES 168 


409612 


2176 114 ffz43 281896 

^X / W.X X i -J^. iOll)7U 


M00039527BD06 


ES 168 


406855 


2176 119 ez43 281976 


M00039530BH07 

UlUUUJ/JJ WXJ.X J.W / 


ES 168 


414355 


2176J04ez43 281737 


M0003 95 3 4 A H04 


ES 168 


49950 


2176 J13 ez43 281881 


M00039534DE07 


ES 168 


412416 


2176J17ez43 281945 


MG0039536BE10 


ES 168 


402147 


2176J20sz43 281993 


M00039536BH03 


ES 168 


413997 


2176 J21 ez43 282009 


M00039537BF06 

X VX JJ / XJ . X W 


ES 168 


401510 


2176J24ez43 282057 


M00039562AD10 


ES 168 


400428 


2176K08ffz43 281802 


M00039562DB02 


ES 168 


400233 


2176K10ez43 281834 


M00039562DG01 


ES 168 


408986 

TV W +f \J\J 


2176 Kll ez43 281850 

■w X # V *X^. X X tfcirTw *^ X — ^ V/ 


M00039563CD01 


ES 168 


407260 


2176 K13 ez43 281882 


M00039564BF08 


ES 168 


408306 


2176K18az43 281962 


M00039564CH05 


ES 168 


409589 


2176 K21 sz43 282010 


M00039565BH09 


ES 168 


402287 


2176K24sz43 282058 


M00039566DF08 

1YXWWW.7 7J WWX-/.X-/WO 


ES 168 


400628 


2176L06ez43 281771 


M00039568CF05 


FS 168 

lju X WO 


94771 


2176Lllez43 281851 

A> X / V/ . X X tirnJ jOOXOw'X 




F^ 168 

X_/0 X uo 


408649 


2176 L24 ez43 282059 




FS 168 

JLjtJ X WO 


406499 


2176M13 2z43 281884 


Mfln039586D r>Oi 


FS 168 

l~/vJ X WO 


406734 


2176 M17 ez43 281948 


iVfii0039588 A FN 2 

IVXV W W J 7-/ O OxV.X X X 


ES 168 

IjU x wo 


202308 


2176 M20 ez43 281996 


M00039588BH02 


ES 168 


409262 


2176 M21 ez43 282012 


M00039588DF10 

1yXvWV«?7«JuOX^/,X^ IV 


ES 168 


402049 


2176 M22 ez43 282028 


M00039592CF09 


ES 168 


413346 


2176N07ez43 281789 


M00039592DF0 1 


ES 168 


401005 


2176N09ez43 281821 


M00039594A:F09 


ES 168 


413133 


2176.N14.gz43_281901 


M00039599A:E08 


ES 168 


407964 


2176.O07.gz43_281790 


M00039605D:E02 


ES168 


401426 


2176.P01.gz43_281695 


M00039606C:B07 


ES168 


202308 


2176.P07.gz43_281791 


M00039607A:F05 


ES 168 


402147 


2176.P09.gz43_281823 


M00039610A:G11 


ES 168 


413915 


2176.P23.gz43_282047 


M00039619C:B01 


ES 168 


376994 


2155.116.gz43_279735 



697 



WO 02/14500 PCT/US01/25840 



Table 13 



ClonelD 


ESNo 


ClusterlD 

V>J>UOlA>l JUL' 


Spniipnp-fiWpmf* 


M00039632A:C01 


ES 168 


60037 


2155 J03 ez43 279528 


M00039664B:H10 


ES 168 


376839 


2155 N05 ez43 279564 


M00039665C:B01 


ES 168 


.379805 


2155N15ez43 279724 


M00039674BG11 


ES 168 


373680 


2155 Pll o^43 279662 


M00039675CC05 


ES 168 


379879 


2155P22oz43 279838 


M00039679CA02 


ES 168 


379279 


2164A24ffz43 280239 


M00039681BF05 


ES 168 

X-/0 X WO 


379046 


2164 B 15 <rz43 280096 


M0003 9698 A- A06 


ES 168 


396785 


2164 D18 ffz43 280146 


M00039730BB07 


ES 168 


398028 


2164H18&743 280150 


M00039734AE06 


FS 168 

X-/0 XWO 


377772 


2178A12cr743 989310 


M00039759DD07 

lVXWWW«7x / JaL/.I/w / 


FS 168 


409070 


2178 R16 074^ 989^75 


M00039753BA1 1 


FS 168 


401748 


2178 B17 ^743 989391 

An X # O.XJ X / igfiTJ X-OZ, J " X 


M00039760RF1 1 


FS 168 

X-/LJ 1 WO 


419751 

*T X 17 1 J X 


2178ri5oz43 289360 


M00039760P H07 


FS 168 

i>0 XWO 


420504 


2178ri8f7z43 989408 


M00039774AF11 

1VjIWWW«7 7 / / TrV.Jj X A 


ES 168 


380025 


2164T10pz43 280023 


M00039778DD05 


ES 168 


397167 

J/ / X w / 


2 1 64 J03 0z43 2799 1 2 


M00039R90TVF08 


FS 168 

J-sO XWO I 


376074 

J / WW f*T 


9164 024O743 280953 


M00039893DD09 


FS 168 

j_>o x wo 


216179 

ZrX WX / 7 


2164P1O0z43 280030 

ArlUf.I ll/.^ZiTJ ZrOWv«7W 


M00039871C-r01 


ES 168 


398061 


2165 F09 ez43 280388 


M00039883DG06 


ES 168 

XwJ IvU 


373905 


2165 HOI ez43 280262 


M00039885BA10 


ES 168 


393635 


2165H06ez43 280342 


M00039893AG12 


ES 168 

XVW 1UO 


376808 


2165 110 ez43 280407 


M00039905BF09 


ES 168 


376773 


2165 K01 ez43 280265 


M00039977CC05 


ES 168 


67549 


2165P01ez43 280270 


M00039978DC04 


FS 168 


396969 


2165 P07 ez43 280366 


M00039986BA11 


ES 168 

XvL7 X WO 


375655 


2166A06ez43 281279 


M00039988BC08 


FS 168 i 


379879 

J / .70 I 7 


2166 All ffz43 281359 

!(ilUU.Al X .g^CiT.7 


M0004000 i a fto? 

1VxV7VI/*twwV/ x/VxxVz» 


FS 168 


398831 

J700J X 


2166A23o-743 281551 


Mooo4oo7orrii i 

!VXWWW*tWW / \J\s.U X 1 


FS 168 

Iju X WO 


377696 

J / / w^w 


2166 Til a743 281368 


XVXV7VJ W*TW W / VJi_/. X 


FS 168 

J_/k7 X WO 


233814 


2166K07ez43 281305 


M00040096DC03 

ATX W W W*T W \J ✓ W XJ . V/ V/ -/ 


FS 168 

X_/k7 X wo 


379879 


2166N07&z43 281308 


M000401 1 3CFT09 


FS 168 

Xn/k7 X WO 


185432 


2166P24ez43 281582 


mooo40134A*ao7 


FS 168 


40941 1 


9178 D07 0743 289233 


M00040141 AGIO 


FS 168 

LZnJ X WO 


417959 
*tx / 


2 1 78 F04 0743 282 1 86 


Mfln040 1 45RP 1 9 


FS 168 

J_Vm X WO 


385980 


2178 F21 0743 289458 

Z> X / O .Xw£> X .&Z/T.7 ZfOZiTJO 


M00040 1 6oc« a 04 


FS 168 

X-/l> xwo 


414891 


2178 G05 0743 282204 


mooo4oi (\\ r-H06 

ivi u u v/*f\/ ioiv^ .xxv w 


FS 168 


417496 


2178Gll0z43 282300 


M00040161D:C03 


ES 168 


415527 


2178.G12.gz43_282316 


M00040171B:F01 


ES 168 


416819 


2178.H19.gz43_282429 


M00040171B:H03 


ES 168 


402353 


2178H20.gz43_282445 


M00040181B:B06 


ES 168 


418340 


2178J12.gz43_282319 


M00040181B:C05 


ES 168 


403837 


2178J13.gz43_282335 


M00040183B:C06 


ES 168 


418682 


| 2178.K02.gz43_282160 


M00040183D:C08 


ES 168 


402534 


2178.K05.gz43_282208 



698 



Table 13 





Ho INO 


L/iusterLU 


S equenccName 


Mftftft4fil RRR*FfiS 


F9 16R 

CO XOO 


4 i yz D D 


917RTft7»'7A^ 7R77A1 
Z 1 / o .i-rU / .gZ4J__ZoZZ4 1 


Mftftftdfi 1 ROD* A 06 


F°, 168 


Aft 4 * 1 
HUj I j4 


7 1 7R T 1 7 avAl 7R7771 
ZI /O.JL/lZ.gZ4J_ZOZJZl 


1V1UUU4U I7UD.IAJZ 


F°, 1651 

HO lOO 


41545Z 


7 1 7ft T 1 A nvAfl 7ft7*2 
Zl /o.JLfl4.gZ4^_ZoZJJO 


AAAftAAAi 06R-fi ft 
iviuuu4Uiyo.D..r iu 


HO 105 


/II /C0 1/1 

4ioy 14 


717ft I 7A rrrrAI 7ft7AA0 
Zl /o.HZU.gZ4j_Z5Z44y 


MftftftAftl 07R»TVK 
ivlUUU4U 1 7 fO.XJV D 


PC 16R 


/tl C0<A 


717ft AAA*2 nnAI 7ft717ft 
Z 1 / 5 . iVIUj .gZ4 Z OZ 1 / o 


A/f ftnAAAOOO A 'FAzC 
1V1U U U4 UZZZ A . HUO 


P?d 1£R 
Ho 105 


^718^ 
J / lo5 


717ft A/177 nrrAI 7ft7A»0 
Zl /o.JVlZz.gZ4J_Zoz4oz 


A/innAAAooor'-PA/c 

MU UU4UZZZl^ . nu 0 


T7C 1£8 
Ho 105 


A1/C57A 
4lOJ /U 


0 1 7ft XTA*2 rwrAI OftOITO 

Zl /o.INU3.gZ43_zozl /y 


A/rAAAAAoo^Ta-f^n^ 

1YLUUU4UZZ J D .IJUO 


ec i/cq 
no 105 


A 1 77/1 A 
41 /Z4U 


7 1 7ft AIA7 nvAl 7fl77ATJ 
Z 1 /o .WU / .gZ43_zozz43 


AAnnnAnoo7 a 'FA7 

1VIUUU4UZZ /A.HU / 


HO 105 


AA7A7A 
4UZU/U 


7 1 7ft Ml /C rr-rAT 7ft7*2ft7 
Zl /o.IN 10.gZ4j_Z5ZJo / 


A/TAAAA A7*3A13-'RA 1 
1V1UUU4UZ JUD . DU 1 


T7Q 1/C8 

£rd 105 


Al -*\A<» 
41jUDS 


717ft AA7 crrrA 1 OftOOA/l 
Zl /o.UU/.gZ4J_ZoZZ44 


aaaoaa aoio^-tjao 
muuu4Uz j^cr uy 


HO 105 


A 1 /C7/^1 
4IO/OZ 


Zl /6.UZl.gZ4i_ZOZ405 


AinnnAn77^r , *nn7 

1YLUUU4UZ J 3 ^ . U uz 


ThC IAS 
105 


AA7AAO 
4UZU4y 


7 1 7ft DAA rt^A'i 7ft7 1 07 
Zl /o.JrU4.gZ4J_ZoZiy / 










A/rftAA*207A7 a -un^ 
iviuuuoy /4 /A.riuo 


EC 1/CQ 

no ioy 


4ZOoo4 


7 IRA Am et^A'X 7ft7/C0O 
Z 1 54.AU D .g24 j^zozoy y 


A/rnn A7G7A8 a -t? i 7 

IYIUUUj V /45A.H1Z 


PC 1£Q 

Ho ioy 


4ZZ /oo 


71ftA AA^ cwtA'X 7R77Q1 
Z 1 54. AU3 .gZ4o_ZoZ lo 1 


aa n n aq 07Aon • nn ^ 


EC 1/CQ 

Ho ioy 


An770ft 

4uzzyo 


OlftA AAQ/YtyA*} 0ft7770 
Zlo4.AUo.gZ4j_ZoZ / /y 


A/ffVWio7<»nr' , 'T7A8 
Muuujy / jU^.rUo 


Ho ioy 


AnTi A/C 
4UJ jUO 


71ftA A17*ytA7 7ft700*J 
Z 1 o4. Al / .gZ4 o^LojLyA d 


A>fnnn # jo7/C7r , «r^i 1 
Muuujy /ozu.ijii i 


EC 1/CO 

Ho ioy 


1 AA77A 
14UZZ4 


Zlo4.AZZ.gZ43_Z0JUUJ 


a/ia^ao gooa!**' .daq 


Ho ioy 


4Z4/y3 


OlftAUOl rrrwAI OftOOftft 

Zlo4.r>Zl.gZ4J_ZoZyoo 


AAAAA'20QA7 A 'flf\& 

iviuuu.5yy4 /a.vjuo 


T7Q 160 

Ho ioy 


A7^7A7 


7 1 RA P 1 7 avAl 7R70*)^ 
Z154.V/1 / .gZ4J__ZoZyZj 


Ayfnnn^oo^nr*«r*n^ 


EC 1AO 

Ho ioy 


4UJ3U0 


71RAT^A1 ^tA'J 7R7^7A 
Z 1 54. LIU 1 -gZ4 J_Z5Z0 / U 


A/Tfthn^ oo^ 8r> .ha^ 


EC 

Ho ioy 


AftOAAO 
4UZU4y 


7 1 ftA n 1 /C nfAl 7ft701A 
Z 1 54 . Ul 0 .gZ4j_Z 5Zy 1 U 


A/TftftftAno 1 rnvr'no 

JV1UUU4UZ 1 \)MJ.\*\)y 


EC 1/TQ 

Ho ioy 


A7AQQ/C 

4Z4yyo 


7 1 ftA 17 1 7 rrrrAI 7ft7ftAft 

Zlo4.r lZ.gZ4j__Z5Z545 


aaaaaa A7 A8 a >d(\Q 

IVlUUU4UZ45A.VjUy 


ec i/;o 

Ho ioy 


AA70A1 
4UZy4 1 


7 1 7ft P 1 0 iytA** 7R7AQ7 
Zl /o.r iy.gZ4j - _ZoZ4J / 


Ayrnnn/ino oar t=?aq 
iviuuu4 uzy*to .nuy 


EC 1 /CO 

Ho ioy 


AA770R 
4UZZyo 


7 1 RA l^7A f»-7A7 Oft'JAAl 
Z 1 54.VJZ4.gZ4.5_Zo JU4 1 


A/rnnn4n707P«r^nA 
MUUU4Uzy /X>.VJU4 


EC l/CO 

Ho ioy 


47*271 A 
4Z3Z14 


7 1 ftA 141 7 n-yA1 7R707A 
Z 154 .111 / .gZ4J_Z5ZyjU 


A/iAAAAA*a i ftP-'BAO 
MUUU4U3 io^.uuy 


EO lAO 

Ho ioy 


AA*3 111 
4U D 111 


7 1 ft A TAA cttA** 7ft77*)A 
Z 154JU4.gZ4j_ZoZ /Z4 


aaah aa ai ioa •tj/vj 
MUUU4U.3 iyA.HU.3 


EC i/;o 

Ho ioy 


A77^A7 
4ZZ34Z 


71 ftA TA7 nvAl 787777 
Z154JU/.gZ4J_Z5Z/ /Z 


aaaaaa as i or^-irAs 
MUUU4U3 1 VCr Uo 


Ho ioy 


Zjjj /O 


71 ftA T1 A rrTA*2 78780 A 
Z154.J !U.gZ4j_Z5Z5ZU 


A/ff\f\f\A A*2 1 OTV#T11 A 

MUUU4U5 lyL/.LrlU 


EC 1 £0 

Ho ioy 


4Z3j34 


OT8A T1 1 n*rA1 OSOS'J/C 
Z 1 54. J 1 1 .gZ4 J_ZoZo JO 


A/rAnAAA*joA a -pn^ 

MUUU4U 5 ZUA.dUO 


EC 1 £0 

Ha ioy 


A A 1 7A 8 
4U1 /4o 


0 1 8A T1 0 f¥TA3 080850 
Z154.J lZ.gZ4J__Z5ZoJZ 


aviaaaaa'jooiJ' a Aft 
MUUU4U3zz.D.AUo 


EC 1/CO 

ho ioy 


A7AO<C 
4ZUyDo 


0 1 8A If AO n^AI O80/CO*2 
Z 1 54.1vUz.gZ4j_ZoZOy3 


AvTAftAA A*207TVUA/I 

MUUU4U Jz J D .r U4 


ec i/:o 

Ho ioy 


4ZJUUo 


0 1 8A V1 1 cwAI 0808/CO 
Z 1 54.1S.1 J ,gZ4 J_ZoZooy 


AJTAfVM A*208IV A A*i 

MUUU4UjzoJU.AU j 


EC 1 /CO 

Ho ioy 


4uzzy<s 


OlftA T Al rr~yA1 080/C78 
Z 1 54 .HU 1 .gZ4 J__ZoZO / o 


A/fAAAAA'asATVPi o 

MUUU4U J J \)U . 1 Z 


EC 1/CO 

Ho ioy 


A7 1 87£ 
4ZloZO 


7 1 8A T 1 A nTA'X 787877 
Z 1 54 . Li 1 U .gZ4j_Z 5 Z 5 ZZ 


A/f aoaa n*2 *3 8/"* .nn^ 
JYlUUU4U3^ov/.JJUD 


EC 1 /CO 

ho ioy 


jyo^uy 


018A AVT1A r^rrAI 0808BO 
Z154.JYll4.gZ4j_ZoZ55 / 


AjfAfiAAA*2A7'n«T5i i 
MUUU4U J4 / B.D 1 1 


EC 1 <0 

ho ioy 


4Z4/Zi 


Ol 8 A AT1 1 r***A1 0BO8O0 
Z154.INXo.gZ4J_ZoZ5 1 L 


Mftftft40363AG07 


16Q 


twJOJ / 


7 1 R4 O04 (T743 7R2720 


M00040364B:E11 


ES 169 


422590 


2184.007 .gz43_282777 


M00042341A:D08 


ES 169 


! o 


1561.A04.gz43_314441 


M00042341A:H04 


ES 169 


0 


1561A06.gz43_314473 


M00042341D:G11 


ES 169 


0 


1561.A14.gz43_314601 


M00042342A:B04 


ES 169 


0 


1561A15.gz43_314617 


M00042342C:H03 


ES 169 


0 


1561A18.gz43_314665 



699 



Table 13 



ClonelD 


ESNo 


ClusterTD 


UvUUBUvwli CUllvs 


M00042342D:D03 . 


ES 169 


o 


1561A20ez43 314697 


M00042343A:C05 


ES 169 


o 


1561A24ez43 314761 


M00042343B:D05 


ES 169 


o 


1561B04ez43 314442 


M00042343B:E06 


ES 169 


o 


1561 BOS ez43 314458 


M00042343BF12 


ES 169 


o 


1561B06ez43 314474 


M00042343D-F08 


ES 169 


o 


1561B09ez43 314522 


M00042344B*F02 i 


ES 169 


o 


1561 B17 ez43 314650 


M00042344B HI 2 


ES 169 


o 


1561 B19 ez43 314682 


M00042344DF03 

ITJLV/ W ~ X**J 1 IJL/il \J 


ES 169 


o 


1561 C01 ez43 314395 


M00042345AE04 


ES 169 


o 


1561 C03 ez43 314427 


M00042345B-A05 


ES 169 


o 


1561 C05 ez43 314459 


M00042345DB01 


ES 169 


o 


1561 CIO ez43 314539 


M00042345DD04 


ES 169 


o 


1561 C12 ez43 314571 


M00042521AE10 


ES 169 


o 


1561C16ez43 314635 


M00042521CF11 

IVIUUUTZ-JZ, X V-/ . X X X 


ES 169 


o 


1561 C19 ez43 314683 


M00042S2 1 D -G0Q 


ES 169 ! 


o 


1561 C22 ez43 314731 

X**VJ X . V-»X»X» .^XVT»J J x^ f X 


M00042522 A * A05 


ES 169 


o 


1561 C24 cz43 314763 


M00049 S9 9 P H 1 0 


ES 169 

Xj\J 1U7 


o 


1561 D10 nz43 314540 


M00049599DA08 


FS 169 

X>0 iv)> 


o 


1561 Dll &z43 314556 

X «✓ V7 X .X-' X X •EX£i <a T«7 J ATJv'W 


M0004959^BH01 i 


ES 169 


o 


1561D20ez43 314700 


M00042523CE08 


ES 169 


o 


1561 D23 ez43 314748 


M00042523CH04 


ES 169 


o 


1561.E02.gz43 314413 


M00042523CH06 


ES 169 


o 


1561 E03 ez43 314429 


M00042524CC12 


ES 169 


o 


1561 E15 ez43 314621 

X «/ Vr X • XW X «/ ■ ftftfra/ *^ X ■ x/X> X 


M00042524DA10 


ES 169 


o 


1561 E17 ez43 314653 


M00042524DD06 i 


ES 169 


o 


1561.E19.gz43 314685 


M00042525CH07 


ES 169 


o 


1561.F12.gz43 314574 


M00042525DE01 


ES 169 


o 


1561 F15 sz43 314622 


M00049S96AF10 


ES 169 

A-/0 IU7 


o 


1561 F17 ez43 314654 


M00049576AF1 1 


ES 169 

X>0 lw? 


o 


1561 F19 cz43 314686 


M00042V76RC 1 2 

1VX \f\J UtiJ Z.VJXJ . X 


ES 169 


o 


1561 F20 sz43 314702 


M00042526P-B 1 2 


ES 169 


o 


1561 F23 cz43 314750 


M00042S26DA02 

1VXV/ W*TZ» •JiAJXJ »xxVx« 


ES 169 


o 


1561F24sz43 314766 


M00049S9 6D- A05 


ES 169 


o 


1561 G01 ez43 314399 




ES 169 


o 


1561 G02 ez43 314415 


Mfl0049596Tj-D04 

1 VX v V \J*T At J Xy \J XJ , XJ V/*t 


FS 169 


o 


1561 G04 ez43 314447 


M00049 S97R R0 1 


ES 169 

XJ/iJ lv/ 


o 


1561 Gil az43 314559 


M00042527C:A10 


ES 169 


0 


1561.G14.gz43_314607 


M00042527C:F01 


ES169 


0 


156 l.G15.gz43_3 14623 


M00042527D.E05 


ES169 


0 


1561.G20.gz43_314703 


M00042527D:F12 


ES 169 


0 


1561.G23.gz43_314751 


M00042528C:G06 


ES 169 


0 


1561.H07.gz43_3 14496 


M00042528D.D09 


ES 169 


0 


1561. H09.gz43_3 14528 


M00042528D:H03 


ES 169 


0 


1561.H10.gz43_314544 



700 



WO 02/14500 



PCT/US01/25840 



Table 13 



ClonelD 


! ESNo 


ClusterlD 


SequenceNanie 


M00042529A:B12 


ES169 


0 


1561.H13.gz43J14592 


M00042529A:G07 


ES169 . 


0 


1561. H15.gz43J 14624 


M00042529B:E03 


ES 169 


0 


1561.H19.gz43J14688 


M00042529D:D07 


ES 169 


0 


156LI02.gz43J14417 


M00042530C:H02 


ES 169 


0 


1561.11 Lgz43J14561 


M00042530D:A02 


ES 169 


0 


156 1.112.gz43_3 14577 


M00042530D:F09 


ES 169 


0 


156 U14.gz43_3 14609 


M00042530D:H12 


ES 169 


0 


1561. 117.gz43_3 14657 


M00042531B:D12 


ES 169 


0 


156 1.122.gz43_3 14737 


M00042531B:G12 


ES 169 


0 


1561 JO Lgz43_3 14402 


M00042531D:G08 


ES 169 


0 


156 U05.gz43_3 14466 


M00042532A:D08 


ES 169 


0 


1561J09.gz43_314530 


M00042532A:H03 


ES 169 


0 


1561 J14.gz43_3 14610 


M00042533B:F11 


ES 169 


0 


1561. K02.gz43_3 14419 


M00042533C:F04 


ES 169 


0 


1561 .K05 .gz43_3 14467 


M00042533D:B05 


ES 169 


0 


1561. K06.gz43_3 14483 


M00042534A:G10 


ES 169 


0 


156LK14.gz43_3 14611 


M00042534B:B08 


ES 169 


0 


1561.K16.gz43_314643 


M00042534B:D06 


ES 169 


0 


1561. K17.gz43_3 14659 


M00042534C:A09 


ES 169 


0 


1561. K19.gz43_3 14691 


M00042534C:G04 


ES 169 


0 


1561. K20.gz43_3 14707 


M00042534D:D10 


ES 169 


0 


1561. K23.gz43 J 14755 


M00042535B:E04 


ES 169 


0 


1561.L03.gz43_314436 


M00042536B.G08 


ES 169 


0 


1561X15.gz43_314628 


M00042536C:A06 


ES 169 


0 


1561.L16.gz43_3 14644 


M00042536C:B03 


ES 169 


0 


1561.L18.gz43J14676 


M00042537A:A07 


ES 169 


0 


156 l.L22.gz43_3 14740 


M00042537A:D12 


ES 169 


o 


1561.M01.gz43J14405 


M00042537A:G09 


ES 169 


o 


1 561 .M04.gz43_3 1 4453 


M00042537A:H04 


ES 169 


0 


1561 .M05 .gz43_3 14469 


M00042537BA07 


ES 169 


o 


1561,M06.gz43_314485 


M00042537B:B05 


ES 169 


0 


1561.M07.gz43_314501 


M00042537C:D04 


ES 169 


o 


1561.M10.gz43_3 14549 


M00042539B:D09 


ES 169 


0 


1561.N06.gz43_314486 


M00042539C:A04 


ES 169 


0 


1561.N07.gz43_314502 


M00042539C:E05 


ES 169 


0 


1561.N08.gz43_314518 


M00042539C:H08 


ES 169 


0 


1561.N09.gz43J14534 


M00042539D:A04 


ES169 


0 


1561.N10.gz43_314550 


M00042540A:D11 


ES169 




1561.N13.gz43_314598 


M00042540A:G11 


ES169 


0 


156LN14.gz43_314614 


M00042540B:B03 


ES169 


0 


1561. N16.gz43 J 14646 


M00042540C:A12 


ES 169 


0 


1561.N17.gz43J14662 


M00042540D:F12 


ES 169 


0 


156LN23.gz43_314758 


M00042540D:H02 


ES 169 


0 


1561.N24.gz43_314774 



701 



WO 02/14500 PCT/US01/25840 



Table 13 



CloneTD 


ES No 


ciiKtfprTn 

Vsl Uj Lwl LXS 


SfvnipnppWatnft 

0mj UwlXwwl 1 Culiv 


M00042541AB07 1 


ES 169 


o 


1561O04ez43 314455 


M00042541AE06 


ES 169 


o 


1561 O06 P743 314487 


M00042541AG02 


ES 169 


o 


1561 O07 ez43 314503 


M0Q042541BB05 


ES 169 


o 


1561 009 ez43 314535 


M00042542AC11 I 


ES 169 


o 


1561 018 oz43 314670 


M00049 549RR01 

XYXv/ v \J T £, J *T£.±J , MJ \J 1 


FS 160 


o 


1561 091 0743 314797 

UUl .wl 1 .gilt J J It/Z. / 


M00042549R-C 11 


FS 169 


o 


1561 093 P743 314750 

IJUl . \J£* J ig&fJ Jit / J7 


M00049549R-F04 

1VX V V V" Zr J t Z> XJ) . X_* V*T 


FS 160 


o 


1561 094 0743 314775 


M00042543RH1 ? 


FS 160 


o 


1561 P18o743 3146R0 


M00047543CF06 


FS 160 


o 


1561 P91 frr43 31479R 


M00049 546 A '1103 


FS 160 

XwO 1U7 


446S79 


1569 R01 <T743 907R04 


M00049546i>F06 

1V1 V U u^i -/ *t Ol./ . DUO 


FS 160 


446^ R0 


1569 1313 ot43 907006 


Mooo49547R-ni i 


FS 160 


446S^1 


1569 TV>9 cr743 90R140 


A/fooo4954RR* aoi 


FQ 1 AO 


4^6RzlS 


1569 P19&743 9070R1 


mooo4954rR'Goi 


F<2 IfiO 


469 1 4.0 


1569 PI 4 ay43 90R013 


Mono4955nA Tii9 

IVXvUUtZ j^ V/\.JLJ 1Z. 


F^l 160 


446674 


1569 D19 (T743 9070R9 


TV/foofl4955nr , -T-no 


F^ 160 


4460R 1 


1569D1Ro743 90R07R 


M00049 559 c Tj09 


F^ 160 


4669 R0 


1569 F99 D743 90R143 


M00049559D-A1 1 


FS 160 


464001 

tUtU7 1 


1569 F01 P743 207R0R 


iVf00049554 A (TO? 


FS 160 

LJ lv7 


4S17R0 


1569F04f*743 907R56 


M0f)049554C-F09 


FS 160 


467269 


1 569 FOR P743 207990 


ivfooo49554rFoo 


FS 160 

I-iO IU7 


447*597 


1569 F10&743 207052 


M00049 5 54D • cor 


FS 160 

UiJ 1U7 


46^504 


1562F12ffz43 207084 


M00049 5 5 5 A • A04 


FS 160 

1_/l7 1U7 


464067 


1562 F17 ffz43 208064 

X JUZid X / ig£rTJ Ov/V/ » 


M00049555AA10 


FS 160 


4471 S9 


1569 FIR cr743 208080 


M00049 5 5 5 R R07 


FS 160 

i-/kJ 1U7 


46490S 


1569 F20 ^743 2081 19 


A/tooo49555TYGio 


FS 160 ' 


460^ 1 1 

*rU7J 1 1 


1 569 GO 5 U743 907R73 


M00049556A-G19 

lVlxl\Jv*T4t« J J VJ.TY . VJ XZ 


FS 160 


4S17^7 


1569 G10 ^43 207953 


IVT00049 5 5 6R • D 1 9 


FS 160 

JuJ 11/7 


466710 

TUU / X 7 


1562 G12 ez43 207985 


M00049556R-F10 


FS 160 

JUtJ IU7 


447174 


1562G14ffz43 208017 


mooo49 5 5 7 a -noo 


FS 160 


4S^07S 


1 562 H05 ^743 207874 


mooo49557TYFM 9 


FS 160 


460R^7 


1 569 HI 7 0743 208066 

UUL.1X1 / .g£«T»s ^V/0\71JV7 


iy/rono49 5 5 r a 'nn^ 


FS 160 


447517 


1 569 FT1 R t>743 9080R9 

X .7 UZ, ,XX X O .giitJ^jt- v O V/ Oi> 


A/TOftA/lT^R A -PI 1 
IVIVJUU*tZD joA.Jr 1 1 


FS 160 
CD 107 


46R^^0 


1 569 VT90 ^743 9081 1 4 

lJOZ.XJ-Zv\7.gZ.T'J^Zv/01 It 


A/ffifin 49 5 5 RTI -R07 


FS 160 

Cj 107 


4473 OR 


1 569 T03 0743 907R43 

X JUZ) .XV J .gZit J / Ot J 




FQ 160 

CO 107 


40R3R6 


1569 T01 <*743 907R19 


A/rnnfYd.9 560R *g i n 


FS 160 

JCrO 1U7 


4S6469 


1 569 T04 <*743 907860 


M00042561B:E12 


ES 169 


446620 


1562J21.gz43_208132 


M00042561C:E12 


ES169 


446621 


1562.J24.gz43_208180 


M00042562C:A07 


ES 169 


457405 


1562.K14.gz43_208021 


M00042563A:F10 


ES 169 


446829 


1562.L02.gz43_207830 


M00042563C:D08 


ES 169 


459536 


1562.L09.gz43_207942 


M00042563C:E02 


ES 169 


446614 


1562.L10.gz43_207958 


M00042563D:D02 


ES 169 


459523 


1562.Lll.gz43_207974 



702 



WO 02/14500 



PCT/US01/25840 



Table 13 



ClonelD 


ES No 


ClusterlD 


SenuenceName 


M00042563D.D09 


ES 169 


446495 


1562L12az43 207990 


M00042564A:F01 


ES 169 


461559 


1562L19ez43 208102 


M00042564B:D11 


ES 169 


446495 


1562L22ez43 208150 


M00042564D:F10 


ES 169 


456471 


1562.M06.gz43 207895 


M00042565A:G05 


ES 169 


432159 


1562.M10.gz43 207959 


M00042565A:H03 


ES 169 


463487 


1562.M12.gz43 207991 


M00042567C:E02 


ES 169 


446703 


1562.N16.gz43 208056 


M00042567C:E07 


ES 169 


460972 


1562.N18.gz43 208088 


M00042567D:B08 


ES 169 


457783 


1562.N21.gz43 208136 


M00042567D:E12 


ES 169 


460493 


1562N24ez43 208184 


M00042568CE03 


ES 169 


446657 


1562 014 ftz43 208025 


M00042568C:E08 


ES 169 


460766 


1562 015 sz43 208041 


M00042569B:G07 


ES 169 


43338 


1562 P03 gz43 207850 


M00042569CB05 


ES 169 


447346 


1562 P05 ez43 207882 


M00042569D:D02 


ES 169 


460190 


1562P09sz43 207946 


M00042570A:E08 


ES 169 


460516 


1562 Pll ez43 207978 


M00042570BF11 


ES 169 


417078 


1562 P18 ez43 208090 


M00042570C:B12 


ES 169 


457842 


1562P21ez43 208138 

x^v/x*.x 1. X ■ J X* V \J 1. ~J VJ 


M00042571CF03 


ES 169 


468783 


1563 A14 ez43 208395 


M00042571D-D06 

I"AV W V f XX/.X/VVS 


ES 169 


467057 


1563 A15 bz43 208411 


M00042572BC07 


ES 169 


446302 


1563A19ez43 208475 


M00042572BE05 


ES 169 


460789 


1563A20ez43 208491 


M00042573AD05 


ES 169 


466971 


1563 B05 ez43 208252 


M00042573CD05 


ES 169 


456052 


1563 B14 ez43 208396 


M00042573D:A10 


ES 169 


463896 


1563 B21 ez43 208508 


M00042574AF05 


ES 169 


446409 


1563 B23 ez43 208540 


M00042574B:A07 


ES 169 


456925 


1563B24ez43 208556 


M00042574C:A04 


ES 169 


456920 


1563 C04 ez43 208237 










M00042575A:E01 


ES 170 


467327 


1563.C14.gz43_208397 


M00042575A:E02 


ES 170 


451383 


1563.C15.gz43 208413 


M00042575B:F02 


ES 170 


451382 


1563.C20.gz43 208493 


M00042575D:A11 


ES 170 


464275 


1563.D01.gz43 208190 


M00042575D:C05 


ES 170 


447417 


1563D03ez43 208222 


M00042576BD11 


ES 170 


459961 


1563D12sz43 208366 


M00042576DA08 


ES 170 


446213 


1563 D17 ez43 208446 


M00042576DF01 


ES 170 


446839 


1563 D21 ez43 208510 


M00042577A:A11 


ES 170 


464547 


1563.D23.gz43_208542 


M00042577B:D05 


ES170 


467051 


1563.E06.gz43_208271 


M00042578A:E08 


ES 170 


447597 


1563.E14.gz43_208399 


M00042579A:B05 


ES 170 


446933 


1563.E22.gz43_208527 


M00042579B:E05 


ES 170 


467644 


1563.F01.gz43_208192 


M00042580C:A03 


ES 170 


463951 


1563.F13.gz43_208384 


M00042691A:D08 


ES 170 


460244 


1563.F19.gz43_208480 
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M00042691A:G04 


ES 170 


462767 


1563 F21 ez43 208512 


M00042691C:A05 


ES 170 


456985 


1563 G04 ez43 208241 


M00042691D:B03 


ES 170 


457890 


1563 G08 ez43 208305 


M00042691D.F03 


ES 170 


446776 


1563G12ez43 208369 


M00042692AE11 


ES 170 


467293 


1563 G16 ez43 208433 


M00042692BF04 


ES 170 


44503 


1563 G22 sz43 208529 


M00042693BD03 


ES 170 


446549 


1563 H09 sz43 208322 


M00042694B-G05 


ES 170 


446962 


1563 H18 ez43 208466 


M00042694OF01 


ES 170 


462008 

» A# \J \J \J 


1563 H23 ez43 208546 


M00042695OF05 


ES 170 


461734 


1563 109 ez43 208323 


M00042695D:E11 


ES 170 


460884 


1563.I12.gz43 208371 


M00042695D:H01 


ES 170 


463368 


1563 114 sz43 208403 


M00042697BF06 


ES 170 


451454 


1563 J01 ez43 208196 


M00042697D:A03 


ES 170 


447190 


1563 J03 ez43 208228 


M00042698A:A01 


ES 170 


142559 


1563 J05 ez43 208260 


M00042699CH06 


ES 170 


453605 


1563 K08 ez43 208309 


M00042700BC12 


ES 170 


138049 


1563 K12ez43 208373 


M00042700CF11 


ES 170 


468109 


1563 K20 ez43 208501 


M00042700D:G08 


ES 170 


468979 


1563.K24.gz43 208565 


M00042702BB07 


ES 170 


447326 


1563 L20 ez43 208502 


M00042702BG07 


ES 170 


447826 


1563L22ez43 208534 


M00042702DH01 


ES 170 


469944 


1563 M02 ez43 208215 


M00042704AC02 


ES 170 


447433 


1563 M18 ez43 208471 


M00042705AB07 


ES 170 


465339 


1563 N08 cz43 2083 12 


M00042706CD02 


ES 170 


51939 


1563 O02 ez43 208217 


M00042707BG05 


ES 170 


450929 


1563 014 ez43 208409 




170 


446922 


1S6^ 016 jrz4^ 208441 


M00042709BG05 


ES 170 


468930 


1564A01sz43 296552 


M00042709OB05 


ES 170 


464937 


1564 A02 ez43 296568 


MG004271GAG10 


ES 170 


462393 


1564A08az43 296664 


M000427 1 OB 'B09 

iVXV/V/V/ i / X \J XJ . XJ \J J7 


ES 170 


457975 


1564A09sz43 296680 


M00042711AF01 


ES 170 


389425 


1564A20ez43 296856 


M00042711BH04 


ES 170 


463143 


1564.B01.gz43_296553 


M00042711CH10 

iTlvV/U liy # XXV^.XXXW 


ES 170 


447006 


1564.B06.gz43 296633 


M00042711DA03 


ES 170 


446191 


1564B07ez43 296649 


M00042711DG04 


ES 170 

JUL? X t V 


462604 


1564B09ez43 296681 


M00042712AE08 


ES 170 


467780 


1564B12ez43 296729 


M00042712B:C04 


ES 170 


447429 


1564.B16.gz43_296793 


M0G042712C:E06 


ES170 


447649 


1564.B19.gz43_296841 


M00042713B:C08 


ES 170 


465785 


1564.C01.gz43_296554 


M00042713B:F03 


ES 170 


447189 


1564.C03.gz43_296586 


M00042713C:A09 


ES170 


446230 


1564.C04.gz43_296602 


M00042713C:B08 


ES 170 


447268 


1564.C05.gz43_296618 


M00042713D-.C06 


ES 170 


465782 


1564.C07.gz43_296650 
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^IftmiPTif^TsJsiTnp 

JCUUvUwvl TCUllV 


M000427 1 4 AG04 


ES 170 




1564 Cll &z43 296714 


M000427 1 4 AH05 


ES 170 

Xjlj 1 / V/ 


447561 

*T*T / Jul 


1564 C12 ffz43 296730 


M000427 1 4B • C07 


ES 170 


447430 

*T"T / *TJ V 


1564 C13 ffz43 296746 


M00042714BF01 i 

IVlwWTA # XTXJ.X-A/1 


FS 170 


447896 


1S64C1 5^743 296778 


M00047714rri0 ! 


F<* 170 




1 564 n 0 {X743 706847 


1M00047714PF17 


F<% 170 

jjij i tit 


44Q171 

t*t^X / X 


1564 T71 ^43 706874 


l\/f00ft47714D*Fl 1 

iVXUv/v/*T.£ / ItJL/.Xjl 1 


F^ 170 i 


459 S04 


1 S64 T74 ay43 706079 


1W00049715TVA10 1 

1YXV/vJV/*tZ» / Ul/.Alu 


FS 170 


457644 


1 S64 Dl 3 ^743 706747 


1M 0004971 5DF09 


F9 170 


446741 


1 564 HI 5 ff743 706770 


ivf 00049 7 i 6 a -foo 


FQ 170 


*t*tDODO 


1 564 T199 cr^43 906801 


M0004971 6tygo4 


F^ 170 


469*337 


1564 F11 0743 906716 

X JUt.Xil X.g^tJ £,y\J i X\J 


Tvf0004971 7R-G1 1 


F^ 170 


469R65 


1S64F10ct743 906844 


mo 0049710 a Fro6 


F^ 170 


4S96R7 


1564 F15 <*743 706781 

lJUt.X lJ,gZ,TJ A7U / O X 


M0004971 Of -HO 5 

IYIUuutZ, / X7^.XXV/.J 


FS 170 


405Q39 


1 564 F1 0 ^743 706845 


M00049790rF03 

1YX v/ L/ UtZ. / Z. U v^- . EaJj 


F^l 170 


461 135 

tux 1JJ 


1 564 G07 jt743 706654 


M0004979 1 A -G07 

iVXv/v/U 1 t.£ /^lrV.VJV / 


F^ 170 


446Q64 


1 564 G1 3 j*743 706750 


M0004979 1 R- A04 


F<s 170 


446930 


1 564 Gl 4 «*743 706766 


M0004979 1 D* R03 


F<5 170 


457Q92 

*tJ /C7ZtZ» 


1564G10&743 206846 


M0004979 1 DD0 1 


FC1 170 

X-nD X 1 \J 


450773 


1564 G21 ez43 296878 


M00049799AG08 

lVXvJV/V/ , T^& / VJV/O 


F^ 170 

XU X I \J 


462348 


1564FF03&743 296591 

X J V/t . X XV/ J ,RgtJ 4» ✓ V/«7 ✓ X 


M00049777R-D06 

IYXvA/V/'TX / Z,Z,XJ».i/UU 


F<5 170 


460051 

tUUUJ X 


1564 H05 £z43 296623 


M000477771> n 7 


F^ 170 


45Q158 


1564H13ez43 296751 

UU'T.llJ.J.^i'TJ A7U / -J X 


MOOO47793A-D00 


F^ 170 


446601 


1 564 HI 5 ^743 796783 


M00O49794 A -G09 


F<1 170 

CfO 1/1/ 


453766 


1564 T0 1 Q743 796560 


M00049794TYR04 


F^ 170 


44634S 


1 564 TOO <r743 706688 

X JKJ'T.XVJy ,f££rtJ ^7uyoo 


M00049794TTP04 


F^ 170 


447048 


1 564 T1 3 ^43 796752 


M00049796R-F01 


F<1 170 


446739 


1 564 T90 o743 706864 


M00049796TVG1 1 


F^l 170 


469308 


1564 T01 <*743 706561 


M0004979QAF1 1 


F<I 170 


461316 


1 564 K05 <7743 706626 


M0004979Q A *W08 


V<s 170 


469086 


1564 K08 £7743 706674 

lJU*t.X\.UO,g£iT'J A/UU/t 


M0004979QR-P1 0 


PQ 170 


4A1 313 


1 564 \C 1 7 <7743 706738 

IJUt.IV.lL.M'TJ L7U / JO 


M00049730TVn01 


F^ 170 


494006 


1 564 T 05 CT743 706677 


M000497^9 A • A 1 1 


F^ 170 

Eo X /u 


453670 


1 564 T 1 7 <7743 706730 

lJUT.lvlL,g£itJ L7U / J7 


M00049733P-fYi5 


F^ 170 


454875 


1 564 M08 crz43 206676 


M00049733TVGOR 


FQ 170 


450773 


1564 Ml 3 17743 706756 


M00049735 A -G07 


F^J 170 


460754 


1 564 M20 <7743 706868 


M00049735 A *G1 9 


F^s 170 


460766 


1564 M21 crz43 296884 


M00042735B:A06 


ES 170 


403949 


1564.M23.gz43_296916 


M00042735C:G02 


ES170 


420686 


. 1564.N05.gz43_296629 


M00042735DA07 


ES 170 


463824 


1564.N06.gz43_296645 


M00042736A:F03 


ES 170 


447387 


1564.Nll.gz43_296725 


M00042736B:G09 


ES170 


447813 


1564.N14.gz43_296773 


M00042737A:A07 


ES 170 


i 463821 


1564.N19.gz43_296853 


M00042737B:C07 


ES 170 


390563 


1564.001. gz43_296566 
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M00042737B:E02 


ES 170 


467189 


1564O02ez43 296582 


M00042737C:C07 


ES 170 


446740 


1564O04cz43 296614 


M00042737CE03 


ES 170 


447579 


1564 O05 2z43 296630 


M00042737DD03 


ES 170 


466614 


1564 O08 ez43 296678 


M00042738DJI12 

lfl\#VV^«i f fc^*JX^%XXXX» 


ES 170 


463217 


1564 019 ez43 296854 


M00042739AC06 


ES 170 


446242 


1564 O20 ffz43 296870 


M00042739AD02 


ES 170 


460078 


1564 021 ez43 296886 


M00042739AG07 


ES 170 


446922 


1564 023 0743 296918 


M00042739BF06 


ES 170 


453762 


1564 P02 ff^43 296583 


M00042740 A * AO 1 


ES 170 


457656 


1 564 P09 **743 296695 


M00042742BH03 \ 


ES 170 


450940 


1573 A06 ^43 208651 


M00042744AD11 


ES 170 


466894 


1573 B07 ffz43 208668 


MOG042745BB06 i 


ES 170 

X-/0 X / V 


464622 


1573 rOl <»743 208573 


M00042745r-Fl 1 1 


FS 170 


452399 


1573 r05t»743 708637 

U / J . V^V/»7 .^ZitJ Z.UOUJ / 


M00042745DH04 


FS 170 

X~/k7 X / v 


452093 


1573 T08 £T743 708685 


M00042747 A Gl 2 I 


FS 170 


469150 


1 573 C77 {77-43 708909 


M00042747DB01 


FS 170 


447293 


1573 D01 {T743 208574 


M00042747DC08 


ES 170 


447421 


1573 D02 ffz43 208590 


M00042748DD08 


ES 170 


466920 


1573 D10 ez43 208718 


M00042750DF07 


FS 170 


447645 


1573 F04 pv43 208623 


M0004788irri 1 ! 


FS 170 

JL/O X / V 


639372 


1573 Fl 5 ^z43 208799 


M00042882CF06 


FS 170 


642146 


1573F10&743 208720 


M00042882CG07 1 


ES 170 

X-f LJ X / V 


467293 


1573 F12 ez43 208752 


M00042882DC04 


FS 170 

XJO X / v 


645690 


1573 F15 pz43 208800 


M00042883AF06 


FS 170 

X_/k? XIV 


639849 

VJJ ✓ Ot7 


1573 F18 ez43 208848 

l J I J.l X O ,gZ«^-7 Z*V7 1> WTO 


M00042884DE03 S 


ES 170 


648467 


1573 G17 ez43 208833 


M00042885AG09 ' 


ES 170 


463060 


1573 G21 ez43 208897 


M00042886AH03 ! 

AYX\J VJ\J*T^VJ OVJ.iV. 1 luj 


ES 170 


650364 


1573 H04 ez43 208626 


M0G042886CF01 

l.VXV/V/VJ™^«Cl UUv/ .X V A 


ES 170 


650195 


1573 Hll ez43 208738 


M00042886DE10 


ES 170 


645470 


1573H16ez43 208818 


M00042887DA11 


ES 170 


455996 


1573 H21 sz43 208898 


M00042888AF02 


ES 170 

J_jl7 X / V/ 


650231 

VJ«J \J£m»J X 


1573 103 ez43 208611 


M00042RR9DA01 

IYXvV/VJ'tZ.O O 71^./VU 1 


FS 170 


447161 

I f / X VJ X 


1573 J08 ez43 208692 


M00042889DA17 

xYXV/VJ v/^Z» O 071/,/\jL^ 


ES 170 


464205 

t VJ^ZrV/,*/ 


1573 J10 cz43 208724 


M000478Q0r-Gl 1 


FS 170 


497434 


1573 K01 cz43 208581 


M00042890DD03 


ES 170 


556711 


1573 K03 sz43 208613 


M00042890DG05 


ES 170 


401426 


1573K06ez43 208661 


M00042891C:H01 


ES 170 


486238 


1573.K19.gz43_208869 


M00042892C:E03 


ES170 


557974 


1573.L09.gz43_208710 


M00042892D:C04 


ES 170 


641890 


1573.L10.gz43_208726 


M00042892D:E06 


ES 170 


650852 


1573.L13.gz43_208774 


M00042892D:H04 


ES 170 


452506 


1573.L14.gz43_208790 


M00042894B:E05 


ES 170 


633946 


1573.M08.gz43_208695 


M00042894D:G05 


ES 170 


651029 


1573.M17.gz43_208839 
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M00042895C:C10 


ES 170 


453908 


1573 .NO 1 .gz43__208584 


M00042896A:D04 


ES 170 


650756 


1573.N12.gz43_208760 


M00042896A:E03 


ES 170 


452611 


1573.N13.gz43_208776 


M00042896A:F09 


ES 170 


650944 


1573.N14.gz43_208792 


M00042898A:H05 


ES 170 


447141 


1573.P02.gz43_208602 


M00042900B:B10 


ES 170 


465104 


. 1574.A03.gz43_208987 


M00042900C:H11 


ES 170 


470593 


1574.A04.gz43_209003 


M00042901A:F12 


ES 170 


447750 


1574.All.gz43_209115 


M00042901A:H11 


ES 170 


389591 


1574.A14.gz43_209163 


M00042902B:G02 


ES 170 


469608 


1574.B04.gz43_209004 


M00042902B:H01 


ES 170 


470462 


1574.B05.gz43_209020 


M00042902CE11 


ES 170 


447660 


1574.B07.gz43 209052 


M00042903AE04 


ES 170 


467710 


1574.B12.gz43_209132 


M00042903BC09 


ES 170 


465984 


1574.B15.gz43_209180 


M00042904AB01 


ES 170 


447212 


1574.B24.gz43__209324 


M00042904AH10 

iTiuv v Ti*y v/ x.xxxv/ 


ES 170 


470641 


1574.C03.gz43_208989 


M00042905AA07 


ES 170 


447147 


1574.C07.gz43_209053 


M00042905BG03 


ES 170 


60260 


1574.Cll.gz43__209117 


M00042905C-G08 


ES 170 


447815 


1574.C14.gz43_209165 


M00042906AA12 


ES 170 


447218 


1574.C17.gz43 209213 


M00042906CA10 


ES 170 


451624 


1574 D04 ez43 209006 


M00042907AB11 


ES 170 


95617 


1574.D14.gz43 209166 


M00042907AF03 


ES 170 


447692 


1574.D15.gz43 209182 


M00042907DA11 


ES 170 


447173 


1574.E02,gz43 208975 


M00042908AB01 


ES 170 


642691 


1574E06ez43 209039 


M00042908BA11 


ES 170 


641069 


1574.E12.gz43 209135 


MG0042908CA03 


ES 170 


649744 


1574.E18.gz43_20923 1 


M00042908CD12 


ES 170 


714629 


1574.E20.gz43_209263 


M00042908DG12 


ES 170 


647086 


1574.E24.gz43_209327 


M00042909BC04 


ES 170 


647639 


1574.F07.gz43 209056 


M00042909BH08 


ES 170 


650398 


1574.F12.gz43_209136 


M00042909CF10 


ES 170 


650235 


1574.F17.gz43_209216 


M00042909DB11 

XT XV VV \/ *^ A** *Xw4 X X 


ES 170 


650564 


1574.F18.gz43_209232 


M00042910CD03 


ES 170 


480508 


1574.G04.gz43J>09009 


M00042910D.A02 


ES 170 


466697 


1574.G06.gz43_209041 


M00042910DE11 

itj,v \y v/ r^c* ✓ x vi/«x/i x 


ES 170 


649965 


1 5 74.G08 .gz43_209073 


M00042911AA02 


ES 170 


649810 


1574.Gll.gz43_209121 


M00042911A:B02 


ES 170 


1 649900 


1574,G12.gz43_209137 


M00042911A:D04 


ES 170 


641029 


1574.G15.gz43_209185 


M00042911A:H12 


ES 170 


527355 


1574.G18.gz43_209233 


M00042911B:F10 


ES 170 


648855 


1574.G21.gz43_209281 


M00042911B:H08 


ES 170 


644376 


1574.G23.gz43_209313 


M00042911C:D01 


ES 170 


562247 


1574.G24.gz43_209329 


M00042912A:C01 


ES 170 


649965 


1574H06.gz43_209042 
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M00042912B:F11 


ES 171 


645924 


1574Hllez43 209122 


M00042912D:H08 


ES 171 


645954 


1574H16 ez43 209202 


M00042912DH10 


ES 171 


640356 


1574H17ez43 209218 


M00042913AD09 


ES 171 


452989 


1574H18ez43 209234 


M00042913B:E10 


ES 171 


639740 


1574H22cz43 209298 


M00042914AB05 


ES 171 


639371 


1574 109 ez43 209091 


M00042914AH10 

XTAWV/ «^X#^ X Ti k«> X X \* 


ES 171 


650423 


1574 116 ez43 209203 


M00042914BJH03 


ES 171 


467364 


1574 120 ez43 209267 

X*S 1 I • 1 / » V/ . g£j I Xt\J ^7 X,\J 1 


M00042914DB10 


ES 171 


649852 


1574 122 ez43 209299 


M00042915AE06 

ItlWVT*/ JL *s XX.*XJ\J\J 


ES 171 


482043 


1574 J05 ez43 209028 


M00042915AG10 

1 T A V V V ✓ X wrX X»V^ X w 


ES 171 


651051 


1574 J06 ez43 209044 


M00042915CE05 


ES 171 


639923 


1574 J12 ez43 209140 


M00042915D:A11 


ES 171 


650527 


1574 J15 ez43 209188 


M00042915D:D06 


ES 171 


642151 


1574J17ez43 209220 


M00042915DE03 


ES 171 


643940 


1574 J18 ez43 209236 


M00054791AG04 


ES 171 


646404 


1574J21ez43 209284 


M00054791BC09 


ES 171 


446974 


1574J24ez43 209332 


M00054792BA03 


ES 171 


648159 


1574 K18 ez43 209237 


M00054793CC01 


ES 171 


538237 


1574 L07 ez43 209062 


M00054793CD11 


ES 171 


413767 


1574Lllez43 209126 


M00054793DH11 


ES 171 


640306 

\fT V*/ w 


1574L13ez43 209158 


M00054794BF09 


ES 171 


284269 

X*\J I X\i\J ~S 


1574L23ez43 209318 


M00054794CG1 1 


ES 171 


450506 

i+J v/«7 v/v/ 


1574 M06 ez43 209047 


IVlVWW^^ / 7*TX/.X'V/Zi 


ES 171 

i~jVJ X / X 


474298 


1574 M09 ez43 209095 


M00054794DD08 


ES 171 

XjiJ XIX 


646568 


1574M10ez43 209111 


M00054795AA08 


ES 171 

X / X 


640181 


1574 M16 ez43 209207 




ES 171 


639391 


1574N04ez43 209016 




ES 171 


641525 


1574 N05 ez43 209032 


M00054797CF03 


ES 171 


644789 


1574N20ez43 209272 


M00054797DF01 


ES 171 


472101 


1574 001 ez43 208969 


M00054798BA01 


ES 171 


453572 


1574O06ez43 209049 


M00054798DA12 


ES 171 


641315 


1574 015 ez43 209193 


M00054798DF01 


ES 171 


650773 


1574 017 ez43 209225 


M00054799CG11 


ES 171 


641875 


1574 P02 ez43 208986 


M00054799DH02 


ES 171 


645223 


1574.P05.gz43 209034 


M00054800BC06 


ES 171 


639787 


1574.P10.gz43_209114 


M00054800B:C11 


ES 171 


513262 


1574.P12.gz43_209146 


M00054800B.E08 


ES171 


474298 


1574.P15.gz43_209194 


M00054800D:D08 


ES 171 


639901 


1574.P23.gz43_209322 


M00054800D:F08 


ES 171 


513248 


1575.A01.gz43_209339 


M00054911A:C08 


ES 171 


549699 


1575A05.gz43_209403 


M00054911A:G01 


ES 171 


559776 


1575A10.gz43_209483 


M00054911AH06 


ES 171 


528616 


1575A13.gz43_209531 
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M00054911B:E10 


ES 171 


639992 


1575 A15 gz43 209563 


M00054911D:D03 


ES 171 


41878 


1575 B02 az43 209356 


M00054912A:H08 


ES 171 


646949 


1575 BOS 2z43 209404 


M00054912B:C05 


ES 171 


589098 


1575 B08 sz43 209452 


M00054912C:C01 


ES 171 


641057 


1575 B13 sz43 209532 


M00054912DF11 

1TAV W«/ M. ■ i * X X 


ES 171 


182437 


1575 B19 ffz43 209628 


M00054912DG01 


ES 171 


417130 


1575 B20 sz43 209644 


M00054912DG04 


ES 171 


640230 


1575 B21 oz43 209660 


M00054913AB12 


ES 171 


377855 


1575 B24 ez43 209708 

1 J / J ill^T.gCiiT J id/7 / WO 


M0G054913CG03 


ES 171 


451811 


1575 C12oz43 209517 


M00054914CD12 


ES 171 


447246 


1575 D04 &743 209390 


M00054914DG07 


ES 171 


467381 


1575 D09 2z43 209470 


M00054915AG03 


ES 171 


413767 


1575D13az43 909534 

1J f J.l/X J l gX<TJ ^v7JJ7 


M00054915DB08 


ES 171 


452220 


1575 D21 ez43 209662 


M00054915DD05 


ES 171 


646293 


1575 D22 ez43 209678 


M00054915DE07 


ES 171 


468109 


1575 D24 ez43 209710 


M00054916AA05 


ES 171 


649872 


1575E02ez43 209359 


M00054916AE05 


ES 171 


639256 


1575 E05 ez43 209407 


M00054916AF10 


ES 171 


639394 


1575 E06 ez43 209423 


M00054916BE02 


ES 171 


648664 


1575 Ell sz43 209503 


M00054916CC04 


ES 171 


545980 


1575 E13 ez43 209535 


M00054917AF07 


ES 171 


473854 


1575 E22 ffz43 209679 


M00054917B-A05 


ES 171 


648609 


1575 E23 ez43 209695 


M00054917BF01 


ES 171 


649082 


1575 F03 ez43 209376 


M00054917CD03 


ES 171 


643843 


1575 F08 ez43 209456 


M00054917CF03 


ES 171 1 


648532 


1575 F10 ez43 209488 


M000549 17D* A03 


ES 171 


647991 


1575F14ez43 209552 

X«//«/.X 1 ■ • fcX^~-^ £*\J S -J -J 


M00054917D A12 


ES 171 

X-fkJ 1 f X 


644692 


1575 F16 az43 209584 

X»7/m'.X l\J'.gi.*TJ £*,\JS *S LJT^ 


M00054917DD12 


ES 171 


639662 


1575 F18 ez43 209616 


M00054917DE05 


ES 171 

JuJ X / X 


639255 


1575 F19 ez43 209632 


M0005491 7DH02 


ES 171 


648532 


1 575 F23 ez43 209696 


M000549 1 8AD02 


ES 171 


649506 


1575 G02 ez43 209361 


M00054918AF09 


ES 171 


553100 


1575 G04 ffz43 209393 


M00054918BH01 

1T1VUVJ77 X OU.11V X 


ES 171 


449861 


1575 G10 ez43 209489 


M00054918BH08 

1»X V/ W XOXJ.XXV/O 


ES 171 


645252 


1575 G1 1 ffz43 209505 


M00054918DC03 


ES 171 


456923 


1575 G15 cz43 209569 


M00054918DC11 


ES 171 


452204 


1575 G16 ez43 209585 


M00054918D:G02 


ES 171 


645252 


1575.G18.gz43_209617 


M00054918D:H09 


ES 171 


468222 


1575.G19.gz43_209633 


M00054919A:H04 


ES 171 


452845 


1575.G24.gz43_209713 


M00054919C:F06 


ES 171 


644556 


1575.H05.gz43_209410 


M00054919D:H12 


ES 171 


! 642084 


1575.H14.gz43_209554 


M00054920AA05 


ES 171 


61616 


1575.H16.gz43_209586 


M00054920A:B07 


ES 171 


554010 


1575.H18.gz43_209618 
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M00054920A:C11 


ES 171 


564440 


1575Jx22.gz43_209682 


M00054920B:C04 


ES 171 


649933 


1575.103.gz43_209379 


M00054920B:C12 


ES 171 


500337 


1575.105.gz43_209411 


M00054920C:A06 


ES 171 


643843 


1575.110.gz43_209491 


M00054920C:D05 


ES 171 


452707 


1575.I12.gz43J209523 


M00054920C.F02 


ES 171 


649555 


1575.I15.gz43 209571 


M00055426B:B02 


ES 171 


452986 


1575.J06.gz43J209428 


M00055426CB12 


ES 171 


447574 


1575J14.gz43_209556 


M00055426C:C10 


ES 171 


649746 


1575J15.gz43 209572 


M00055426D:F03 


ES 171 


639144 


1575J21.gz43J209668 


M00055427AF01 


ES 171 


643924 


1575.K05.gz43 209413 


M00055427A*F02 


ES 171 


654723 


1575.K06.gz43 209429 


M00055427B-E01 


ES 171 


41141 


1575.K10.gz43 209493 


M00055427BF06 


ES 171 * 


640814 


1575.Kll.gz43 209509 


M00055427C-A06 


ES 171 


504568 


1575 K13ez43 209541 


M00055427CE12 


ES 171 


630269 


1575K17ez43 209605 


M00055427CF07 


ES 171 


650487 


1575K18ez43 209621 

JL f «/ V ifiw • •/ Jh*w^\SJ»*A 


M00055427CH11 


ES 171 


468783 


1575 K19 gz43 209637 


M00055427DE05 


ES 171 


456420 


1575.K21.gz43 209669 


M00055428AC02 


ES 171 


643279 


1575.L0Lgz43 209350 


M00055428BH02 


ES 171 


645347 


1575.L05.gz43 209414 


M00055428CG06 


ES 171 


243722 


1575.L12.gz43_209526 


M00055428DG12 


ES 171 


611927 


1575.L18.gz43_209622 


M00055429A-H04 


ES 171 


639520 


1575.L22.gz43_209686 


M00055429B-B12 


ES 171 


467989 


1575 MO 1 .gz43_2093 5 1 


M00055429BE12 


ES 171 


446254 


1575.M02.gz43_209367 


M00055429BG04 


ES 171 


639444 


1575.M03.gz43_209383 


M00055429BH02 


ES 171 


447254 


1575.M04.gz43_209399 


M00055429DGO7 i 


ES 171 


584071 


1575.M1 1 .gz43_2095 1 1 


M00055430BE08 


ES 171 


495143 


1575.M16.gz43_209591 


M00055430BH02 


ES 171 


560700 


1575.M19.gz43_209639 


M00055430CG11 


ES 171 


452293 


1575.M23.gz43_209703 


M00055430DF04 


ES 171 


650184 


1 575 .NO 1 .gz43_209352 


M00055431A-E01 


ES 171 


451994 


1 5 75 .N05 .gz43_2094 1 6 


M0005543 1 AH05 


ES 171 


645344 


1575.N07.gz43 209448 


M00055431BA01 


ES 171 


570812 


1 575 .N09.gz43_209480 


M0005543 1CH08 


ES 171 


639523 


1575.N15.gz43J209576 


M00055432A:A03 


ES 171 


446495 


1575.N19.gz43_209640 


M00055432A:D05 


ES 171 


639150 


1575.N21.gz43_209672 


M00055432B:B04 


ES 171 


642073 


1575.N23.gz43_209704 


M00055432B:H02 


ES171 


641542 


1575.O02.gz43J209369 


M00055432C:D12 


ES 171 


447913 


1575.O05.gz43_209417 


M00055432C:F01 


ES 171 


645162 


1575.O07.gz43J209449 


M00055432D:H12 


ES 171 


655551 


1575.O15.gz43_209577 
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M00055433A:B07 


ES 171 


644371 


1575.O16.gz43_209593 


M00055433A:B08 


ES 171 


446932 


1575.O17.gz43J209609 


M00055433A.C02 


ES 171 


641925 


1575.O18.gz43_209625 


M00055433A:E04 


ES 171 


649195 


1575.O22.gz43_209689 


M00055433C:A11 


ES 171 


638758 


1575.O24.gz43_209721 


M00055433D:A09 


ES 171 


651211 


1575.P02.gz43J209370 


M00055433D:C07 


ES 171 


458734 


1575 .P04.gz43_209402 


M00055433D:F06 


ES 171 


492242 


1575.P06.gz43 209434 


M00055434A-A03 


ES 171 


647109 


1575.P08.gz43_209466 


M00055434CB11 


ES 171 


651020 


1575.P18.gz43 209626 


M00055434DB06 


ES 171 


640369 


1 575 .P2 1 .gz43_209674 


M00055434DE09 


ES 171 


57183 


1575.P22.gz43 209690 


M00055435BC09 


ES 171 


639829 


1576.A04.gz43_209771 


M00055435C*E12 


ES 171 


640055 


1576.A08.gz43 209835 


M00055435DG11 


ES 171 


639287 


1576.A13.gz43_209915 


M00055436A-E04 


ES 171 


626061 


1576.A15.gz43 209947 


M00055436BB06 


ES 171 


639711 


1576.A19.gz43J210011 


M00055436BB09 


ES 171 


454409 


1576.A20.gz43_210027 


M00055437DB06 


ES 171 


466092 


1576.B17.gz43_209980 


M00055439BB07 


ES 171 


640522 


1 576, C2 1 .gz43_2 1 0045 


M00055439BC10 


ES 171 


450199 


1576.C23.gz43_210077 


M00055439DE08 


ES 171 


648506 


1576.D1 Lgz43__209886 


M00055440DD02 


ES 171 


653616 


1576.E09.gz43_209855 


M00055441AG07 


ES 171 


640734 


1576.E16.gz43_209967 


M00055441CH06 


ES 171 


640230 


1576.F03.gz43_209760 


M00055443DG04 


ES 171 


649288 


1576.G13.gz43_209921 


M00055444DC05 i 


ES 171 


639750 


1576.H03.gz43_209762 


M00055446BA12 ' 


ES 171 


484145 


1576.105.gz43_209795 


M00055446BD08 


ES 171 


639928 


1576.I08.gz43 209843 


M00055450BG07 


ES 171 


526606 


1576.L08.gz43_209846 


M00055451BD08 


ES 171 


446439 


1576.M09.gz43_209863 


M00055451BD12 


ES 171 


456125 


1576.M10.gz43 209879 


MG005S451CB08 


ES 171 


624440 


1576.M12.gz43 209911 


M00055451CE10 


ES 171 


639786 


1576M14sz43 209943 


M00055453DE12 


ES 171 


560791 


1576.O12.gz43_209913 


M00055455BG12 

lTlVVU>/*/~J«/X/<\J XX» 


ES 171 


479051 


1576.P24.gz43_210106 


M00055456AB03 


ES 171 


559369 


1585.A06.gz43_210283 


M00055456A:F01 


ES171 


642478 


1585.A10.gz43_2 10347 


M00055456B:GO8 


ES 171 


641645 


1585.A22.gz43_210539 


M00055456C:A10 


ES171 


466440 


1585.B02.gz43_210220 


M00055456C:G04 


ES171 


484126 


1585.B06.gz43_210284 


M00055456D:E06 


ES171 


452202 


1585.B13.gz43_210396 


M00055456D:G04 


ES 171 


639932 


1585.B14.gz43_210412 


M00055457D:F09 


ES 171 


650605 


1585.B23.gz43_210556 
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M00055458B:B04 


ES 171 


648123 


1585.C02.gz43_210221 


M00055458C:G02 


ES 171 


643843 


1585.Cll.gz43_210365 


M00055458D:F04 


ES 171 


640997 


1585.C16.gz43 210445 


M00055459B:A02 


ES 171 


641467 


1585.C22.gz43 210541 


M00055460A:D01 


ES 171 


640662 


1585.D14.gz43 210414 


M00055460B:G06 


ES 171 


598589 


1585.E03.gz43 210239 


M00055460C-C12 


ES 171 


640561 

V* \J *S V/ X 


1585 E06 ez43 210287 


M00055460CD10 


ES 171 


592346 

S S Xy w 1 \J 


1585 E07 ez43 210303 


M0Q055460CG09 


ES 171 


592346 


1585 Ell sz43 210367 


M00055460DB06 


ES 171 


641066 


1585 E15 ez43 210431 


M0005546LAA06 


ES 171 


643991 


1585 E23 ez43 210559 


M00055461A:H03 


ES 171 


447863 


1585 F03 ez43 210240 


M00055461CE05 


ES 171 


640792 


1585 F13 ez43 210400 


M00055461DC09 


ES 171 

i-d\J X / A 


607422 

\J\J 1 \ L.t~ 


1585F17ffz43 210464 


M00055462AA09 


ES 171 


640368 


1585 F22 2z43 210544 










M00055462CA1 1 


ES 172 


640400 


1585 G12 ez43 210385 




ES 172 


598589 


1585 G14 ffz43 210417 


M00055462DH12 


FS 172 


412416 


1585 G22 ez43 210545 


M00055463AA11 


ES 172 


398061 


1585 G23 ez43 210561 


M00055463DG01 


ES 172 


544461 


1585H09ez43 210338 


M00055464BE06 


ES 172 


640913 


1585 H13 ez43 210402 


M00055464BE11 


ES 172 


556654 


1585H14sz43 210418 

X V w «X X X ■ • G^J^TT m X w r X V/ 


M00055464BG03 


ES 172 


664711 


1585 H15 ez43 210434 


M00055464DA04 


ES 172 


661194 


1585H19ez43 210498 


M00055464DF08 


ES 172 


650914 


1585 H22 ez43 210546 


M0G055465AC05 


ES 172 


651038 


1585 101 cz43 210211 


M00055465DF12 


ES 172 


639607 

V/«S \J\J I 


1585 113 ez43 210403 


1VAV UuJ J tUvA. VVJ 


ES 172 


549611 


1585 115 ez43 210435 


M00055466C- AO 1 


ES 1 72 


559343 


1585 123 ez43 210563 


M00055467AA07 


ES 172 


555820 


1585.J07.gz43 210308 


M00055467DA01 


ES 172 


559549 


1585.J20.gz43 210516 


M00055467DC 1 0 


ES 172 


51939 


1585 J22 ez43 210548 


M00055467DG08 


ES 172 


505933 


1585 J24 ez43 210580 


M00055468A-A05 


ES 172 


646318 


1585K02sz43 210229 


M00055468CB07 


ES 172 

Xvw LIZ* 


639726 


1585 K16 ez43 210453 


IVX v/ \J\J*J <J *Tvl 7xa.. A^ V/ O 


F% Ml 


640068 


1585 K24 2z43 210581 


M00055469B:A06 


ES 172 


553402 


1585.L04.gz43_210262 


M00055469C:F09 


ES 172 


645201 


1585.L12.gz43_210390 


M00055470C:F03 


ES 172 


562067 


1585.M07.gz43_210311 


M00055470D:F12 


ES 172 


640293 


1585.M12.gz43_210391 


M00055491AH01 


ES 172 


584745 


1585.M17.gz43_210471 


M00055492A:D03 


ES 172 


639136 


1585 .N04.gz43_2 10264 


M00055492A:H06 


ES 172 


646303 


1585.N10.gz43_210360 
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SecmenceName 


M00055492C:H07 


ES 172 


646318 


1585.N22.gz43_210552 


M00055492D:B08 


ES 172 


474821 


1585 .N24.gz43_2 10584 


M00055493C:B06 


ES 172 


556551 


1585.012.gz43 210393 


M00055493D:B07 


ES 172 


555193 


1585 014 ez43 210425 


M00055493D:D12 


ES 172 


650353 


I585.016.gz43 210457 


M00055494A-A06 


ES 172 


645117 


1585 018 ez43 210489 


M00055494C.G10 


ES 172 


562236 


1585 .P05 .gz43_2 1 02 82 


M00055494C:G11 


ES 172 


558839 


1585.P06.gz43 210298 


M00055495A:D11 


ES 172 


642415 


1585 .P 12.gz43_2 1 0394 


M00055495C.F03 


ES 172 


237288 


1585 ,P22.gz43_2 10554 


M00055516B:E11 


ES 172 


552783 


1587.A04.gz43j21 1407 


M00055517A:D09 


ES 172 


650161 


1587.A16.gz43_211599 


M00055517C:H07 


ES 172 


492483 


1587.B02.gz43_21 1376 


M00055517D.D09 


ES 172 


446984 


1587.B06.gz43_211440 


M00055517D:D11 


ES 172 


290226 


1587.B07.gz43_2 11456 


M00055519AC01 


ES 172 


558785 


1587.B23.gz43 211712 


M00055519A:F08 


ES 172 


234606 

X*_S M \J\S \J 


1587C01sz43 211361 


M00055519AH01 


ES 172 


644051 


1587C03ez43 211393 


M00055520BD11 


ES 172 


590218 


1587.D04.gz43 211410 


M00055520BE04 


ES 172 


481220 


1587.D05.gz43 211426 


M00055521CB08 


ES 172 


597780 


1587 E01 ez43 211363 


M00055521CB09 


ES 172 


638943 


1587E02ez43 211379 


M00055521CC08 


ES 172 


639056 


1587E03ez43 211395 


M00055521CD02 


ES 172 


559324 


1587E04az43 211411 


M00055522CF06 


ES 172 


561202 


1587F04sz43 211412 


M00055523CF05 


ES 172 


551518 


1587.F21.gz43 211684 


M00055524BB08 


ES 172 


640419 


1 587.G08 .gz43_2 1 1477 


M00055524BD11 

ITlU \J\J J ~J *J Z*^1J .XJ X X 


ES 172 


648747 


1587.G10.gz43 211509 


M00055528A:E08 


ES 172 


641615 


1587Jll.gz43 211528 


M00055528DB02 


ES 172 


645544 


1587.K05.gz43_211433 


M00055528DH07 


ES 172 


649932 


1587.K13.gz43_211561 


M00055529D:D05 


ES 172 


643723 


1587.L03.gz43_211402 


M00055529DD11 


ES 172 


646711 


1587.L04.gz43_211418 


M00055529D:G03 


ES 172 


555326 


1587.L06.gz43_211450 


M00055530AC07 


ES 172 


649149 


1587.L09.gz43_211498 


M00055531BD10 


ES 172 


639132 


1587.M04.gz43 211419 


M00055531BE05 


ES 172 


650617 


1587.M05.gz43_21 1435 


M00055531C:C04 


ES 172 


644479 


1587.M10.gz43_211515 


M00055531D:E06 


ES 172 


639213 


1587.M13.gz43_211563 


M00055532C:G08 


ES 172 


639459 


1587.N03.gz43_211404 


M00055532D:A12 


ES172 


207552 


1587.N04.gz43_211420 


M00055533B:B11 


ES172 


641216 


1587.N15.gz43_211596 


M00055533D:G02 


ES 172 


116869 


1587.O04.gz43_211421 


M00055534A:E06 


ES 172 


194095 


1587.O05.gz43_211437 
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M00055535B:A11 


ES172 


639826 


1587.P03.gz43_211406 


M00055535C:A03 


ES 172 


634409 


1587.P07.gz43_2 11470 


M00055535C:E08 


ES 172 


640072 


1587.P10.gz43_211518 


M00055536B:H11 


ES 172 


649390 


1588A03.gz43_217281 


M00055536D:D12 


ES 172 


447869 


1588A07.gz43_217345 


M00055537C:A01 


ES 172 


552001 


1588 All.gz43_2 11923 


M00055537CA01 


ES 172 


552001 


1588All.gz43_217409 


M00055537C:E04 


ES 172 


451671 


1588A15.gz43_217473 


M00055538AC05 


ES 172 


419706 


1588A18.gz43_212035 


M00055538B:G09 


ES 172 


639461 


1588.A21.gz43_217569 


M00055538C.E04 


ES 172 


642631 


1588.B02.gz43_211780 


M00055538D.D12 


ES 172 1 


649335 


1588.B06.gz43_211844 


M00055538D:D12 


ES 172 


649335 


1588.B06.gz43_2 17330 


M00055538D:F12 


ES 172 j 


640089 


1588.B09.gz43_211892 


M00055538DJH07 


ES 172 


648206 


1588.Bll.gz43_211924 


M00055540D:G11 


ES 172 


403419 


1588.C19.gz43_217539 


M00055541C:D02 


ES 172 


643277 


1588.D05.gz43_21183O 


M00055542B:B11 


ES 172 


453606 


1588.D17.gz43_212022 


M00055542B:B11 


ES172 


453606 


1588.D17.gz43_217508 


M00055542C-.B02 


ES 172 


451361 


1588.D21.gz43_217572 


M00055542C:D07 


ES 172 


639114 


1588.D22.gz43_212102 


M00055542C:H05 


ES 172 


641031 


1588.E02.gz43J217269 


M00055543B:A06 


ES 172 


568331 


1588.E15.gz43_211991 


M00055543C:B09 


ES 172 \ 


638917 


1588.E16.gz43_217493 


M00055543D:H01 


ES 172 


452342 


1588.F01.gz43_211768 


M00055543D:H03 


ES 172 


639543 


1588.F02.gz43_211784 


M00055544AA07 


ES 172 


473701 


1588.F03.gz43_211800 


M00055544CA01 


ES 172 


648748 


1588.F13.gz43_211960 


M00055544C:B07 


ES 172 


562414 


l_ 1588F15.gz43_211992 


M00055545A:C01 


ES 172 


644173 


1588.F23.gz43_217606 


M00055545BA04 


ES 172 


. 562274 


1588.G03.gz43_211801 


M00055545B:C01 


ES 172 


556867 


1588.G05.gz43_211833 


M00055545C:D09 


ES 172 


639099 


1588.G13.gz43_211961 


M00055545D:B06 


ES 172 


505042 


1588.G16.gz43_212009 


M00055545D:C03 


ES 172 


642414 


1588.G17.gz43_217511 


M00055546B:H03 


ES 172 


466092 


1588.H02.gz43_217272 


M00055546C:B01 


ES 172 


562468 


1588.H04.gz43_217304 


M00055546C-.F11 


ES172 


32812 


1588H09.gz43_211898 


M00055547AH11 


ES 172 


649564 


1588.H18.gz43_217528 


M00055547B:C05 


ES 172 


557983 


1588JEl.gz43_212090 


M00055547B:G09 


ES 172 


648494 


1588.H24.gz43_217624 


M00055547C:B01 


ES 172 


448673 


1588.102.gz43_211787 


M00055547C:B07 


ES 172 


650982 


1588.104.gz43_217305 


M00055547D:G06 


ES 172 


641401 


1588.115.gz43_2 17481 
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ClonelD 


ESNo 


ClusterlD 


SeauenceName 


M00055548A:D07 


ES 172 


529799 


1588.118.gz43__217529 


M00055548A:F04 


ES 172 


449891 


1588 122 ez43 217593 


M00O55548B:A03 


ES 172 


638837 


1588J02ez43 217274 


M00O55548BC03 


ES 172 


646159 


1588J06ez43 211852 


M00055548BG06 


ES 172 


639480 


1588J09.gz43 211900 


M00055548BG06 


ES 172 


639480 


1588J09ez43 217386 


M00055548CE05 


ES 172 


512634 


1588 J13 ez43 211964 


M00055548OG09 


ES 172 


639295 


1588J17ez43 212028 


M00055549AB04 


ES 172 


442531 


1588J22ez43 212108 


M00055549C-E10 


ES 172 


639316 


1588 K08 cz43 211885 


M00055549C-E10 


ES 172 


639316 


1588K08ez43 217371 

l^UU, lVV U ,f^J tTmJ At M. 1 »J 1 X 


M0005 5549r*F08 


ES 172 


453768 


1588K10az43 217403 


M00055550AC07 


ES 172 


645365 


1588K19cz43 212061 


M00055550C-E07 


ES 172 


450123 


1588 L05 sz43 211838 


M00055550CF03 


ES 172 


645938 


1588 L07 ez43 211870 


M00055550DD02 


ES 172 

XJtJ X / At 


457146 


1588 Lll ez43 217420 


M00055551 AA12 


ES 172 

XJ\J X 1 At 


650521 

\J+J\JmJ At X 


1588 L18 ez43 212046 


M00055551C*C08 


ES 172 


551662 


1588M07ez43 217357 


M00055552CG03 


ES 172 


447379 


1588 M20 ez43 217565 


M00055553A-D08 


ES 172 


406436 


1588N01ez43 217262 


M00055553AF11 


ES 172 


645891 


1588N02ez43 211792 


M00055553AF11 


ES 172 


645891 


1588N02ez43 217278 


M00055553AH08 


ES 172 


420702 


1588N04ez43 211824 


M00055553BD05 


ES 172 


554789 


1588N06ez43 217342 




ES 172 


644242 


1588N09ez43 211904 


M00055553CD06 


ES 172 


644723 


1588 Nil ez43 211936 


M00055553r*H17 


F^ 172 

X-rO X / At 


641078 


1588 N15 ez43 212000 

LJUUiil It/tgUTJ X« JlMVVV 


M00055553DC07 


ES 172 


640747 


1588N16ez43 212016 


M00055553DE06 


ES 172 

X-t\j X / At 


645781 


1588N18ez43 217534 


M00055554CR04 


FS 172 


644012 


1588 O05 ez43 217327 

i JUU. \J\J ~J ,ti/l~J At X Mm/ At t 


ivx w v vj j j j *txy . r \j i 


F<5 172 

XyO X / At 


37769? 


1588 Oil az43 217423 

IJOO.Vfll.g&TJ AtXITAtmJ 


M0O055555D-RO5 


F<* 172 


639395 


1588 022 ez43 217599 


M0005SS56AA04 


ES 172 


646350 


1588 P05 ez43 211842 

X ^/ W *X UJ . r * » - J XV X X v f x* 


M00055556AF07 


F^ 177 

XvO X /A> 


649099 


1588P06ez43 211858 

1>/UU.1 W *J£fLt~~J AtXXXJm/XJ 


M00055556AF07 


F^ 172 


649099 


1588 P06 2z43 217344 

UUU.X VVlgM 1 J At X 1 mt I 1 


M00055S56PH09 


ES 172 

XjO X 1 At 


701221 


1588P14ez43 217472 


M00055557A-A04 


ES 172 


447023 


1588P18ez43 217536 


M00055557A:C11 


ES 172 


639425 


1588.P21.gz43_212098 


M00055557B:B10 


ES 172 


477064 


1588.P24.gz43_217632 


M00055557B:F07 


ES 172 


509798 


1597.A03.gz43_212179 


M00055558B:G11 


ES172 


637966 


1597.A16.gz43_212387 


M00055558D:C08 


ES 172 


460666 


1597.A21.gz43_212467 


M00055558D:D07 


ES 172 


645913 


1597.A23.gz43_2 12499 


M00055559A:D06 


ES 172 


469731 


1597.B06.gz43_212228 
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ClonelD 


! ESNo 


ClusterlE 


l SequenceName 


M00055559C:D07 


ES 172 


55502] 


1 1597.B12.gz43 212324 


M00055560D:C03 


ES 172 


47082S 


\ 1597.C10.gz43 212293 


M00055561A:F07 


ES 172 


647614 


\ 1597.C17.gz43 212405 


M00055561B:G12 


ES 172 


645538 


1597.C24.gz43_212517 


M00055561C:C07 


ES 172 


639781 


1597.D05.gz43 212214 


M00055562B:D03 


ES 172 


592122 


1597.D14.gz43 212358 


M00055562B.H02 


ES 172 


475152 


1597.D17.gz43_212406 


M00055562C:F02 


ES 172 


640195 


1597.D22.gz43 212486 


M00055562D:B06 


ES 172 


639056 


1597.E05.gz43_212215 


M00055563AA02 


ES172 


640356 


1597.E08.gz43 212263 


M00055563A:C03 


ES 172 


647431 


1597.E09.gz43_212279 


M00055563A:D02 


ES 172 


I 449258 


1597.E10.gz43 212295 


M00055565AC08 


ES 172 


454825 


1597.F10.gz43 212296 


M00055565AF11 


ES 172 


553318 


1597.F16.gz43 212392 


M00055565B:F04 


ES 172 


596882 


1597.F18.gz43_212424 


M00055565D:G08 


ES 172 


664195 


1597.G03.gz43 212185 


M00055566AE02 


ES 172 


639593 


1597.G06.gz43 212233 


M00055567AA06 


ES 172 


446230 


1597.G23.gz43 212505 


M00055567AA11 


ES 172 


647069 


1597.G24.gz43 212521 


M00055567B:G07 


ES 172 


649829 


1597.H04.gz43_2 12202 


M00055568A:B04 


ES 172 


556511 


1597.H15.gz43_212378 


M00055568A:D05 


ES 172 


646293 


1597.H17.gz43_212410 


M00055568C:F07 


ES 172 


638869 


1597.H24.gz43 212522 


M00055568C:G11 


ES 172 


641890 


1597,I01.gz43 212155 


M00055569AC08 


ES 172 


643488 


1597.110.gz43_212299 


M00055569AD01 


ES 172 


650740 


1597I12.gz43_2 12331 


M00055569AF06 


ES 172 


644928 


• 1597.118.gz43_212427 


M00055569B:G10 


ES 172 


553114 


1597.124.gz43_212523 


M00055569D:C02 


ES 172 


557975 


• 1597.J06.gz43_212236 


M00055570B.F07 


ES 172 


659031 


1597J12.gz43_212332 


M00055572C:E08 


ES 172 


447423 


1597.L05.gz43 212222 


M00055573AB11 


ES 172 


666644 


1597.L12.gz43_212334 


M00055573B.D11 


ES 172 


589483 


1597.L18.gz43_212430 


M00055573B:E01 


ES 172 


553602 


1597,L19.gz43_212446 


M00055574AD12 


ES 172 


642527 


1597.M09.gz43 212287 


M00055574A.F12 


ES 172 


640181 


1597.Mll.gz43_212319 


M00055574B:D04 


ES 172 


557713 


1597.M15.gz43_212383 


M00055574B:F06 


ES172 


650235 


1597.M17.gz43_212415 


M00055574D:B07 


ES 172 


649431 


1597.M24.gz43_2 12527 










M00055574D:E02 


ES 173 


649668 


1597.N02.gz43_212176 


M00055575C:B04 


ES 173 


45921 


1597.N14.gz43_212368 


M00055575D:G04 


ES 173 


640956 


1597.N18.gz43_212432 


M00055576A.D09 


ES 173 


650593 


1597.N21.gz43_2 12480 
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CIonelD 


ESNo 


ClusterlD 


S ecjuenceName 


M00055576A:F07 


ES 173 


649349 


1597.N23.gz43_212512 


M00055576D:E09 


ES 173 


643162 


1597.012.gz43 212337 


M00055577AG09 

XTXV «^ «^ * / X X« w ~r 


ES 173 


640851 


1597 O20 ez43 212465 


M00055577BF05 


ES 173 


648483 


1597.024.gz43 212529 


M00055577C:G02 


ES 173 


639698 


1597.P05.gz43 212226 


M00055578B:D05 


ES 173 


362177 


1597.P12.gz43 212338 


M00055578CF11 


ES 173 


668852 


1597P22ez43 212498 

A / *X ****** < £ZjAmlW XV XXrf ■ V 


M00055578DE11 


ES 173 


561602 


1597P24gz43 212530 


M00055579CD04 


ES 173 


641191 


1598A07sz43 212627 


M00055579D:C11 


ES 173 


459521 


1598.All.gz43 212691 


M00055579D:G09 


ES 173 


641957 


1598.A13.gz43 212723 


M00055580BB08 


ES 173 


641425 


1598 A17sz43 212787 

X *y ✓ W • a. X X f *f)**9+J X* X X* ■ w # 


M00055581AC02 


ES 173 


640025 


1598.B02.gz43_212548 


M00055581CA01 


ES 173 


648580 


1598.B04.gz43 212580 


M00055581CB08 


ES 173 


647360 


1598 B05 ez43 212596 


M00055582BA06 


ES 173 


648159 


1598 B15 ez43 212756 


M00055583AA05 


ES 173 


641262 


1598 COS ez43 212597 


M00055583ClA01 

X.TA.XJ \J \J *S *J +J \J +J \_/.XX\/ X 


ES 173 


86311 


1598 C18 ez43 212805 


M00055584AG11 i 


ES 173 


641925 


1598.D06.gz43 212614 


M00055584BB01 


ES 173 


639070 


1598 D07 ez43 212630 


M00055585A-E12 


ES 173 


651000 


1598 D21 ez43 212854 


M00055585BF01 


ES 173 


415538 


1598E02ez43 212551 




ES 173 


449247 


1598 E06 ez43 212615 


MG0055586AF05 


ES 173 


639116 


1598 Ell cz43 212695 


M00055586C-A06 


ES 173 


553087 


1598 E21 ez43 212855 


M00055586DG07 


ES 173 


645707 


1598.F05.gz43 212600 


M000 S S ^ 8 R A ■ C03 


ES 173 


639444 


1598 G05 cz43 212601 

X ^ ✓ \7 • w \J tfil j i J X* X X>W X 


M00055588BH1 1 

J.V1VUU J J JOOJJ.lll A 


ES 173 


140909 


1598 Gil ez43 212697 


M00055588C-G09 


ES 173 


509973 


1598 G15 ez43 212761 


iVlUvUJJJ07A.XJUU 


ES 1 73 


646914 


1598 G21 ez43 212857 


M00055589BE08 


ES 173 


644572 


1598 H03 ez43 212570 


M00055589BH02 


ES 173 


642008 


1598.H04.gz43 212586 


M00055590AB03 


ES 173 


464091 


1598H11 gz43 212698 


M00055590A:E01 

ITlvU V/»y »y — / ✓ \A* L.XVV X 


ES 173 


645264 


1598.H15.gz43 212762 


M00055590DG07 


ES 173 


635439 


1598.Ill.gz43 212699 


M00055591AB08 


ES 173 


641472 


1598.I12.gz43 212715 


M00055591DA07 


ES 173 


556868 


1598.J04.gz43_212588 


M00055591D:E08 


ES173 


512521 


1598.J05.gz43_212604 


M00055592B:C10 


ES 173 


641467 


1598J12.gz43_212716 


M00055593A:F08 


ES 173 


641838 


1598.K09.gz43_212669 


M00055593C:D08 


ES 173 


638941 


1598.K14.gz43_2 12749 


M00055594B:A01 


ES173 


446371 


1598.K21.gz43_212861 


M00055594C:B03 


ES173 


470769 


1598.L04.gz43_212590 


M00055594C:F11 


ES173 


646590 


1598.L06.gz43_212622 
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ca JNO 


Cluster/ID 


SequenceName 




pc ni 

EtO 1 / J 


4DDot>4 


1 3y o .L> 1 Z ,gZ43_Z 1Z / 1 o 


A/iAAAs<.sosr , «Fi o 

3yl\J\J\JDDDyD\s.r IZ 


pC 171 
bO 1 / J 


44 /Z /Z 


1 ^OC TV/fAl rrrr/11 717</11 

1 jyo.MU 1 .gZ43_Z 1Z 343 


A/fAAAS SSOSr^fiAi 
MUUU333y3U.vJU3 


PC 171 


4 /ozzy 


1 <QQ A/TA7 />r,/11 717«<Q 

ljyo.MUZ.gZ43_Zlz03y 


\/fn aa s s s o < n • a a 

MUUU333y3LJ.LAJ4 


PC 171 
bo I / J 


DD4//3 


1 jy o .MU4.g24 3_z 1 Z jy 1 


a/iaaasssga a •c k (Y) 
MUUU333yoA. l^UZ 


PC 171 

bo 1 fj 


1 /t>l£7^ 

144ozo 


K(\q AyfAQ Af*/I1 717A^^ 

lDyo.MUo.gZ43_zlzojj 


AAAAA5SSOA A «PA7 
MUUU3 3 3yOA.JtiU / 


CP 171 
bo 1/3 


(LA Aft!/: 

o4Uozu 


KOO AyflA 717AG7 

1 jyo.MlU.gz43_ZlZ6o / 


a/taa a ^ s s oat* • nn i 

MUUU J 3 3 y OC . UU 3 


PC 17*2 
Jtio 1 to 


4Doy /y 


KOft A/TIA rr^/11 7177A1 
ljyo.M10.gZ43_Zlz/o3 


A/TA AA5 S S 07T3 '"D/Vl 
MUUU33 3y /I5.I5U4 


T7C 171 


4o3Uz<> 


1 !> y o .IN U j ,gZ43_Z 1 ZoUo 


AvfAAAS S C07H • 15 AS 

MUUU333y /JLM5U3 


X2Q 1 71 


/Cyl 1 >1 A A 

64 1440 


1 -C AO XT A A 1 

15yo.N0y.g243_z 12672 


ATA AAS S S07TYP 1 A 

MUUU3 33y /u.biu 


t?C 171 


JD444U 


1-CAOXT11 **~A1 7177A/I 

1 j y o .In 1 1 .gZ43_z 1 Z /U4 


AyTAAASssoATvz-'Ao 
MUUU3 j j y yU . CUo 


DC 1 71 


640295 


KAO XTOl a.»jIO 

15yo.Nz3.gz43_212oy6 


a/taaassaha A .f^A>i 
MUUU33uUUA.L,U4 


CO 1 71 


jU/Ioo 


1 CAO f\A7 m*Vl1 Ol OA/11 

1 D y o . UU / .gz43_Z 1264 1 


MUUU336UUCLAJZ 


CC 1 -71 

173 


647312 


kaq nn «™/ti oiooai 
15yo.U17.gz43_212oUl 


AyfAAASSAAATVDAI 

MUUU33oUUJLaj>Uz 


1/3 


Z 1 CAl 1 


1 ^AQ AlO rtr./l'J OlOOll 

ljy<).Uiy.g243_ZlZo33 


un AAS s A A 1 P -"r> 10 
MUUU330U1.D..LJ1Z 


"PC 171 
XtO 1/3 


04UoyD 


1CQO DAS rrvAl 717A1A 

1 D y o ,r U3 .gZ43_Z 1 Zo 1 U 


AyfA A AS S A A 1 P •TIA7 
MUUU 3 30U1» .JtlUZ 


T*C 1 71 

bo 1 /3 


1 1 Ol 

o4iiy i 


1 <QO DA7 nr>*/f1 111A/17 

13yo.rU / .gZ43_ZlZo4z 


A/TAAASSAA1 f* 1 ./"*! 1 

MUUU336U1U:\^1 1 


tjo 1 71 

bo 1 /3 


<<1AK 

jooylD 


1 SAO t>1 A /v**/ll 711AAA 

1 3 y o .r 1 U .gz43_z 1 z6yU 


A/1AAASSAA7 A •r\A/l 

MUUU33oUzA.DU4 


nc 171 
bo 1/3 


640634 


1 ^QO D7A o**/11 7170SA 

13yo.rzU.gZ43_zlzo3U 


AyfAAASSAA7T3-P 1 A 
MUUU3 30UZD..D 1U 


PC 171 
bo 1/3 


7A1 OA/1 

zu iyu4 


1 ^OO AA1 /y^Q 017O71 

1 3yy . au l .gz43_z izyz3 


A/T AAASSAA7P-D 1 0 
MUUU J J oUzrS . t> 1 Z 


PC 171 

bo 1/3 


644 / 64 


KQQ AA1 /^>/f1 717Q<S 

1 3 y y J\\j3 .gjAi^JL ILyj 3 


AJTAAAC S A AITfc./tiAO 

MUUU j j 6U2JJ :(JUo 


"CO 1 *71 

bo 173 


£LA1 AAA 

643 i/U6 


KOA AK r*~rA1 OlIlylT 

1 3 y y . Al 3 ,gZ43__z 1 3 1 4 / 


A/TAAASS AA1TV A AA 

MUUU33oU3LJ.AUy 


"DC 1 Tfl 
bo 1/3 


A>1 1110 

o4133iS 


KAADA1 r*-A1 T17AO/1 

1 3yy .du i .gz43_z l zyz4 


A K A A A C € C A A T\ .C A1 

MU0033604D:b07 


bo 173 


64327y 


KflA DAA ^0 111ASO 

1 5 y y . ooy .gz43_2 1 3 03z 


A >T A A A S S A A A T\ . CA S 

M00055604D.rU3 


T?C 1 ^1 

bo 173 


€<A1QA 

5jy3oU 


1 CAO CIA tm-'rwA 1 11 1 AAO 

13yy.B10.gz43_Z1306o 


A/TAAASSAAA A .D1 1 

MUUU3 36U6A:Jt>l 1 


bo 1/3 


3j4o33 


1 CAA D 1 A *vr,/t1 111111 

1 3 yy.o i y .gz43_z 1 3z i z 


AAAAASSAAA A .TTrtft 

MUUU336U6A:r uy 


bo 173 


461D24 


UflO DTI n**A1 1111 A A 

1 3yy .Jfc>Z 1 .g243_Z 1 3Z44 


A/TAA ASS Aft A/^.CA/f 

MUUU33oU6ty:rU4 


CC 171 

bo 1/3 


(LA 1 OIQ 

o41o3y 


KAA PAA iw/l'l 711AS1 

1 3yy XXXy .g243__z 1 3U33 


A >T A A A < S C C\CT\ . A S 

MUUU336U6L/:Ca)3 


bo 1 /3 


HA 1 Cyll 

o41o42 


KAA P11 1101A1 

1 3 yy .C lz.gz43_Z 1 3 1 U 1 


A JTA A AS S A A O /"* • C A 1 

MUUU336UoCbU3 


CC 1 71 

bo 1/3 


A/1 1 AQA 

d41ooU 


KAA A1A 111A7A 

13yy.UlU.gZ43_Zi3U /u 


AJTAAA^SAA©/"" 1 ./"*! 1 

MUUU3 3oUoUaj1 I 


CC 1 71 

bo 1/3 


AA771 < 

oU//1j 


KAA AK 111KA 

1 3y y .1J 1 3 .gZ43_z 1 3 1 3 U 


A JTA A ASS A AACTM A 

MUUU336Uyii:DlU 


CC 1 HI 

bo 173 


46uyzy 


KAA CA1 r*~A1 111A77 

i3yy,bu i ,gz43_z lzyz / 


A>TAAflS C AAACC 1 A 

M00U336Uyo:F10 


CC 1 11 

bo 173 


^C>1 A A3 A 

640930 


KAA CAl f~—A1 711ASA 

I3yy.b03 .gz43_zizy3y 


A/TAAfiss^ci Accr\/i 
MUUU j 3 o I Uo .bU4 


cc too 
bo 173 


4j4j2/ 


l SAA CAl r^-,A1 1\1C\AA 

1 3 y y . r uz . gz43_z i zy 44 


A>TA A ASS A 1 AT"\.TJAA 

MUUU5561UD:riUy 


CC 1 11 

bo 173 


o3y2jj 


KAQ DAQ 111ASA 

1 3 y y .r Uy .gz43_z 1 3 U3 0 


A/fAAASSAl 1 O-CAO 

MUUU3361 lu.JbUi 


CC 171 

bo 173 


cci QA<C 

3!)loy6 


KAA C1^ ,w,/11 1111AA 

13yy.rZ4.g243_zl3zyo 


A4AAA5SA1 1 A .UAS 

MUUUj j 0 1 Z AltiUD 


CO 171 

bo 173 


CA <A1 1 

64 jU3 1 


KQO A15 y>^1 111111 

13yy.Vjl3 .gZ43_Z 13 lz 1 


AAAAASSA1 C/~*.CA1 

MUUU33ol3CbUl 


CC 1 71 

bo 1 /3 


64Uo6o 


1 SAO TAft rr-rAI 7 1 1 AA1 

1 3 y y .lUo .gZ43__Z 1 3 U43 




JCrO 1 f J 


A1Q7A1 

\jjy i\jj 


1J77.H 1.^Zj*tJ 1JU7 1 


M00055617A:H12 


ES 173 


641254 


1599.J09.gz43_213060 


M00055619A:C03 


ES173 


213631 


1599.K12.gz43_213109 


M00055619B:H04 


ES 173 


639480 


1599.K19.gz43_213221 


M00055619C.D06 


ES 173 


647518 


1599.K24.gz43_213301 


M00055619C:F07 


ES 173 


640221 


1599.L01.gz43_212934 


M00055619D.A04 


ES 173 


640382 


1599.L05.gz43_212998 
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CIonelD 


ESNo 


ClusterlD 


SeniienceMame 

U VsVi U VX1 V/VX a CM tXW 


M00055620D.D05 


ES 173 


640416 


1599L17ez43 213190 


M00055621B:GO3 


ES 173 


561626 


1599 L23 sz43 213286 


M00055623D:G05 


ES 173 


641069 


1599N09ez43 213064 


M00055628B:B07 


ES 173 


607138 


1599P21ez43 213258 


M00055629A:D08 


ES 173 


647266 


\ 1600 A15 ez43 213531 


M00055629B:G09 


ES 173 


455075 


1600A22ez43 213643 


M00055630B:E09 


ES 173 


561180 


1600B13ez43 213500 


M00055630B:G04 


ES 173 


645004 


1600B15o743 2135^? 


M00055632A:B11 


ES 173 


559423 


1600 B24 £743 213676 


M00055632DA06 


ES 173 


640799 


1600 CIO az43 2134S1 


M00055633BA08 


ES 173 


634012 


1600C91 *T743 ^1^6?Q 


M00055633BG02 


ES 173 


131348 


1600C24&743 213677 


M00055633D:A02 


ES 173 I 


649717 


1600D04cz43 213358 


M00055634CC10 


ES 173 


446659 


1600D21ffz43 213630 


M00055634CF09 


ES 173 


166041 


1600 D23 ff743 213662 


M00055636AH12 


ES 173 


650180 


1600F24P743 21367Q 


M00055637B-A01 


ES 173 


642361 


1600F24cz43 213680 


M00055637BH12 


ES 173 


641253 


1600 G05 ffz43 213377 


M00055638A:A10 


ES 173 


554335 


1600 G13 ez43 213505 


M00055638DD07 


ES 173 


639934 


1600H02ez43 213330 


M00055638DE09 


ES 173 


646695 


1600H04ez43 213362 


M00055639DD03 


ES 173 


548959 


1600101 ez43 213315 


MO0O55639DF08 


ES 173 


640956 


1600 103 ez43 213347 


M00055640AG03 


ES 173 


635965 


1600 107 ez43 213411 


M00055640BC01 


ES 173 


472129 


1600 109 ez43 213443 


M00055640CE06 


ES 173 


557401 


1600 112 ffz43 213491 


M00055640CF05 


ES 173 


467381 


1600T13ffz43 213507 


M00055640OF08 


ES 173 


151279 


1600 114 bz43 213523 


M00055641AC12 


ES 173 


562000 


1600 119 ffz43 213603 


M00055642DA05 1 


ES 173 


553516 


1600J23ffz43 213668 


M00055643AC01 


ES 173 


451615 


1600 K05 ez43 213381 


M00055643BE05 


ES 173 


642246 


1600 Kll sz43 213477 

XWV/.XVX J..Ku7J ^» X «✓ • » » 


M00055643CG10 


ES 173 


645261 


1600K18&z43 213589 


M00055643DA05 


ES 173 


656268 

\JmS \J£* \f\J 


1600K20ez43 213621 


M00055643DG11 


ES 173 


561069 


1600 K24 ez43 213685 


M00055644AD10 


ES 173 


549124 


1600L02ffz43 213334 


M00055644AD12 


ES 173 


554722 


1600 L03 &z43 213350 


M00055644B:H12 


ES 173 


379040 


1600.L07.gz43_213414 


M00055645A:C07 


ES 173 


156097 


1600.L19.gz43_213606 


M00055646C:B04 


ES 173 


646352 


1600.M13.gz43_213511 


M00055647A:H10 


ES 173 


446621 


1600.M19.gz43_213607 


M00055647B:A05 


ES 173 


641210 


1600.M20.gz43_213623 


M00055647C:D02 


ES 173 


639886 


1600.N04.gz43_213368 


M00055647D:B11 


ES 173 


467563 


1600.Nll.gz43_213480 
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CloneED 


ESNo 


ClusterlD 


SequenceName 


M00055648B:C01 


ES 173 


453441 


1600.N19.gz43_213608 


M00055649AH07 


ES 173 


640320 


1600.01 l.gz43_213481 


M00055649C:F02 


ES 173 


491368 


1600.O16.gz43_213561 


M00055650AB05 


ES 173 


553285 


1600.O21.gz43_213641 


M00055650C:F12 


ES 173 


640029 


1600.P09.gz43_213450 


M00055651AD06 


ES 173 


638779 


1600.P16.gz43_213562 


M00055651A:E06 


ES 173 


641702 


160O.P17.gz43_2 13578 


M00055651B:F08 


ES 173 


458736 


1600.P20.gz43_213626 


M00055651O.E01 


ES 173 


550515 


1600.P24.gz43_213690 


M00055651CF07 


ES 173 


643513 


1669A01.gz43_260687 


M00055652A:G11 


ES 173 


554510 


1669A07.gz43_260783 


M00055652B:B11 


ES 173 


618998 


1669A10.gz43_260831 


M00055652B:F12 


ES 173 


406734 


1669A12.gz43_260863 


M00055653A:G08 


ES 173 


649631 


1669A24.gz43_261055 


M00055653B:C03 


ES 173 


647333 


1669.B06.gz43_260768 


M00055653B:E12 


ES 173 


86311 


1669.B09.gz43_260816 


M00055653B:G01 


ES 173 


644971 


1669.B10.gz43_260832 


M00055653B:G11 


ES 173 


640259 


1669.Bll.gz43_260848 


M00055653D-.H02 


ES 173 


463312 


1669.B23.gz43_261040 


M00055654A.B07 


ES 173 


462247 


1669.C01.gz43_260689 


M00055654B:G09 


ES 173 


472226 


1669.C06.gz43_260769 


M00055654CA05 


ES 173 


641469 


1669.C08.gz43_260801 


M00055654C:C10 


ES 173 


638971 


1669.C09.gz43_260817 


M00055654C:D03 


ES 173 


556488 


1669.C10.gz43_260833 


M00055654D:F02 


ES 173 


650677 


1669.C17.gz43_260945 


M00055655AA09 


ES 173 


642111 


1669.C18.gz43_260961 


M00055655B:B08 


ES 173 


642411 


1669.C22.gz43_261025 


M00055656A:E09 


ES 173 


643804 


1669.Dll.gz43_260850 


M00055657A:B04 


ES 173 


450883 


1669.E08.gz43_260803 


M00055659AA08 


ES 173 


648773 


1669.Fll.gz43_260852 


M00055659C-.B10 


ES 173 


639706 


1669F21.gz43_261012 


M00055659C:D06 


ES 173 


639674 


1669.F24.gz43_261060 


M00055660A:A06 


ES 173 


452687 


1669.G10.gz43_260837 


M00055660A:C05 


ES 173 


503275 


1669.Gll.gz43_260853 


M00055660A:C08 


ES 173 


643563 


1669.G12.gz43_260869 


M00055660BJI02 


ES 173 


589483 


1669.G17.gz43_260949 


M00055661B:E07 


ES 173 


455778 


1669.H06.gz43_260774 


M00055661C:E11 


ES 173 


658447 


1669.H12.gz43_260870 


M00055662B:F11 


ES173 


447585 


1669.104.gz43_260743 


M00055662C:C11 


ES173 


523875 


1669.107.gz43_260791 


M00055662C:D05 


ES173 


645758 


1669.108.gz43_260807 


M00055662C.D12 


ES 173 


641379 


1669.109.gz43_260823 


M00055662CH06 


ES 173 


446188 


1669.112.gz43_260871 


M00055662D:A09 


ES 173 


639596 


1669.115.gz43_260919 
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ClusterlD 
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M00055662D:B07 


ES 173 


639665 


1669.I17.gz43J260951 


M00055662D:E05 


ES 173 


640018 


1669.120.gz43_260999 


M00055662D:F09 


ES 173 


559575 


1669.I21.gz43J261015 


M00055663A:B02 


ES 173 


641091 


1669.I22.gz43J261031 


M00055663A:G04 


ES 173 


640261 


1669.124.gz43_261063 


M00055663A:H10 


ES 173 


641658 


1669J01.gz43j260696 


M00055663B:E02 


ES 173 


640078 


1669J04.gz43_260744 


M00055663C:D05 


ES 173 


658271 


1669J07.gz43J260792 


M00055663C:F05 \ 


ES 173 


512521 


1669J08.gz43J260808 


M00055663D:B05 


ES 173 


643909 


1669.J10.gz43_260840 


M00055664B:G08 


ES 173 


640211 


1669J16.gz43_260936 


M00055665B*A12 


ES 173 


451906 


1669.K06.gz43_260777 










M00055665B:B10 


ES 174 


465104 


1669.K07.gz43_260793 


M00055665DF11 


ES 174 


640179 


1669K18ez43 260969 


M00055666AG04 

1TXV V Vi/ J U Will VI V» 


ES 174 


642078 


1669.K23.gz43 261049 


M00055666BC03 


ES 174 


448484 


1669L07ez43 260794 


M00055666BE06 


ES 174 


640678 


1669 .LI 1 .gz43_260858 


M00055666CC11 


ES 174 


639804 


1669.L12.gz43_260874 


M00055666DD08 1 


ES 174 


639932 


1669.L16.gz43 260938 


M00055667AB12 


ES 174 


642332 


1669.L20.gz43_261002 


M00055667AH10 


ES 174 


456561 


1669.L23.gz43_261050 


M00055667BC08 


ES 174 


639752 


1 669.M0 1 ,gz43_260699 


M00055667CF07 


ES 174 


646894 


1 669.M 1 0.gz43_260843 


M00055667DB01 


ES 174 


561894 


1669.M12.gz43_260875 


M00055668BA10 


ES 174 


550999 


1669.M19.gz43_260987 


M00055668BB07 


ES 174 


557401 


1669.M20.gz43__261003 


M00055668B:D05 


ES 174 


639906 


1669.M21.gz43_261019 


M00055668C:A04 


ES 174 


642068 


1669.N02.gz43_260716 


M00055668C:F05 


ES 174 


648340 


1669.N05.gz43_260764 


M00055668DE11 


ES 174 


556750 


1669.N10.gz43_260844 


M00055669B:G02 


ES 174 


648352 


1669.N18.gz43_260972 


M00055669D:B08 


ES 174 


639743 


1669.O02.gz43_260717 


M00055670AB04 


ES 174 


648352 


1669.O07.gz43_260797 


M00055670DF02 


ES 174 


641683 


1669.0 17.gz43_260957 


M00055671AH03 


ES 174 


518569 


1669.P01 .gz43_260702 


M00055671BB02 


ES 174 


642230 


1669JP03.gz43_260734 


M00055672D.F06 


ES 174 


640092 


! 1670.A08.gz43_261183 


M00055673A:E09 


ES 174 


95617 


1670.AlLgz43_261231 


M00055673B:A04 


ES174 


645146 


1670.A16.gz43j261311 


M00055673B:B08 


ES 174 


639469 


1670A18.gz43_261343 


M00055673D:C01 


ES 174 


639805 


1670.B07.gz43_261168 


M00055674A:C11 


ES 174 


651088 


1670.B12.gz43_261248 


M00055674C:E05 |ES 174 


645968 


1670.B21.gz43_261392 
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ESNo 


ClusterlD 
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M00055675A:G03 


ES 174 


643522 


1670.C06.gz43_261153 


M00055675D-.E04 


ES 174 


650673 


1670.C14.gz43J261281 


M00055676B:D05 


ES 174 


446242 


1670.C20.gz43_261377 


M00055676D:H07 


ES 174 


426366 


1670.D05.gz43_261138 


M00055678C:H05 


ES 174 


289328 


1670.D14.gz43_261282 


M00055679B:E03 


ES 174 


642321 


1670.D23 .gz43_26 1426 


M00055680B:D09 


ES 174 


553642 


1670.E15.gz43_261299 


M00055680B:H04 


ES 174 


647427 


1670.E17.gz43_261331 


M00055680C:E01 


ES 174 


493622 


1 670.E20 .gz43_26 1 379 


M00055681A:F02 


ES 174 


416808 


1670.E24.gz43_26 1443 


M00055681DF11 


ES 174 


642502 


1670.F18.gz43* 261348 


M00055682A:B07 \ 


ES 174 


637966 


1670.F22.gz43_261412 


M00055682C:D06 


ES 174 


641618 


1670.G09.gz43J261205 


M00055682D:G02 


ES 174 


641902 


1670.G19.gz43_261365 


M00055683B:D10 


ES 174 


640645 


1670.H06.gz43_261158 


M00055683C A03 


ES 174 


557625 


1670H10ez43 261222 


M00055683CD11 


ES 174 


644699 


1670.H14.gz43_261286 


M00055683CH11 


ES 174 


553921 


1670.H17.gz43_261334 


M00055684BD06 


ES 174 


599838 


1670.I10.gz43 261223 


M00055684D A10 


ES 174 


506901 


1670J18.gz43 261351 


M00055685AE10 


ES 174 


601137 


1670.I23.gz43 261431 


M00055685AF02 


ES 174 


647856 


1670.124.gz43_261447 


M00055685AF06 


ES 174 


447802 


1670. J02.gz43_26 1 096 


M00055685BE12 


ES 174 


645909 


1670.J06.gz43 261160 


M00055685DB06 


ES 174 


649558 


1670.J18.gz43_261352 


M00055686BD03 


ES 174 


641624 


1670.K06.gz43_261161 


M00055686DE04 


ES 174 


641726 


1670.K12.gz43_261257 


M00055686DE10 


ES 174 


641728 


1670.K13.gz43J261273 


M00055687CB04 


ES 174 


554564 


1670.K24.gz43_261449 


M00055687CB11 


ES 174 


649284 


1670.L01.gz43_261082 


M00055687CF01 


ES 174 


643594 


1670X05 .gz43_261 146 


M00055687C:F07 


ES 174 


639136 


1670X06.gz43_261162 


M00055688A:A02 


ES 174 


641287 


1670.L09.gz43_261210 


M00055688A:E04 


ES 174 


649921 


1670X12.gz43_261258 


M00055689BF04 


ES 174 


446675 


1 670.M05.gz43_26 1 147 


M00055689CB03 


ES 174 


634122 


!670.M08.gz43_261 195 


M00055689CC03 


ES 174 


634122 


1670.M10.gz43_261227 


M00055689D:G01 


ES 174 


567636 


1670.M18.gz43J261355 


M00055691AD08 


ES 174 


640826 


1670.M22.gz43_261419 


M00055691B:E07 


ES 174 


640889 


1670.N03.gz43_261116 


M00055691C:E02 


ES174 


646638 


1670.N06.gz43__261164 


M00055691D:B07 


ES 174 


642644 


1670.Nll.gz43j261244 


M00055691D:E04 


ES 174 


502609 


1670.N13.gz43_261276 


M00055692A:E05 


ES 174 


561920 


1670.N18.gz43J261356 
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M00055695D:E01 


ES 174 


645431 


1670.P12.gz43_261262 


M00055699C:D02 


ES 174 


41141 


1671.BlLgz43_261616 


M00055700B:E10 


ES 174 


553985 


1671.B23.gz43J261808 


M00055701A:B04 


ES 174 


560546 


1671.C12.gz43_261633 


M00055701B:C03 


ES 174 


642039 


1671.C17.gz43_261713 


M00055702C:D01 


ES 174 


646028 


1671.D09.gz43_261586 


M00055702C:F11 


ES 174 


640947 


1671D10.gz43_261602 


M00055702D:H10 


ES 174 


605761 


1671.Dll.gz43_261618 


M00055704A:D09 


ES 174 


642062 


1671.E08.gz43_261571 


M00055704B:C04 


ES 174 


551415 


1671JE12.gz43_261635 


M00055705C:F12 


ES 174 


471268 


1671.F17.gz43_261716 


M00055705C:G01 


ES 174 


641876 


1671.F18.gz43JZ61732 


M00055706B.H12 


ES 174 


463548 


167LG10.gz43_261605 


M00055707A:B07 


ES 174 


649429 


1671.G14.gz43J261669 


M00055707A:E07 


ES 174 


468316 


1671.G17.gz43_261717 


M0Q055707A:F11 


ES 174 


453006 


1671.G20.gz43_261765 


M00055707B:E02 


ES 174 


640879 


1671.G22.gz43_261797 


M00055709D:G10 


ES 174 


417259 


1671.H17.gz43_261718 


M00055710B:E04 


ES 174 


641700 


167 l.H22.gz43_26 1798 


M00055711B:B08 


ES 174 


561422 


1671.107.gz43_261559 


M00055711CA07 


ES 174 


463368 


1671.11 l.gz43_261623 


M00055711DH12 


ES 174 


558890 


1671.121.gz43_261783 


M00055713C:B06 


ES 174 


455552 


1671J08.gz43_261576 


M00055713C:D11 


ES 174 


469688 


1671 J10.gz43_26 1608 


M00055713C-F12 


ES 174 


558086 


1671Jll.gz43JZ61624 


M00055713CH01 


ES 174 


446933 


1671.J12.gz43_261640 


M00055715AD10 


ES 174 


463368 


1671.K08.gz43_261577 


M00055715CC11 


ES 174 


640534 


1671.K20.gz43_261769 


M00055717AC06 


ES 174 


644325 


1671.L10.gz43_261610 


M00055717AH01 


ES 174 


521888 


1671.L12.gz43_261642 


M00055717BA03 


ES 174 


451401 


1671.L14.gz43_261674 


M00055717BE04 


ES 174 


421826 


1671.L17.gz43_261722 


M00055717C:B07 


ES 174 


536415 


1671.L23.gz43J261818 


M00055718A:F01 


ES 174 


478192 


1671.M09.gz43J61595 


M0O055718A:H05 


ES 174 


640282 


1671.M10.gz43_261611 


M00055718B:H11 


ES 174 


465589 


1671.M17.gz43_261723 


M00055719A:A06 


ES 174 


646105 


1671.N09.gz43_261596 


M00055719A:D11 


ES 174 


557710 


1671.N12.gz43_261644 


M00055719A:G04 


ES 174 


645505 


167LN17.gz43_261724 


M00055719A:G12 


ES 174 


510195 


1671.N18.gz43_261740 


M00055719C:A09 


ES 174 


640282 


1671.N23.gz43_261820 


M00055720B:D06 


ES 174 


645344 


1671.012.gz43_261645 


M00055721A:A07 


ES 174 


466265 


1671. 022.gz43_261 805 


M00055721B:D08 


ES174 


642288 


1671.P07.gz43J61566 
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M00055722A:B05 


ES 174 


492094 


1671.P18.gz43__261742 


M00055722A:C04 


ES 174 


600115 


1671.P21.gz43J261790 


M00055722B:A01 


ES 174 


498194 


1672.A01.gz43_261841 


M00055722B:G12 


ES 174 


645171 


1672.A06.gz43_26 192 1 


M00055722C:E11 


ES 174 


650303 


1672.A12.gz43_262017 


M00055722C:F11 


ES 174 


642491 


1672.A13.gz43_262033 


M00055722D:A07 


ES 174 


641056 


1672.A14.gz43_262049 


M00055722D:B10 


ES 174 


460967 


1672.A17.gz43_262097 


M00055722D:E05 


ES 174 


544797 


1672A19.gz43 262129 


M00055722D:G12 


ES 174 


470769 


1672.A23.gz43 262193 


M00055723A:B08 


ES 174 


556326 


1672.B03.gz43_261874 


M00055723A:C04 


ES 174 


647688 


1672.B04.gz43_261890 


M00055723A:F04 


ES 174 


649360 


1672.B07.gz43_26 1 93 8 


M00055723B:A09 


ES 174 


642078 


1672.B1 l.gz43_262002 


M00055723B:C03 


ES 174 


642197 


1672.B 14,gz43_262050 


M00055723B:H08 


ES 174 


46976 


1672,B17.gz43_262098 


M00055723C:A08 


ES 174 


648472 


1672.B18.gz43_262114 


M00055723C:B02 


ES 174 


489426 


1672.B19.gz43_262130 


M00055723C:F09 


ES 174 


503923 


1672.B22.gz43_262178 


M00055723D:C04 


ES 174 


522497 


1672.C03.gz43_261875 


M00055723D:E05 


ES 174 


649106 


1672.C06.gz43_261923 


M00055724A:C12 | 


ES 174 


284586 


1672.C12.gz43_262019 


M00055724A:E03 


ES 174 


645018 


1672.C15.gz43_262067 


M00055724A:G08 


ES 174 


504568 


1672.C17.gz43_262099 


M00055724B:D04 


ES 174 


467822 


1672.C20.gz43 262147 


M00055724B:G03 


ES 174 


642722 


1 672.C23 .gz43_262 1 95 


M00055724B:H03 


ES 174 


557221 


1672.D02.gz43 261860 


M00055724DA02 


ES 174 


559828 


1672.D17.gz43 262100 


M00055725A:F12 


ES 174 


641305 


1 672 .E02 .gz43J26 1 86 1 


M00055725A:G07 


ES 174 


557833 


1 672 .E03 .gz43_26 1 877 


M00055725D:B02 


ES 174 


522548 


1672.E14.gz43_262053 


M00055725D:F05 


ES 174 


452212 


1672.E19.gz43_262133 


M00055726C:F01 


ES 174 


645004 


1672.F16.gz43_262086 


M00055726D:H12 


ES 174 


489249 


1672.F24.gz43_2622 14 


M00055727A:G01 


ES 174 


507188 


1672.G02.gz43_261863 


M00055727B:F10 


ES 174 


642535 


1672.G12.gz43_262023 


M00055727C:B02 


ES 174 


559776 


1672.G16.gz43_262087 


M00055727D:G01 


ES 174 


641070 


1672H02.gz43J261864 


M00055727D:H04 


ES 174 


639711 


1672.H04.gz43_261896 


M00055728B:G11 


ES 174 


647060 


1672JKl6.gz43_262088 


M00055728C:B08 


ES 174 


455113 


1672.H17.gz43_262104 


M00055728D:F02 


ES 174 


554708 


1672H22.gz43_262184 


M00055729A:B12 


ES 174 


672032 


1672.I02.gz43J61865 


M00055729B:G03 


ES 174 


641101 


1672J12.gz43_262025 
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PliictpriT) 

VvlUoLClXXw* 


S i*<m f*n npNsi m ^ 

l7wU UGeUvwX ^ GUXIC 


M00055729CD11 


ES 174 


642315 


1672 116 ez43 262089 


M00055729CE02 


ES 174 


477064 


1672 117 sz43 262105 


M00055729DA06 


ES 174 


546705 


1672118 sz43 262121 


M00055729DF05 


ES 174 


644609 


1672121 ez43 262169 


M00055731A-C03 


ES 174 


461583 


1672 J13 2z43 262042 


M00O55731 Afr05 


ES 174 


640704 


\fl0^1ir7^ 269106 


M0005573 1 AFF07 

1YXV/V7V/ J J / J X/X.XXA/ / 


ES 174 


935397 


1679 T18 **743 269129 


M0005573 1 PF09 


ES 174 


454383 


1672K06&743 261931 


M0005573irTJ07 


FS 174 




1679 K08 ^743 961963 


M0005573 1 DR 1 ft 

lYlV/WJJ 7*7 Ai-/.lJ 1 \J 


FS 174 

XjL7 X / *T 


646129 


1672 K11 ff^43 962011 


M00055731 TVF19 


FS 174 


555681 


1 672 K 1 3 ^743 262043 


M0005573 1 DFOQ 


FS 174 


640879 


1 672 K 1 5 ^43 262075 


M000 5 5 73 9 A *R04 


FS 174 


651085 


1679 K18 <7743 962123 


\<f00055739AC19 ! 


FS 174 


399955 


1672K19&743 262139 


MO0O55739A-F09 


FS 174 

Xju> X /*t 


642557 


1672 K21 0743 262171 

X V7 / Z> . XV^< X •Ati iJ £j\J£* X / X 


mooo 5 5 73 3 a • nod 


FS 174 


64963 1 


1679 LI 1^743 262012 


mooo5573TRF1 i 


FS 174 


504501 


1679 T 16 ^743 969099 

X U / Z. . Xj X \J . g^TJ Zv Uav7Ai 


imooo55733r-ho5 


FS 174 


41Q443 


1672 LI 7 a743 262108 




FS 174 


383609 


1 672 L 1 8 C743 262 1 24 


x/ioon557^r-Tii 9 


FS 174 

XwO 1 /*T 


650397 


1672L20ff743 262156 


mooo55733T>ri i 


FS 174 


561968 

Jvl 7VO 


1672L21ffz43 262172 


■VT0ft055733DT)04 


FS 174 


645151 


1672 L23 ez43 262204 


M00055733D-H01 


FS 174 


416377 


1672 M04 ez43 261901 


M00055734F)'A09 

lYiUUv/J J / OHJL/..TVV/Z, 


FS 174 


461474 

"TV/ X ^ / r 


1672 M16 ez43 262093 


M0005 57^4Tyno 1 


FS 174 

XjO X / *t 


646609 


1672 M19 ez43 262141 


M00055734TVF05 


FS 174 


642376 


1672M21ez43 262173 


M00055734r>F1 0 


ES 174 


645165 


1672 M22 sz43 262189 


M0005 5734TX't1 9 


FS 174 

xiO X / *T 


558146 


1672 M23 ez43 262205 


M00055735A-R05 


FS 174 


647669 

V7T / W7 


1672N01ez43 261854 










M00055735T*'F1 1 


FS 175 


649 1 1 1 

\J*TjCt XXX 


1672N10ez43 261998 


M00055735r*no8 


FS 175 

XiO 1 / J 


648667 

17*tOV71/ / 


1672N14ez43 262062 




FS 175 
Co x / J 


509896 


1672N18 jrz43 262126 


lv/fnoo^^^TYFio 


FS 175 


556336 


1 672 N1 9 *rz43 262142 


M0005571£A*T*1 1 


FS 175 

X^O 1 / -7 


648965 


1672N23ez43 262206 


A/rooo557'3fiR*ro8 


FS 175 


643897 


1672 O04ffz43 261903 


Mft0055736r-n0fi 


FS 175 


466434 

i \7V7 i ^ « 


1672O09ez43 261983 


M00055736D:D11 


ES 175 


642263 


1672.O15.gz43_262079 


M00055737B:A03 


ES 175 


640266 


1672.O20.gz43_262159 


M00055738B:H11 


ES 175 


100821 


1672.P13.gz43_262048 


M00055738C:A12 


ES175 


647556 


1672.P14.gz43_262064 


M00055738C:C02 


ES175 


i 647906 


1672.P15.gz43_262080 


M00055738D:G08 


ES175 


645085 


1672.P20.gz43_262160 


M00055739A:B02 


ES 175 


550049 


1672 J>21.gz43_262 176 
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M00055739A:B04 


ES 175 


608540 


1672.P22.gz43_262192 


M00055739A.C09 


ES 175 


558301 


168LA01.gz43J296936 


M00055739B:B06 


ES 175 | 


468613 


1681.A03.gz43_296968 


M00055739B:D09 


ES 175 


644836 


168LA04.gz43_296984 


M00055739B:H08 


ES 175 


568467 


168LA08.gz43_297048 


M00055739C:D11 


ES 175 


648481 


1681.A10.gz43J297080 


M00055739D:B12 


ES 175 


644684 


1681.A13.gz43_297128 


M00055739D:C03 


ES 175 


463815 


168LA14.gz43_297144 


M00055739D:E04 


ES 175 


644919 


1681.A16.gz43_297176 


M00055740A:B03 


ES 175 


462245 


1681.A19.gz43_297224 


M00055740B:C06 


ES 175 


643142 


1681.A21.gz43_297256 


M00055740B:F09 


ES 175 


463824 


1681.A24.gz43_297304 


M00055740C:A07 


ES 175 


648905 


1681.B03.gz43_296969 


M00055740C.E06 


ES 175 


644937 


1681.B04.gz43_296985 


M00055740D:G12 


ES 175 


150839 


1681.B10.gz43_297081 


M00055741A:D09 


ES 175 


640504 


168LB13.gz43_297129 


M00055741BB12 


ES 175 


640997 


1681.B15.gz43_297161 


M00055741CA09 


ES 175 


526459 


1681JB18.gz43J297209 


M00055741D:H01 


ES 175 


548920 


168LC01.gz43_296938 


M00055742B:H06 


ES 175 


645147 


1681.C08.gz43_297050 


M00055742C:A07 


ES 175 


640306 


1681.C10.gz43_297O82 


M00055742C:C01 


ES 175 


419479 


1681.Cll.gz43_297098 


M00055742D:H03 


ES 175 


413621 


1681.C16.gz43_297178 


MG0055743BE01 


ES 175 


389377 


1681.C24.gz43_297306 


M00055743CC01 


ES 175 


508755 


168 1 .D02.gz43_296955 


M00055743C:D12 


ES 175 


463951 


1681.D05.gz43_297003 


M00055743D:D04 


ES 175 


649427 


168LD09.gz43_297067 


M00055743D:E07 


ES 175 


448703 


1681.D10.gz43_297083 


M00055744A:B04 


ES 175 


642263 


1681.D15.gz43_297163 


M00055744B:B02 


ES 175 


640017 


1681.D19.gz43_297227 


M00055744B:C08 


ES 175 


218416 


1681.D20.gz43J297243 


M00055744C:D02 . 


ES 175 


642644 


1681.E02.gz43_296956 


M00055744D:A11 


ES 175 


447936 


1681.E08.gz43J97052 


M00055744D:F03 


ES 175 


645000 


1681.Ell.gz43J!97100 


M00055745A:H02 


ES 175 


453726 


168LE19.gz43J297228 


M00055745BH02 


ES 175 


470667 


1681.E23.gz43_297292 


M00055745C:A06 ' 


ES 175 


468959 


168LE24.gz43_297308 


M00055745C:G06 


ES175 


552085 


168LF03.gz43_296973 


M00055745D:F11 


ES 175 


556654 


1681.F09.gz43J297069 


M00055746A:C09 


ES 175 


644053 


168LF10.gz43_297085 


M00055746C:F06 


ES 175 


587696 


1681.F17.gz43_297197 


M00055746C:F10 


ES 175 


471277 


1681.F18.gz43_297213 


M00055746C:G06 


ES 175 


644468 


168LF19.gz43_297229 


M00055747C:E09 


ES 175 


529742 


1681.Gll.gz43_297102 
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ClusterlD 


SeaudiceNaxtie 


M00055748AB03 


ES 175 


593343 


1681 G19 ez43 297230 


M00055748AD07 


ES 175 


448251 


1681.G21.gz43 297262 


M0G055748CC07 


ES 175 


446925 


1681 H03 ez43 296975 


M00055748Dr03 


ES 175 


594040 


1681 H09 cz43 297071 


M00055749RC10 

J.V1UUUJJ ;*f 7i/.vlv 


ES 175 


461917 


1681 H17 ez43 297199 


MOODS S74QR-D 12 1 


ES 175 


452504 


1681 H18 cz43 297215 


M000SS74Qr*R01 


FS 175 

JLjO X # — » 


644105 

\J 1 T X VJ-J 


1681H19ez43 297231 


M00055749C-r04 ! 


ES 175 


489040 


1681 H20 ez43 297247 


M00055749TVR07 

iVIVvUJJ / *Ty±J . JLJVS / 


ES 175 


426366 


1681 101 ez43 296944 


MOOfl 5 5 749D * P0 1 


ES 175 

XwO L f y 


644105 


1681 102 ez43 296960 


M00055749T)D06 

iVluUVJ J f 1yxJ.xJ\i\J 


ES 175 


649356 

V~ y y y \I 


1681 103 ez43 296976 


M000SS74QDF1 7 


ES 175 


644342 


1681 104 ez43 296992 


M00055750BH01 


ES 175 


644510 


1681 117 ez43 297200 


M00055750r-H10 


ES 175 


638943 


1681 J01 ez43 296945 


M00055750DH06 


ES 175 


649763 

\J^y / \J y 


1681 J05 ez43 297009 


1W00055751 AF06 

lYLVV/V/*/*/ / «J XZ\.X \J\J 


ES 175 


488432 


1681 J09 cz43 297073 


M00055752AF10 

l\X\J\J\J*J +J 1 -J JL,£~X.Xa x V 


ES 175 

JUrU X I y 


649702 


1681 J20 ez43 297249 


M00055752AG10 


ES 175 


644479 


1681 J23 ez43 297297 


M00055752CC06 


FS 175 


510724 


1681 K03 ez43 296978 


M00055752CF06 


FS 175 


644345 


1681 K05 ez43 297010 


M0005 5757C H07 


ES 175 


611927 


1681 K07 cz43 297042 


MOOo55757T>roi 


ES 175 

LiJ X I y 


641144 


1681K09ez43 297074 


1U00055757TVF01 1 


FS 175 

JL>L? x f y 


644342 


1681K10ez43 297090 


MOOOf S7S^ A*nn4 


FS 175 




1681 K16 bz43 297186 

JlU01.I\lV/.g^TJ £*yl X \J\J 


\yrnnos V7^tr« A07 


FS 175 


48304? 


1681 Kl 8 ez43 297218 


M0005S75TR-A06 


FS 175 

JJ.O x / J 


447485 


1681 K19 ez43 297234 

x w vj a . xv x y . /|<<T»' £* y 1 £*>y ■ 


M0ftn5S75TR-Fl 0 


FS 175 


449438 


1681 K22 ez43 297282 




FS 17S 


446676 


1681 L03 bz43 296979 


M000SS7S4AF04 


FS 175 


446355 


1681 L08 bz43 297059 


M0005S7S4AF07 


FS 175 


550223 


1681 L09 ez43 297075 


M00055754AH06 


ES 175 


478833 


1681 Lll az43 297107 

X X * X-* X X «AwT«/ ■ X w * 


M00055755AB1 1 


ES 175 


514838 


1681 L18 az43 297219 

X W X >X^X V t j^Jj f ^ 9 X -< 


M00055755CF1 2 


ES 175 


464171 


1681 M08 az43 297060 


M00055755Dr09 


FS 175 

JLwlJ X 1 y 


491544 


1681M09ez43 297076 


MOoo55756rro3 


ES 175 


639750 


1681 M16 sz43 297188 


M00055756DR05 


ES 175 


643941 


1681M20bz43 297252 


M00055756TVF05 


ES 175 


108479 


1681 M21 ez43 297268 


M00055757A:A07 


ES 175 


553675 


1681.M24.gz43_297316 


M00055757B:B07 


ES175 


64'6552 


1681.N06.gz43_297029 


M00055757B:C04 


ES 175 


639420 


1681.N07.gz43_297045 


M00055757B:D06 


ES 175 


235194 


1681.N09.gz43_297077 


M00055757D:B05 


ES 175 • 


643984 


1681.N18.gz43_297221 


M00055758A:G02 


ES 175 


644461 


1681.N21.gz43_297269 


M00055758C:H10 


ES 175 


645603 


1681.O01.gz43_296950 
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M00055758D:E02 


ES 175 


640264 


1681.O04.gz43_296998 


M00055759A-B02 


ES 175 


492917 


1 68 1 .008 .gz43_297062 


M00055759AE01 


ES 175 


295143 


1681 Oil ez43 297110 


M00055759CC07 

AVX v/ \J\J -J f v/^Vs* Vv » 


ES 175 


453188 


1681 018 ez43 297222 


M00055760AE06 


ES 175 


453324 


1681.023.gz43 297302 


M00055761A-E06 


ES 175 


451508 


1681 P15 ez43 297175 

X V/ 1/ X *X X «/ •f~\* » I w XV ✓ / X / — 7 


M00055761BF01 1 


ES 175 


646453 


1681 P21 ez43 297271 


M00055761BF09 


ES 175 


641968 


1681 P22 ez43 297287 


M00055761DC03 


ES 175 


648320 


1682 A06 ez43 262305 


M0005576 1 D-H08 


F<5 175 


488680 


1682 A09 ez43 262353 


M00055762BB11 


ES 175 


639981 


1682A14sz43 262433 


M00055762r*B04 


ES 175 


643940 


1682 A16 ez43 262465 


M00055767CF06 


ES 175 


494378 


1682A17sz43 262481 

1 VUXr«i 1.1 / 1«/ X*x/X* ■ X 




ES 175 


466147 


' 1682 A20 ez43 262529 


M00055763AH02 


ES 175 


649360 


1682.B03.gz43 262258 


M0005 5763B D07 


ES 175 


550562 


1682 BOS ez43 262290 


M00055763BE09 


ES 175 


644278 


1682.B08.gz43 262338 


M00055763CA10 


ES 175 


462815 


1682 B12 ez43 262402 


M00055763CG08 


ES 175 


642564 


1682.B14.gz43 262434 


M00055763DB11 


ES 175 


562870 


1682.B15.gz43J262450 


M00055764AF02 


ES 175 


621636 


1682.B18.gz43 262498 


M00055764BF05 


ES 175 


462393 


1682.B22.gz43 262562 




ES 175 


644765 


1682.B24.gz43 262594 


M00055765AA04 


ES 175 


524470 


1682 C10 ez43 262371 


M00055765AB02 


ES 175 


584179 


1682 CI 1 ez43 262387 


M00055765Ad1 


ES 175 


642204 


1682C16ez43 262467 


M00055765AG02 


ES 175 


629002 


1682C20ez43 262531 


M00055765DE06 


ES 175 


642460 


1682Dllez43 262388 


M00055765DF04 


ES 175 


644853 


1682 D 13 ez43 262420 


M00055766AA01 


ES 175 


462742 


1682D15ez43 262452 


M000557fi6AD08 


FS 175 


641576 


1682 D17 ez43 262484 

iuum«x/ i / t r\ ~ xwyxv i w i 


M00055766AF08 


FS 175 


639232 


1682 D18 ez43 262500 




F^ 175 

XwO X / «J 


558719 


1682 D20 ez43 262532 




ES 175 


447224 


1682 D23 cz43 262580 


M00f)557ri6RF1 1 


FS 175 

XiO 1 / J 


637387 


1682E04cz43 262277 


M00055766RH1 0 

IVXV/VJl/J J /UUJD.lllU 


FS 175 

XJO X / J 


642852 


1682 E08 ez43 262341 




F<5 175 

XwO x 1 


464091 


1682E10cz43 262373 


M00055766C:C11 


ES 175 


448944 


1682.Ell.gz43_262389 


M00055766C:E05 


ES 175 


447712 


1682.E12.gz43_262405 


M00055766C:G12 


ES 175 


451037 


1682.E15.gz43_262453 


M00055766D:C05 


ES 175 


562021 


1682.E18.gz43_262501 


M00055766D:D05 


ES 175 


50351 


1682.E20.gz43_262533 


M00055766D:F09 


ES 175 


560393 


1682.E24.gz43_262597 


M00055767A:D10 


ES175 


634660 


1682.F04.gz43_262278 
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M00055767B:D02 


ES 175 


642082 


1682.Fll.gz43_262390 


M00055767D:A12 


ES 175 


642082 


1682.F17.gz43J262486 


M00055767D:E07 


ES 175 


642417 


1682.F20.gz43_262534 


M00055767D:F04 


ES 175 


546740 


1682.F2 1 .gz43_262550 


M00055768A:B05 


ES 175 


648996 


1682.F24.gz43_262598 


M00055768B:H12 


ES 175 


541499 


1682.G13.gz43 262423 


M00055768D:G02 


ES 175 | 


555140 


1682.G22.gz43 262567 


M00055770A:F01 


ES 175 


640997 


1682.G24.gz43J262599 


M00055770A:G08 


ES 175 


644173 


1682.H02.gz43 262248 


M00055770A:H1 1 


ES 175 


530238 


1682.H03.gz43 262264 


M00055770BD06 


ES 175 


446757 


1682H06ez43 262312 


M00055770BF06 


ES 175 


642474 


1682H07ez43 262328 


M00055770CA02 


ES 175 


551167 


1682 H08 ez43 262344 


M00055770CD01 


ES 175 


234606 


1682H09ez43 262360 


M00055770CH11 


ES 175 


562876 


1682 H12 ez43 262408 


M00055770DE10 


ES 175 


464510 


1682H19ez43 262520 


M00055771AA11 


ES 175 


557797 


1682.H22.gz43 262568 


M00055771BG05 


ES 175 


471268 


1682 110 ez43 262377 


M00055771C:A11 


ES 175 


453079 


1682.112.gz43_262409 


M00055771CD09 


ES 175 


509410 


1682 113 az43 262425 


M00055771CF05 


ES 175 


642604 


1682.I15.gz43 262457 


M00055772AC10 


ES 175 


642036 


1682.I24.gz43 262601 


M00055772AE12 


ES 175 


648588 


1682.J01.gz43 262234 


M00055772AH08 


ES 175 


642791 


1682J04.gz43_262282 


M00055772CB09 


ES 175 


452503 


1682.J08.gz43_262346 


M00055772C:E11 


ES 175 


463951 


1682J10.gz43_262378 


M00055772CG08 1 


ES 175 


138470 


1682.J12.gz43 262410 


M00055772D:C10 


ES 175 ! 


641563 


1682J15.gz43_262458 


M00055772DD03 


ES 175 


517912 


1682.J16.gz43 262474 


M00055772DF10 


ES 175 


450553 


1682.J18.gz43 262506 


M00055772DF11 1 


ES 175 


642558 


1682J19az43 262522 


M00055772D:H04 


ES 175 


466971 


1682 J20 ez43 262538 


M00055773AF05 


ES 175 


644451 


1682J22ez43 262570 


M00055773BA07 


ES 175 


644914 


1682J24ez43 262602 


M00055773CC09 


ES 175 


446163 


1682K04ez43 262283 


M00055773CD12 


ES 175 


650272 


1682 K05 ez43 262299 


M00055773CH12 


ES 175 


454540 


1682K06ez43 262315 


M00055773D:G11 


ES 175 


642637 


1682.K09.gz43_262363 


M00055774A:D04 


ES175 


449975 


1682.K14.gz43_262443 


M00055774B:F07 


ES 175 


647940 


1682.K18.gz43_262507 


M00055774B:H01 


ES 175 


641185 


1682.K20.gz43_262539 


M00055774C:D09 


ES 175 


640617 


1682.K22.gz43_262571 


M00055774D:A05 


ES 175 


642417 


1682.L02.gz43_262252 
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M00055774D:B07 


ES 176 


553380 


1682.L03.gz43_262268 


M00055774D:E02 


ES 176 


458979 


•1682.L06.gz43_262316 


M00055775A:G09 


ES 176 


101499 


1682.L12.gz43_262412 


M00055775B:A06 


ES 176 


447206 


1682.L16.gz43J262476 


M00055775B:G02 


ES 176 


644240 


1682.L20.gz43J62540 


M00055775B:G04 


ES 176 


559662 


1682.L21.gz43J62556 


M00055775CB02 


ES 176 


645327 


1682.L24.gz43_262604 


M0005 5775 C BIO 


ES 176 


553877 


1682.M02.gz43_262253 


M00055775C:D08 


ES 176 


642265 


1682.M03.gz43_262269 


M00055775C:E10 


ES 176 


641056 


1682.M04.gz43__262285 


M00055778A:E09 


ES 176 


621635 


1682.M16.gz43J262477 


M00055778AF09 


ES 176 


461835 


1682.M18.gz43_262509 


M00055778A:F12 


ES 176 


642564 


1682.M19.gz43_262525 


M00055778A-G02 


ES 176 


509027 


1682.M20.gz43_262541 


M00055778BC03 


ES 176 


645036 


1682.M22.gz43_262573 


M00055778BE01 


ES 176 


458425 


1682.M24.gz43_262605 


M00055778OD09 


ES 176 


494767 


1682.N06.gz43_262318 


M00055778DA03 


ES 176 


642095 


1682.Nll.gz43_262398 


M00055778DC03 


ES 176 


639829 


1682.N12.gz43_262414 


M00055779AB06 


ES 176 


642166 


1682.N15.gz43_262462 


M00055779A:H05 


ES 176 


480035 


1682.N20.gz43__262542 


M00055779BF06 


ES 176 


556476 


1682.N24.gz43_262606 


M00055780A:C04 


ES 176 


89082 


1682.013.gz43_262431 


M00055780A:C06 


ES 176 


561558 


1 682.0 14.gz43_262447 


M00055780A:E01 


ES 176 


650451 


1682.015.gz43_262463 


M00055780AE03 


ES 176 


642491 


1682.016.gz43_262479 


M00055780AE11 


ES 176 


450211 


1682.017.gz43_262495 


M00055780AF07 


ES 176 


641496 


1682.018.gz43_262511 


M00055780AG04 ! 


ES 176 


453090 


1682.O20.gz43_262543 


M00055780OE02 


ES 176 


641174 


1682.P06.gz43_262320 


M00055780CE10 


ES 176 


502614 


1682.P07.gz43_262336 


M00055780DD09 


ES 176 


642332 


1682.P12.gz43_262416 


M00055780DF08 


ES 176 


453091 


1682i>13.gz43_262432 


M00055781AB04 


ES 176 


642147 


1682.P19.gz43_262528 


M00055782B-C08 


ES 176 


643230 


1683.A19.gz43_262897 


M00055782CH01 


ES 176 


459064 


1683.B06.gz43_262690 


M00055782D:H01 


ES 176 


649883 


1683.Bll.gz43_262770 


M00055783A:C06 


ES 176 


642184 


1683.B14.gz43_262818 


M00055783A:F03 


ES 176 


644486 


1683.B18.gz43J262882 


M00055783B:A04 


ES 176 * 


523590 


1683.B20.gz43_262914 


M00055783C:A05 


ES176 


506285 


1683.C01.gz43_262611 


M00055783D:B02 


ES 176 


497971 


1683.C05.gz43J262675 


M00055784A:B07 


ES 176 


140909 


1683.C12.gz43_262787 


M00055784A:D05 


ES 176 


456626 


1683.C16.gz43_262851 
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M00055784A:G10 


ES 176 


450384 


1683.C19.gz43_262899 


M00055784C:H02 


ES 176 


675768 


1683.D03.gz43J262644 


M00055784D:E03 


ES 176 


457847 


1683.D05.gz43_262676 


M00055785A:H08 


ES 176 


549434 


1683.D09.gz43JZ62740 


M00055785B:B06 


ES 176 


650076 


1683.D12.gz43_262788 


M00055785D:C06 


ES 176 


672601 


1683.E01.gz43_262613 


M00055786D:E10 


ES 176 


461990 


1683.E19.gz43_262901 


M00055787B:E02 


ES 176 


541209 


1683.F03.gz43_262646 


M00055787B:F10 


ES 176 


648905 


1683.F04.gz43_262662 


M00055787C:D09 


ES 176 


643350 


1683.F10.gz43_262758 


M00055787C:E12 


ES 176 


449836 


1683.F12.gz43 262790 


M00055787D.B07 


ES 176 


642318 


1683.F16.gz43 262854 


M00055789C:C12 


ES 176 


640799 


1683.G23.gz43_262967 


M00055789C:FlO 


ES 176 


463290 


1683 .HOI. gz43_262616 


M00055789D:B04 


ES 176 


642146 


1683 .H03 .gz43_262648 


M00055789DC06 


ES 176 


621635 


1683.H04.gz43 262664 


M00055790BA08 


ES 176 


638962 


1683.H14.gz43_262824 


M00055790B-.D05 


ES 176 


553546 


1683.H18.gz43_262888 


M00055790C:C02 


ES 176 


415950 


1683.H22.gz43_262952 


M00055790DG10 


ES 176 


467306 


1683.104.gz43_262665 


M00055791BE02 


ES 176 


510545 


1683.11 l.gz43_262777 


M00055791C:A02 


ES 176 


396191 


1683.115.gz43_262841 


M00055792B:D08 | 


ES 176 


396149 


1683J14.gz43_262826 


M00055793A:H09 


ES 176 


554117 


1683.K06.gz43_262699 


M00055793B:B06 


ES 176 


641919 


1683.K08.gz43_262731 


M00055794A:D08 


ES 176 


605761 


1683.L08.gz43J262732 


M00055794B.F04 


ES 176 


561718 


1683.L17.gz43_262876 


M00055794C:D10 


ES 176 


457396 


1683.L21.gz43_262940 


M00055795A:F09 


ES 176 


446595 


1683 .M09.gz43 J262749 


M00055795AF12 ! 


ES 176 


454485 


1683 .Ml 0.gz43_262765 


M00055795BF09 


ES 176 


641700 


1683.M15.gz43_262845 


M00055795CB10 


ES 176 


388085 


1683.M20.gz43_262925 


M00055795D:E09 


ES 176 


645508 


1683.N05.gz43_262686 


M00055795D:F08 


ES 176 


450218 


1683.N06.gz43_262702 


M00055795DH08 


ES 176 


77144 


1 683 .Nl 1 .gz43_262782 


M00055796A-A08 


ES 176 


437580 


1683.N15.gz43_262846 


M00055796B:G05 


ES 176 


644047 


1683.O05.gz43_262687 


M00055796C:E11 


ES 176 


647639 


1683.O10,gz43_262767 


M00055796D:E06 


ES 176 


553979 


1683.016.gz43J262863 


M00055796D:E10 


ES 176 


640525 


1683.017.gz43_262879 


M00055797BA11 


ES176 


417617 


1683.023.gz43_262975 


M00055797B:B04 


ES 176 


639807 


1683.024.gz43J262991 


M00055797C:F08 


ES176 


517224 


1683.P09.gz43J262752 


M00055798B:D12 


ES 176 


418340 


1684.A04.gz43_263041 
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M00055798BF02 


ES 176 


644915 


1684.A05.gz43 263057 


M00055798BG04 


ES 176 


645560 


1684.A06.gz43_263073 


M00055798D:A10 


ES 176 


455028 


1684.A10.gz43 263137 


M00055798DH10 


ES 176 


483726 


1684 A13 ez43 263185 


M00055799BG02 


ES 176 


674574 


1684.A23.gz43 263345 


M00055799CD09 


ES 176 


645700 

V !•/ / \J\J 


1684A24ez43 263361 

X UU iiiluwTigi/Tk/ x* vj*j VJ x 


M00055799DF11 


ES 176 


640334 


1684B06cz43 263074 

X VV 1 » 1 #\J V/ i&*J I »/ X* \J *S V/ / I 


M000558OOAF01 


ES 176 


462247 


1684B14ez43 263202 


M00055800AF02 

xvx w v/ j >y o v/vvrv . x \j <&* 


ES 176 


490414 


1684 B15 ez43 263218 

X V/ \J 1 ♦ X-r X • t^JLal *J AfV«/*^ X VJ 


MOOO^BOOCFI 1 

1VXVJV/V/J JOUU w.X-fX X 


ES 176 


640537 


1684 B22 ez43 263330 


M000^ROODTiO3 

iVlv/W v/J JOU vL/.JJUJ 


FS 176 


462249 


1684 C04 ez43 263043 


iVXVJV/V J JOVF lJL/.JuUU 


FS 176 


564382 


1684 C23 ez43 263347 




ES 176 


494767 


1684D06ez43 263076 


M00055802BH03 


ES 176 

JL/uJ X / VJ 


486134 


1684D17ez43 263252 


M0005SB02CF1 2 

1 VX V v V7 J J O V** . Xv X a. 


ES 176 


643991 


1684D22ez43 263332 


M000 5S803AC06 

IVXVV w J J O v J x\. v>u u 


FS 176 

Ivu X / VJ 


513238 


1684 E06 ez43 263077 


M00055803AF03 


ES 176 

J_/k_J X / VJ 


455405 

™»y »y~vy»y 


1684E10ez43 263141 


M00055803AG08 


ES 176 


642653 


1684 Ell ez43 263157 

X VUT + JJl X i^*J 4ifV/*/ -L w / 


M0fl0^S803R- A 1 1 

ivj.uVJwjjoujJj.rvi x 


FS 176 


530774 


1684 E13 ez43 263189 


IVlvuuJJOUJJJ.Lviv 


ES 176 

Xvk7 X / VJ 


557344 


1684 E18 ez43 263269 


lvfOOOSS804"RC07 1 

IVlUUuJJOUTlJ.VvV/Z 


ES 176 

XjO X / VJ 


639194 


1684 F18 ez43 263270 


M00055804DF02 


ES 176 


463821 


1684.G01.gz43 262999 


M00055805AA02 


ES 176 


640222 


1684.G05.gz43 263063 


M000SS80SAC1 1 

1Y1UUU J JO V JirV. Vv 1 X 


ES 176 

ivw X / VJ 


641059 


1684G06ez43 263079 


1VX v \J\J J J O V/ J XV . \«/ VO 


ES 176 


642198 


1684G12sz43 263175 


M00055805CD10 


ES 176 

J_>lJ X / V 


630259 


1684G17ez43 263255 


M00055805DC11 


ES 176 


640617 


1684.G21.gz43 263319 


M000S5805DH01 

lVlVUvJJOV/JJ/illvl 


ES 176 

X>U X 1 VJ 


529325 


1684G23ez43 263351 


IVx \J \J \J J JOU UXy . U X v/ 


FS 176 


644314 


1684H08ez43 263112 

X V/v/ I «X XV/ VJ - f\ Xr\J«J X XXV 


KT0005^R06RT)04 

lVlUvvJJOvwJJjJU*t 


FS 176 


464040 


1684 H10 ez43 263 144 


M000^R06CD07 

lVXVJV/V/J JO VUVtJ/v / 


FS 176 

J-J/kJ X f VJ 


496051 


1684 H13 ez43 263192 


lVlV/uV/JJOUVJv/J^v7 


ES 176 

XJrtJ X / VJ 


375814 


1684H14ez43 263208 


IVlV/vV/J JOUUV/,U \J X 


FS 176 

LJ X / V 


S49616 

J*T^ VJ XVJ 


1684 H17 2z43 263256 


IVXVJ vwJJ OvvJJ JTIUJ 


FS 176 

ivj X / VJ 


450252 


1684 H23 sz43 263352 


1V1 \J \J KJ J J O \J\JU .X XV VJ 


FS 176 

XwhJ X / VJ 


640570 

VJ~V/J^V/ 


1684H24ez43 263368 


M000SSR07AR10 

1YXV/VJVJ J JOU / r\,DlVJ 


FS 176 

Us J X / VJ 


32812 


1684 103 sz43 263033 


lVlUvv/JJOv / Xj>.X^V/J 


FS 176 

-L/Ly X / VJ 


520320 


1684 112 sz43 263177 

1 VV i i X X X* +py* XrV/*J X * # 


M00055807B:G10 


ES 176 


. 446789 


1684.114.gz43_263209 


M00055807C:F05 


ES 176 


639441 


1684.117.gz43_263257 


M00055807D:C04 


ES 176 


470602 


1684.121.gz43_263321 


M00055808A:C06 


ES 176 


450741 


1684.J05.gz43_263066 


M00055808B:A04 


ES 176 


650782 


1684.J08.gz43_263114 


M00055808BJH07 


ES 176 


210839 


1684.J14.gz43_263210 


M00055808D:C12 


ES 176 


460517 


1684.J20.gz43_263306 
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ESNo 


VjAUolVl XXV 


QpnnpnrpMamp 
O CIJ UC-IIVjCI^I <Xll.lt/ 


M0005580oD:F09 


ES 176 


520320 


1684 124 pz43 263370 


M00055809A:B10 


ES 176 


550370 


1684 K05 ez43 263067 


M00055809CD01 


ES 176 


644901 


1684K17ez43 263259 

XVJO*T.XVX / ,Q£rtJ AUJArJ7 


M00055809CE11 


ES 176 


454772 


1684K19&243 263291 


M00055809C-H10 


ES 176 

J-jO X 1 SJ 


640479 


1684 K77 ov43 763339 


M000558 1 0AH03 


ES 176 

XjO I / VJ 


413777 

t X JZ. / / 


1684 T 06 D743 763084 

iOO*T.XjUO.gi&*TJ AVJJvOt 


M0G0558 1 0DG04 


ES 176 

XjO X t \J 


649QQ5 

VT/77J 


1684 T 1 0 tf743 763707 

XVJO*T.XjX jT.gliT J AUJ^^A 


M0005581 1RA03 


ES 176 

XjO 1 / u 


4^S66^ 


1684 T 73 0743 763356 

1 O0*t. XjXJ .g^tJ ^UjJJU 


M0005581 1P-A01 

IVXvOv/J JO X X W .fWJ X 


FS 176 

XjO I/O 


SI 7377 

J 1 / Ji / 


1684 M0 1 oz43 763005 

lOOt. lYlU 1 .gi&H J^__A O j I/O J 


mooosssi ir*Di7 

1VXVJVJV/ J JO J. IVy.L/l^ 


FS 176 

XjO 1 / VJ 


64S011 

UtJVl J 


1684M03or43 763037 

lOOt.lVXOJ.giiH'J Z>OjOO / 


Mooossfti itvco7 


FS 176 

XjO X I \J 


U i/V4 J X 


1 684 ^A07 ov43 763 1 01 

XOO*T,1VXI/ / ,g£*tJ irUJlVl 


mooo5581 inn? 

IVXwVJVJ J JO X ILr.Vj 1 


FS 176 

XjO I / VJ 


554747 

J J*T f t£( 


1 684 MOO a743 763 1 33 

XOOt.lVXO jr.gti'T J IUjUJ 


M0005581 1TVF01 

IVIVOOJJOI XX/.XjV/X 


FS 176 

X/J A / O 


457898 

*TjZrOZ>0 


1 684 Ml 0 0-743 763 1 40 

XOOt.lVlXO.gti'TJ ^Uj l*t7 


M00055817A-F01 

IVlVUvJ JO J.x*.TX.XjVJ 1 


FS 1 76 

X-/ J X 1 VJ 


503401 


1 684 Ml 5 *743 763779 


MOOOS58 1 7*R»F03 


fs 176 

ITrO I/O 


466016 


1684M10o743 763703 


MOon558i7r-T*o7 

IVIUUU J JO / 


FS 176 

CO I/O 


0*tO /JZ 


1 684 M74 ot43 763373 

xOO*T.lVlZH'.gZ*rJ ZOjj / j 


M0005SR1 7TVF03 

lVxvUV/ J J O X l*XJ . XL V J 


FS 176 

XjO I/O 


J J\JVJ\J t -t 


1 684 TsIOQ 0743 763 1 34 

IOOt.Iiv? .gZrrO z>OJ X Jt 


mooos5813A-dio 

IVIO OO J J 0 1 J A. 1-/ 1 O 


FS 176 

X^O 1 / U 


644147 

Vrrtlt / 


1 684 N1 7 <T743 763 1 87 


mooo558 i 3C-F03 

iVXVJOVJ J J O X J V.IjvJ 


FS 176 


551683 

J J X vJO J 


1 684 Nl 7 ^743 763262 


M00055813TVR17 

iVIUO \J J J O X JX/ . X> 1 ^ 


FS 176 

XjO I/O 


494771 


1684N10^z43 763204 

XVJO*T.1t( 17,gL*TJ LUJI.7T 


mooos 58 I d a -F09 


FS 176 

XjO I/O 


578134 


1684 001 ^743 763007 

lUOT.V/v 1 •g<<^ J Z#VJ J V/V/ / 


M000558 1 4CC07 
lyxvjv/v/j jo x*tV/.Vjv f 


FS 176 

XjO X / V 


647336 


1684 Ol 1 ffz43 763 167 


mooo5581 sahi7 


FS 176 

XjO 1 / VJ 


647850 


1 684 024 *rz43 263375 


mooo5581 5r-R03 

1V1UUUJJO X JVx.XjOJ 


FS 176 

XjO X I O 


6470QQ 


1684P04pz43 263056 


Mooo558i5rfr05 


FS 176 

XjO X / O 


648771 


1 684 P08 f*z43 263 1 20 


M0005S8151YA1 1 

IVXOOUJ JO 1 JJL/..r\X X 


FS 176 

XjO 1 / VJ 


647Q67 


1684P09ffz43 263136 

IUOt.I U7.g6*Tj ZrVJXJV/ 


M000558 1 5TVT307 

lVXVJvO J JO 1 JX/.X>\J.£ 


FS 176 


447015 

'! 1 / VF X J 


1684P10ez43 263152 


mooo558 1 5TVR03 

IVIUUUJ JO X JJJ\X>Uj 


FS 176 

XjO I/O 


540640 

J*TjTVJ*tW 


1684 P11 0743 763168 


M0005581 6A-T04 

1YXO O O J J O X O/V Ks\J*T 


FS 176 

XjO I/O 


64Q035 


l684P17ffz43 263264 


mooo558 i 6p-ro7 

ivlUOUJ JO XOjJ.XJU / 


FS 176 

XjO I/O 


S64854 


1684 P73 ^743 763360 

X UOt.XAJ .jLCrtJ Z.UJJVJVJ 


M0005 58 1 6TY A 1 fi 
iVxUUUj J O I OU.J\ l v 


PS 176 

XjO 1 /O 


^63177 

JOJX /Zr 


1603 A07 0743 713787 

1U7J .rWJ 1 .QZttJ L, X J / o / 


Mfi0ft55816TYVU 1 

iVXOOOJ JO lOXJ.XJ'i 1 
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AAAAACC8C 1 /""'•PI 0 

MUUUj jo jiCr 1Z 


PC 177 
Ho 1 / / 


04jjy4 


1/COA A/fOO rv-r/10 OI/IAOO 
1 oy4 ,MZ D .gZ4 J_ Z 144 J y 


AAAAAC CQC 1 P.unc 

MUUUjjojlv>:riUj 


T2C lOO 
Ho 1// 


/lOOQAl 

4/ZoUl 


1 /CO/I A AO /I /yrr/1 O 11 A /ICC 

1 6y 4 .MZ4 .gz43_Z 1 44 j J 


AAAAACCQCO A .PI O 

MUUUj jo jZA:C1z 


"CC 1 oo 

Ho iff 


oiyi41 


1 /CO/1 ATAO >wt/I O O 1 /I O 1 /I 

16y4.JNUy .gz43_Z 14Z 1 6 


AAAAAC CQCOD-I71 A 

MUUUj jo jZJo.r 1U 


T70 1 OO 

Ho 1 / / 


^^:oqi o 
joZoIj 


1 /COA AT 1 O twA O OI/IOX/1 

16y4.INlZ.gZ43_Z14Zo4 


A/f aaac c o cod .nno 

MUUUjjojZiiiuuy 


"CC 1 oo 

Ho 177 


o4zzyj 


1 /COA XT 1/1 OIAOO/C 

16y4.IN 14.gZ43_Z14Zy6 


A A A A A C C O COD .UA /I 

MUUUjjoj2B:H04 


"DC 1 OO 

Ho 177 


457661 


1 CC\A ATI iC O 1 /lOOO 

16y4.IN16.gz43_Zl43zo 


A/TAAACCOCOTVQ1 1 

MUU0j5oj2D:B1 1 


T?C 1 OO 

Ho 177 


644708 


1 /TA/1 XTOA M./IO OI/IOOO 

1 694. Nz0.gz43_z 14392 


MUUUj joj2D:u12 


T7C 1 OO 

Ho 177 


649611 


1/CO/IATOl oi/i/tnQ 

1694.N21.gz43_2144Uo 


A /f A A A £ C Q COTJ .TJTA /C 
MUUUjJOJJOjtlUO 


"DO 1 OO 

Ho iff 


/C>! OCOO 

64 /j /o 


i/co/i r\A/i /*»yia oi/iioo 
16y4.UU4.gz43_Z1413 / 


MUUUj jo j3C:L1Z 


CC 1 oo 
Ho 1 / / 


6Uiioo 


1 /CO/1 AAO **r*A1 OIAOAI 

16y4.UUo.gz43_Z14ZUl 


A A A A A C C O C O f .UA 0 

MUUUj jo j3C.riU3 


re 1 nn 

Ho 1// 


64 /j// 


1 /COA A1A r+rrAI OIAOOO 

1 6y 4 . U 1 U .gz43_Z 1 4Z33 


AAAAAC C 8 COTV A AO 

MUUU j jojjJJ:AU / 


CO lOO 

Ho iff 


/rr A/1 AO 

6DU4yZ 


1 CC\A HI 1 r+~*A O Ol/IOAO 

1 6y4 . U 1 1 .g243_Z 1 4Z4y 


A>f AAACCOCOTVDA/1 

MUUUj jo j3D:BU4 


T7C 1 OO 

Ho if f 


/TylO 1 OA 

643 13U 


1 /CO/1 AIO «w*/10 OI/IOOI 

1 694 . U 1 3 .gz43 jL 1 4zo 1 


A A A A A C C O C O T\ . AO 

MUUUj jo j3D:LU7 


T7C 1 OO 

Ho 177 


/CCAO 1 O 

65UZ17 


1 /COA f\1 C #w*/10 OIAOIO 

1 694. U 1 j .gz43_2 143 1 3 


AAAAACCQCA A .Dm 

MUUU 5 j oj4A: BU7 


"CC 1 oo 

Ho iff 


592.121 


1 /COA An f*^A O O 1 A O A C 

1694.U17.gz43_2 1434D 


A/TAAACCQC/1 A .T\A1 

MUUUjjoj4A:DU1 


CC 1 oo 
Ho if f 


63yjlU 


1/CO/1 Alfl ^w,/1 0 OIAOOO 

16y4.Uiy.gz43_Z143 / / 


lYlAJVU J J O JtrV.JDU J 


F<J 177 

CO 1 / / 


UtJ l.*T J 


1 604 O? 1 otA^ 9 1 4.400 


M00055854A:E04 


ES 177 


638854 


1694.022.gz43_214425 


M00055854C:C07 


ES 177 


549624 


1694.P04.gz43_214138 


M00055854C:E03 


ES 177 


570939 


1694.P05.gz43_2 14154 


M00055854C:H11 


ES 177 


471364 


1694.P09.gz43_214218 


M00055855A:B11 


ES 177 


404816 


1694.P14.gz43_214298 


M00055855A:G05 


ES 177 


462659 


1694.P16.gz43_214330 
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ClonelD 


ES No 


Cluster© 


SequenceName 


M00055855B:B11 


ES 177 


643909 


1694.P20.gz43_214394 


M00055855B:D12 


ES 177 


465576 


1694.P21.gz43_214410 


M00055855C:F11 


ES 177 


603388 


1694.P23.gz43_214442 


M00055855D:D12 


ES 177 


509027 


1695.A04.gz43_214911 


M00055855D:G08 


ES 177 


644442 


1695 .A07.gz43_2 14959 


M00055856A:C06 


ES 177 


564854 


1695.A08.gz43_214975 


M00055856A:D12 


ES 177 


644149 


1695.A09.gz43J214991 


M00055856C:F07 


ES 177 


550267 


1695.A20.gz43_215167 


M00055857C:D09 


ES 177 


646372 


1 695 JB08 .gz43_2 14976 


M00055858A:G07 


ES 177 


642070 


1695 .B24.gz43_2 15232 


M00055860D:E04 


ES 177 


596882 


1695.D05.gz43_214930 


M00055861B:F04 


ES 177 


645848 


1695.D08.gz43_214978 


M00055861C:G03 


ES 177 


645538 


1695.D13.gz43 215058 


M00055862A:C01 


ES 177 


140224 


1695.D21.gz43 215186 


M00055862D:B02 


ES 177 


640147 


1695.E09.gz43 214995 


M00055862D:D06 


ES 177 


449500 


1695.Ell.gz43J215027 


M00055863B:C07 


ES 177 


644030 


1 695 .E20.gz43_2 15 171 


M00055863D:D09 


ES 177 


644047 


1695 .F07.gz43_2 14964 


M00055864A:C09 


ES 177 


644047 


1695.F13.gz43_215060 


M00055864A:E11 


ES 177 


650773 


1695.F14.gz43_215076 


M00055864B:C09 


ES 177 


561877 


1695.F18.gz43_215140 


M00055865C:G11 


ES 177 


649660 


1695.G23.gz43_215221 


M00055865C:H06 


ES 177 


650517 


1695.G24.gz43_215237 


M00055866A:G10 


ES 177 


397399 


1695.H07.gz43_214966 


M00055866C:G09 


ES 177 


644435 


1695 .H17.gz43_215 126 


M00055866C:H06 


ES 177 


644410 


1695 .H18.gz43_215 142 


M00055867A:B02 


ES 177 


645288 


1695.H23.gz43_215222 


M00055868B:B04 


ES 177 


649436 


1695.116.gz43_215111 


M00055868C:F02 


ES 177 


562059 


1695.124.gz43_215239 


M00055868D:D08 


ES 177 


469437 


1695J05.gz43_214936 


M00055869C:G06 


ES 177 


449936 


1695J14.gz43__215080 


M00055869D:A07 


ES 177 


642411 


1695.J16.gz43_215112 


M00055870B:D04 


ES 177 


649846 


1695.J24.gz43 215240 


M00055871A.H06 


ES 177 


524261 


1695.K09.gz43_215001 


M00055871B:B03 


ES 177 


648819 


1695.Kll.gz43_215033 


M00055871C:C07 


ES 177 


643099 


1 695 .K2 1 .gz43_2 15193 


M00055871C:C10 


ES 177 


644801 


1695.K22.gz43J215209 


M00055872A:C08 


ES 177 


644755 


1695.Lll.gz43_215034 


M00055872A:D08 


ES 177 


644830 


1695.L12.gz43_215050 


M00055872A:E05 


ES 177 


505858 


1695.L13.gz43_215066 


M00055872A:E11 


ES 177 


640534 


1695.L15.gz43_215098 


M00055872D:D12 


ES 177 


447035 


1695.M08.gz43_214987 


M00055873A:E03 


ES 177 


643451 


1695.M16.gz43_215115 


M00055873D:E04 


ES 177 


643488 


1695.N10.gz43_215020 



737 



WO 02/14500 PCT/US01/25840 



Table 13 



' ClonelD 
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ClusterlD 


S equenccName 


M00055874A:F06 


ES 177 


645497 


1695 .N18.gz43_215 148 


M00O55875A:GO5 


ES 177 


554646 


1695.O14.gz43_215085 


M00055875B:E09 


ES 177 


646633 


1695.P03.gz43_214910 


M00055875CC07 


ES 177 


516512 


1695.Pll.gz43_215038 


M00055875D-A07 


ES 177 


640136 


1695 .P20.gz43_215 182 


M00055875D:D01 


ES 177 


643333 


1695.P22.gz43_215214 


M00055875D:H10 


ES 177 


650179 


1696.A01.gz43_215247 


M00055877A:H04 


ES 177 


645638 


1696 A07.gz43_2 15343 


M00055877B:B05 


ES 177 


484991 


1696.A09.gz43_215375 


M00O55877D:CO5 


ES 177 


643233 


1696A21.gz43_215567 


M00O55878C:C02 


ES 177 


593715 


1696.B16.gz43_215488 


M00055879A*D04 


ES 177 


643934 


1696.Cll.gz43_215409 


M00O55879A:GO3 


ES 177 


450001 


1696.C12.gz43__215425 


M00055880BA04 


ES 177 


642911 


1696D03.gz43_215282 


M00055880BA06 


ES 177 


447807 


1696 .D04.gz43_2 15298 


M00055880CF07 


ES 177 


645215 


1696 .D 1 5 .gz43_2 15474 


M00055881AA08 


ES 177 


447221 


1696.E05.gz43_215315 


M00O55881AE10 


ES 177 


479868 


1696.E12.gz43_215427 


M00O55881AGO7 


ES 177 


446225 


1696.E13.gz43_215443 


M00055881DA02 


ES 177 


648063 


1 696.E22 .gz43_2 15587 


M00055882OA06 


ES 177 


450559 


1696.F14.gz43_215460 


MO0O55882DBO2 


ES 177 


640400 


1696.F21.gz43 215572 


M00055883AC02 


ES 177 


179760 


1696.G05.gz43_215317 




ES 177 


459274 


1696.G06.gz43_215333 


M00055883AH01 


ES 177 


643745 


1696.G1 Lgz43_215413 


M00055883DB06 


ES 177 


644468 


1696.G21.gz43_215573 


M00055884BF10 


ES 177 


451670 


1696.H17.gz43_215510 


M00O55884BH07 


ES 177 


552628 


1696.H18.gz43_215526 


M00055884C\B07 


ES 177 


643046 


1696.H21.gz43_215574 


M00O55884DFO7 


ES 177 


345761 


1696.106.gz43_215335 


M00055885ADO5 


ES 177 


558222 


1696.11 1.gz43j215415 


M00055885BA11 


ES 177 


555172 


1696.115,gz43_215479 










M00055885BB04 


ES 178 


586992 


1696.116.gz43_215495 


M00055885CB07 


ES 178 


552201 


1696J01.gz43J215256 




ES 178 


643126 


1696J12.gz43_215432 


MO0OS5886DF1 1 


ES 178 


557792 


1696.Kll.gz43_215417 


M00055887A:F07 


ES 178 


644099 


1696.K18.gz43_215529 


M00055887D:C11 


ES 178 


643248 


1696.L14.gz43_215466 


M00055888C:F07 


ES 178 


639256 


1696.M04.gz43_215307 


M00055888C;G09 


ES 178 


640356 


1696.M06.gz43_215339 


M00055889B:E12 


ES 178 


570248 


1696.M23.gz43_215611 


M00055890A:A06 


ES 178 


464171 


1696.Nll.gz43_215420 


M00055890A:D01 


ES 178 


549114 


1696.N14.gz43J215468 
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Co INO 


uiusterJLU 


S equ enceN ame 


MAAA55RQAA-fri7 


PC 17ft 

•ErO I/O 


A/lQAAft 


1A0AM71 rr«rA^ 91^^ftA 

lOyO.INZ 1 ,gZ43_ZI33 oU 


lVlUUU33oyUA.Tl.l 1 


PC 17ft 
EfO I/O 


/C/tQ77 / i 
Oh d i/A 


1 0y 0.INZ3 ,gZ43^Z 130 1Z 


A*AAA55ftoi'R'PAO 
ivi vuu3 3 o y i u . r uy 


PC 17ft 


D*f DDI D 


1AO/^ T>A7 ttvAl 71^77ft 
10yO.JrUZ.gZ43_ J ZI3Z /O 


A/fAAA55ftQ7 a ^pa/i 

JYiUUlF j j o y Z A.r U4 


EC 17ft 
Ho I /O 


onyuz / 


UQ^DIQ n<»A^ 71^A1A 
lOyo.rZJ .g243_Z130 14 


imaaa5 5 ft 07P • rw) 


PC 17ft 
Cj 1 /o 




1 £0£ P7/1 rr^A^ 7 1 A 
i oy 0 . Jr Z4 .gZ4 3_Z 1 3 03 U 


AjfAAA55fto , a'R'r , A5 
muuu33oy3r>.i^U3 


PQ 17ft 
£>j l/o 


OjUH" /O 


17A^ All rrvAl 715701 
1 /U3.All.gZ43_ZI3 /yi 


aa aaa5 5 ft 04 a -itac 
MUUU33 oy4A.rlUo 


PC 17ft 
C/O 1 /o 




17A5 A 77 rt^AI 7150^7 
1 /U3.AZZ.gZ43_Z13yo / 


iviu uu j j o y 4 d . du y 


PQ 1 7ft 
Ho l/o 


jyHJ / j 


17A5 TJA'J avAl 715^/i/l 
1 /U3.15U3.gZ43_ZI3004 


AAAAA55fto/£ a -f^rn 
ivjluuuj 3oyoA.ou i 


PC 17ft 
iio 1 fo 


0453 /O 


17A5Pi11 rtTA'X 715707 
I /U3J51 l.g243_ZI3 /yz 


\ztaaa5 5 ft gar • rnz, 

1V1U U U 3 3 o y OJt> . ^>uo 


PC 17ft 

■DO 1 /O 


Onjy^fo 


1 7A5 "Rl A n-rAI 715ft4A 
I /U3.X514.gZ43_Z13o4U 


AAAAA5 5 ft OAT* .trn/l 
JYIUUU j j o y Od .riU4 


PC 17ft 
Ho 1 /o 


OH U / OZ 


17A5 nift rrvAl 7150A/1 
1 /U3.Dlo.gZ43_ZI3yU4 


A/fAAA55ftQ£r i *T-Ti n 
iviuuu j j o y o w .n l u 


PC 17ft 
■Do X /o 




17A5 "R7Q crrAI 7150ft4 
I /U3.x>Z3.gZ43_ZI3yo4 


AyrAAA55ftG/CTv/'2.i a 
MUUU3 j oyoi-l . vr 1 U 


"EC 1 7ft 
bo I/O 


3j /jOI 


1 7A5 />tA1 715<^C5 
1 /U3.CU3.gZ43_Z 13003 


A>rAAA55QOft"D.Tjn7 
MUUU33 oyob.bU / 


PC 178 

.bo i /o 


H-53Z3 / 


17A5P11 rr*rA1 715707 
1 /U3.U1 l.gZ43_Z13 /y3 


AvrAAA55Qoo A .nni 


PC 17ft * 
E/O I/O 


Oh3oH4 


1 7A5 r*1 ft nrrAI 7150A5 

1 /U3.V^lo.gZ43__Zl3yU3 


A yf AH A 5 ft O Q f* .UA 1 

MUUUjjoyyUlJlUI j 


T7C 1 7ft 
Ho I/O 


/17/I <77 
T 1 /H3 / / 


17A5 r\A5 rr-»i47 715^Qft 
1 /U3.LJU3.gZ43\_Z130yo 


A/fAAA^ AAA A >T7AQ 

MUUU33yUUA:r Uo 


TJC 1 Oft 

bo l/o 


ALA A 1 0A 


17A5 TM/C /v-»/10 71<;07/t 
1 /U3.Dl0.gZ43_Z13o/4 


\/f AftA? < AAAT3.T2 1 1 

MUUU33yuub:biz 


bo l/o 


/I /1/CT70 

44o/Zo 


1 7A^ T\7A 715015 

1 /U3.JL/ZU.gZ43_Zljy3o 


A A A A A £ £ A A AH . T"\ A "2 


"DC 1 TO 

bo l/o 


^0«7<[ 
3Z03 /3 


17A« T7A1 rt-r/IQ 715^0^ 
1 / U3 .EAJ 1 .gZ43__Z 1 3 03 3 


A/TAAA-C^ AA1 "D. A AO 


EC 1 TO 
ISO I/O 


04 /3zZ 


ITA^ 171 A rtrr/IQ 715T7Q 

1 /U3.blU.gZ43_Z13 / /y 


A/1AAA550A1 r*. A A1 

MUUUj jyll 1 U.AU 1 


T7C 17ft 

bo 1 /o 


333 /ZU 


1 7A5 C 1 ^ 715575 
I /U3.bl0.gZ43_Z13o /3 


A/TAAA^^AA1 A 


TJC 1 Tft 
CO l/o 


/T/i i Aft7 
041Uo / 


17A5T71ft nr,A1 715QA7 
1 /U3.blo.gZ43_ZI3yU/ 


A>TAAA€€AA1 /^.*T\A/1 


tjc 1 *70 

bo I/O 


04Zy4U 


1 7A5 TJ1 O *»rr>f 7 715077 

i /U3.biy.gz43_zi3yz3 


A>TAAA^^ AAO A .1X1 1 


"CO 1 7Q 

Ho 1 /o 


043313 


17A5 PA< n'wAI 71571^ 
1 /U3«rUo.gZ43_Z13 /10 


AjfAAA££AAOTV A AT 

M0uu33yuzD.AU / 


TJC 1T5 

bo 1 /o 


33 /y4/ 


17A5 T*\A trrrAI OKO/1/1 

1 /U3.r 14.gZ43_Z13o44 


A/TAAACC AAOTVLT1 A 

M0UU55 y02U:Jnll 0 


TJC 1 

bo l/o 


4oZ103 


17A5 T71ft rrrr/fa 7150Aft 

1 /U3.r lo.gz43_Zl3yilo 


A/fAAA<<OA^D.P 1 A 


TJC ITft 

bo i /o 


044U03 


1 7A5 C7/1 1 7 1 £ A A/I 

1 /U3.rZ4.gZ43_Z10UU4 


A IT A A A ^ ^ Q <Y1 T3 . U A ^ 


TJO T7Q 

bo 1 /O 


^/t 1 AA 
334100 


17A5 rr-*/l7 715A£Q 
1 /U3.vTU3.gZ43 Z1300y 


A/f AAA550A/Hi'TaA 1 
MUUU33yU4r>.r>U 1 


PC 17ft 
DO 1 /o 


043yi4 


17A5 r;i7 rtrjA'X 715ft11 
1 /U3.VjlZ.gZ43_Z13ol3 


A/f AAA550A/1P- A A7 


PC 17ft 
Ho l/o 


043 ouy 


17A5 Cr\ 5 nvAl 7158^1 
1 / U3 .VJl 3 .gZ43__Z 1 3 50 1 


A/1AAA550A/1TV A A£ 
MU UU3 3 y U4 JJ . AUO 


PC 17ft 
bo 1 /o 


A/1 *5 ft Aft 
043 oUo 


1 7A5 m ft nTAI 7 1 50AQ 
1 /U3.VJlo.gZ43__Z13yuy 


AAAAA55QA5 A 0E?1 1 

MUUU33yU3A.r 1 1 


PC 17ft 

bo l/o 


044334 


17A5 CY)A cttAI 71£AA5 
1 / U3 . OZ4.gZ43_Z 1 0UU3 


A/f AAA550A5"D'TJTA 1 

MUUU33yU3Jt>.riUl • 


TJC 17C 

bo l/o 


ojyiy4 


17A5 tJTAA citAI 71 571 ft 
1 /U3,rlU0.gZ43_Z13 / lo 


AyTAAA550A5TViaA£ 


PC 17ft 

bo 1 to 


OU33yO 


17A5 Ml 1 nvA?. 71 5ft 7 A 
1 /U3.Xll3.gZ43_ZI3o3U 


A/fAAA550A5TVTJA1 

MUUU33yU3JL).xiUZ 


I3C 17ft 

bo 1 /o 


33UZ4Z 


17A5 H17 rx-rA'X 715ftOA 
1 /U3.rll / .gZ43_Z13oy4 


AyrAAA550A£/" ,, »UA'2 


TJC 1T0 

bo 17o 


HA 1 C<0 

O4130Z 


17A5U77 r+rrAI 715AQA 
1 /U3.JlZ3.gZ43_Zl3yyU 


AvrAAA55QA£TV/~ , Ar2 


TJC HO 
bo I/O 


434 /ZU 


17A5 TA£ rrrAI 715710 
1 /U3.1UO.gZ43_Zl3 /iy 




PC 17ft 

JDO I/O 




1 7 AS JA6 7 1 S770 


M00055908D:F09 


ES 178 


644364 


1705.K04.gz43_215689 


M00055909B:B12 


ES 178 


638869 


1705.K10.gz43_215785 


M00055909B:G10 


ES 178 


643089 


1705.K16.gz43_215881 


M00055909C:E08 


ES 178 


447326 


1705.K20.gz43_215945 


M00055909C:GO9 


ES 178 


645781 


!705.K21.gz43_215961 


M00055909D:A09 


ES 178 


638919 


1705.K22.gz43_215977 
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ClusterlD 

^/mij l*%/X ' r 


SequenceName 


M00055909D:E01 


ES 178 


89082 


1705.K24.gz43J216009 


M00055910B:B11 


ES 178 


642985 


1705.Lll.gz43_215802 


M00055910B:H12 


ES 178 


639240 


1705.L16.gz43_215882 


M00055910C:G01 


ES 178 


468147 


1705.L19.gz43_215930 


M00055910C:G04 


ES 178 


685001 


1705.L20.gz43_215946 


M00055910D:A03 


ES 178 


643825 


1705.L21.gz43__215962 


M00055911B:E06 


ES 178 


644242 


1705.M05.gz43__215707 


M00055912A:F08 


ES 178 


557675 


1705.M16.gz43__215883 


M00055912B:E05 


ES 178 


648237 


1705.M20.gz43_215947 


M00055912C:C08 


ES 178 


640756 


1705.M22.gz43_215979 


M00055912D:F04 


ES 178 


644407 


1705.N05.gz43_215708 


M00055913A-G07 


ES 178 


649312 


1705.N12.gz43_215820 


M00055913BD05 


ES 178 


644190 


1705.N17.gz43_215900 


M00055914A-A03 


ES 178 


449737 


1705.O02.gz43_215661 


M00055914C-D12 


ES 178 


643300 


1705.O09.gz43_215773 


M00055914CG01 


ES 178 


644108 


1705.01 l.gz43_215805 


M00055914CG11 


ES 178 


641645 


1705.O12.gz43_215821 


M00055914DA08 


ES 178 


564134 


1705.O13.gz43_215837 


M00055914DG06 


ES 178 


553587 


1705.O16.gz43_215885 


M00055915AA06 


ES 178 


639413 


1705.O17.gz43_21590i 


M00055915B-D08 


ES 178 


447212 


1705.O21. gz43_215965 


M00055915CB09 


ES 178 


643991 


1705.O24.gz43_216013 


M00055915D*A07 


ES 178 


640178 


1705.P05.gz43_215710 




ES 178 


644236 


1705 .P 12,gz43_2 15 822 


M00055916BC02 


ES 178 


649170 


1705.P15.gz43_215870 


M0005591 7BD02 


ES 178 


642911 


1706.A08.gz43J216139 


M00055917CF04 


ES 178 


549994 


1706A13.gz43_216219 


M00055917DE07 


ES 178 


644301 


1706.A16.gz43_216267 


M00055918AF10 


ES 178 


645028 


1706.A20.gz43__216331 


M00055918BB07 


ES 178 


643936 


1706.A24.gz43_216395 


M00055918BB10 


ES 178 


459881 


1706.B01.gz43_216028 


M00055918BF10 


ES 178 


557175 


1706.B03.gz43_2 16060 


M00055918CC04 


ES 178 


651131 


1706.B05.gz43_216092 


M00055918C:E02 


ES 178 


642166 


1706.B07.gz43_216124 


M00055919A\A06 


ES 178 


647952 


1706.B12.gz43_216204 


M00055919BH11 


ES 178 


562021 


1706.B19.gz43_216316 


M00055919DH07 


ES 178 


644554 


1706.C0Lgz43_216029 


M00055920A;H10 


ES 178 


640977 


1706.C05.gz43_216093 


M00055920B:F02 


ES 178 


644410 


1706.C09.gz43J16157 


M00055921A:E06 


ES 178 


188079 


1706.C21.gz43_216349 


M00055922A:F05 


ES 178 


465576 


1706.D13.gz43_216222 


M00055922A:G07 


ES178 


650900 


1706.D15.gz43J216254 


M00055922B:A06 


ES 178 


447426 


1706.D17.gz43J216286 


M00055922B:G09 


ES 178 


649085 


1706.D21.gz43J16350 
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M00055922D:G10 


ES 178 


419009 


1706.E06.gz43 216111 


M00055923B:C07 


ES 178 


643170 


1706.E10.gz43_216175 


M00055924B:D02 


ES 178 


643627 


1706E22az43 216367 


M00055924B:E12 


ES 178 


464129 


1706.F01.gz43 216032 


M00055924C:A09 


ES 178 


641484 


1706.F03.gz43 216064 


M00055925A-C04 


ES 178 


450840 


1706 Fll ez43 216192 

JL 9 *X X X ifijfT^ X* X X X X* 


M00055925B:D09 


ES 178 


639154 


1706.F20.gz43 216336 


M00055925BD10 


ES 178 


643332 


1706 F21 ez43 216352 


M00055926BA05 


ES 178 


1 447123 


1706.G12.gz43 216209 


M00055926C:A11 


ES 178 


207552 


1706.G18.gz43_2 16305 


M00055927B:D06 


ES 178 


642308 


1 706.H05 .gz43_2 1 6098 


M00055927D:EH 


ES 178 


643239 


1706.H10.gz43_216178 


M00055928AC06 


ES 178 


639038 


1706.H15.gz43 216258 


M00055928AE11 


ES 178 


610893 


1 706.H1 7.gz43_2 1 6290 


M00055928B:E11 


ES 178 


643383 


1706.H21.gz43_2 16354 


M00055929AC11 


ES 178 


649954 


1706.114.gz43__216243 


M00055929BE01 


ES 178 


462089 


1 706.11 7.gz43_2 16291 


M00055929DF09 


ES 178 


649954 


1706.I24.gz43 216403 


M00055930AG04 


ES 178 


644629 


1706.J05.gz43 216100 


M00055930OD03 


ES 178 


650938 


1706.J09.gz43 216164 


M00055930CF06 


ES 178 


639596 


1706.J10.gz43 216180 


M00055930CH05 


ES 178 


556925 


1706.J15.gz43_216260 


M00055930DB05 


ES 178 


447520 


1706J16ez43 216276 


M00055930DB09 


ES 178 


613626 


1706J17gz43 216292 

X ■ VVI.il X * •bLI »W W A X w 


M00055930DF05 


ES 178 


513211 


1706.J21.gz43 216356 


M00055933AE05 


ES 178 


638808 


1706.L07.gz43 216134 


M00055933BB11 


ES 178 


605114 


1706L10sz43 216182 


M00055933BG01 


ES 178 


650245 


1706.Lll.gz43 216198 


M00055934CE06 


ES 178 


446795 


1706.M06.gz43 216119 


M00055934DH09 


ES 178 


650470 


1706.M12.gz43_216215 


M00055935BJH06 


ES 178 


479604 


1706.M20.gz43 216343 


M00055935CE03 


ES 178 


640672 


1706.M23.gz43_216391 


M00055936CB05 


ES 178 


646596 


1706.N07.gz43 216136 


M00055936CD03 


ES 178 


648379 


1706.N08.gz43_2 16152 


M00055936DF03 


ES 178 


456920 


1706.Nll.gz43__216200 


M00055937AF07 


ES 178 


645092 


1706.N17.gz43_216296 


M00055937CC08 


ES 178 


641716 


1706.N21.gz43_216360 


M00055939A:B12 


ES 178 


644732 


1706.P02.gz43_216058 


M00055939B:A11 


ES178 


639901 


1706.P07.gz43J16138 


M00055939D-.D07 


ES 178 


559905 


1706.P13.gz43^216234 


M00055940B:A08 


ES 178 


649873 


1706.P19.gz43 J 16330 


M00055941B:A04 


ES 178 


524546 


1707.A12.gz43_216604 


M00055942B:H10 


ES 178 


646317 


1707.B04.gz43J16477 


M00055942D:A01 


ES 178 


648782 


1707.B12.gz43J16605 
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M00055942D:E05 


ES 178 


645809 


1707.B16.gz43 216669 


M00055943B:E01 


ES 178 


447805 


1707.B24.gz43 216797 


M00055945CC02 


ES 178 


648588 


1707.D13.gz43 216623 


M00055945C-D09 


ES 178 


648555 


1707D14ez43 216639 


M00055945DD01 


ES 178 


461363 


1707 D17 ez43 216687 


M00055945DE08 


ES 178 


644720 


1707D18ez43 216703 


M00055947CE09 


ES 178 


393599 


1707E20ez43 216736 


M00055949AE09 


ES 178 

XvU X / %j 


499693 


1707F02ez43 216449 


M0005 5949D *B07 


ES 178 

Xiu x / o 


649549 


1707F06sz43 216513 


M0005595 1BA07 


ES 178 


644983 


1707G03cz43 216466 


M00055952C E08 


ES 178 


650935 


1707 G21 sz43 216754 


M00055953DB08 


ES 178 


642105 


1707H10ez43 216579 


M00055954CGO7 


ES 178 


531529 


1707H19ez43 216723 

X f V / «X X x ✓ * CI 


M00055954D-B04 


ES 178 


561777 


1707 H22ez43 216771 


M00055955BC06 


ES 178 


460245 


1707.I08.gz43 216548 


M00055955CH05 

1VXV V/Vf^ J7J J ' .X X\J J 


ES 178 


650370 


1707 114 ez43 216644 


M00055956DB01 


ES 178 


550237 


1707J02ez43 216453 


M00055956D-C11 


ES 178 


447224 


1707J04gz43 216485 


M00055957BF11 


ES 178 


452316 


1707J14.gz43 216645 


M00055957CF05 1 


ES 178 


644568 


1707.J18.gz43 216709 


M00055958C-E03 


ES 178 


643968 


1707 K05 az43 216502 


M00055958DF02 


ES 178 


647185 


1707.K10.gz43 216582 


M00055961DF06 


ES 178 


647312 


1707 L18 az43 216711 

X # V P «X>> X W i&U Ik/ ^ X V # X X 


M00055963BC02 


ES 178 


555210 


1707 L22az43 216775 


M00055965AG06 


ES 178 


642653 


1707 M24 gz43 216808 


M00055965DG01 


ES 178 


472101 


1707.N12.gz43 216617 


M0005 5966R H09 

1V1 \J \J \J*J *J y \J\JXJ .X LKJZ* 


ES 178 


646190 


1707 N18 sz43 216713 


M0005SQ66r*D03 


FS 178 

XjkJ X / o 


645508 


1707N20ez43 216745 


M00055967AF11 

XVXV/Vf W~J~7 / -f»..X XX 


ES 178 

XjL7 -I/O 


513619 


1707O07ez43 216538 


MftOO^ SQ67 A frO 1 


F<5 178 

X^v_3 I/O 


646061 


1707 O08 ez43 216554 


M00OS 59671VR 1 ? 


FS 178 

Xvk_? x / o 


645273 


1707O09ez43 216570 


MOOOS^Qfv7Fi-F07 


FS 178 


645900 


1707 013 ez43 216634 

X / vr 1 . X«/ « ' ■ *y X. X W/«y ¥ 


MOOO55Q<V7iyC0S 


F^ 178 

X-/k? I/O 


383609 


1707 023 ez43 216794 

X / V « . \-^X>«^ .fj' X. X V * 1 


Monn^sofi8n-FO^ 

lVlUUU J J 7UOi/.XiU J 


F^ 178 

X>v_J X / O 


643162 


1707P18cz43 216715 


M0005 5969 A F02 

)yx\j\j\jj-j r\>»x. 


ES 178 

X_/k7 X / O 


694643 


1707P24ez43 216811 

X * w # «X ItbM IV Xrf X V/ w X X 


M00055969RR05 

IVlV/Vy v*/ J7U7Xi.X)vJ 


ES 178 

X^k»7 X / O 


640672 


1708A04ez43 216860 


M0005S969DB08 


ES 178 


645289 


1708 All ez43 216972 

X * v V *XX X X ♦ I fc' X^ X r A# 


M00055969D:F08 


ES 178 


642955 


1708.A12.gz43_216988 


M00055970C:A05 


ES178 


647058 


1708.A21.gz43_217132 


M00055970D:F09 


ES178 


645894 


1708.B10.gz43_216957 


M00055971B:A11 


ES 178 


649082 


1708.B14.gz43_217021 


M00055972C:C09 


ES 178 


557852 


1708.C06.gz43_2 16894 


M00055972C:F02 


ES 178 


558052 


1708.C07.gz43_216910 


M00055973C:F10 


ES 178 


647211 


1708.C24.gz43_217182 
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M00055973D:H11 


ES 178 


452762 


1708.D08.gz43_216927 


M00055974D:B01 


ES178 


645264 


1708.D18.gz43_217087 


M00055976A:D04 


ES 178 


645926 


1708.E22.gz43_217152 


M00055976B:F01 


ES178 


647280 


1708.F05.gz43_216881 


M00055977A:G09 


ES 178 


647333 


1708.F19.gz43_217105 










M00055977B:F06 


ES 179 


643723 


1708.F21.gz43_217137 


M00055978A:H03 


ES 179 


642058 


_ 1708.Gll.gz43_216978 


M00055978B:F01 


ES 179 


484355 


1708.G16.gz43_217058 


M00055979B:G07 


ES 179 


640092 


1708.H12.gz43_216995 


M00055979C:B07 


ES179 


640204 


1708.H15.gz43_217043 


M00055980A:H06 


ES 179 


647539 


1708.H23.gz43_217171 


M00055980B:B07 


ES 179 


647924 


1708J01.gz43_216820 


M00055980C:G12 


ES 179 


644354 


1708.108.gz43_216932 


M00055981D:B07 


ES 179 


650513 


1708J07.gz43_216917 


M00055982A:G06 


ES 179 


646013 


1708J17.gz43_217077 


M00055982C:A12 


ES 179 


650018 


1708.J24.gz43_217189 


M00055982C:H01 


ES 179 


644226 


1708.K04.gz43_216870 


M00055983C:C09 


ES 179 


451709 


1708.K14.gz43_217030 


M00055983D:A09 


ES 179 


477790 


1708.K18.gz43_217094 


M00055984A.F05 


ES 179 


645848 


1708.K24.gz43_217190 


M00055984D:E04 


ES 179 


645746 


1708.L08.gz43_2 16935 


M00055985A:B06 


ES 179 


645288 


1708.L10.gz43_216967 


M00055985B:C02 


ES 179 


645427 


1708.L13.gz43_217015 


M00055985B:G12 


ES 179 


646126 


1708.L16.gz43_217063 


M00055985D:E09 


ES 179 


641484 


1708.M02.gz43_216840 


M00055986A:F05 


ES 179 


647539 


17O8.M09.gz43_216952 


M00055987B:F07 ' 


ES 179 


465209 


1708.N06.gz43_216905 


M00055988AA12 


ES 179 


640179 


1708.N15.gz43_217049 


M00055988A:E05 


ES 179 


639359 


1708.N21.gz43_217145 


M00055989A:C09 


ES 179 


560349 


1708.Oll.gz43_216986 


M00055990A:F07 


ES 179 


645920 


1708.P01.gz43_216827 


M00055990D:B02 


ES 179 


558452 


17O8.P12.gz43_217003 


M00055990D:G09 


ES 179 


582549 


1708.P15.gz43_217051 


M00055991A:D10 


ES 179 


649309 


1708.P18.gz43_217099 


M00055991A.H09 


ES 179 


450123 


17O8.P20.gz43_217131 


M00055991C:H11 


ES 179 


646212 


1708.P24.gz43_217195 


M00055992A:D08 


ES 179 


645662 


1717A08.gz43_218513 


M00055993A:E02 [ 


ES179 


643288 


1717A19.gz43_218689 


M00055993D:F12 


ES 179 


649556 


1717.B06.gz43_218482 


M00055994A:G04 


ES 179 


603388 


1717.Bll.gz43_2 18562 


M00055994B:B12 


ES179 


651119 


1717.B15.gz43_218626 


M00055994C:E06 


ES 179 


642887 


| 1717.B23.gz43_218754 


M00055994C:F05 


ES 179 


639377 


1717.B24.gz43_218770 
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CloneDD 


ESNo 


Cluster© 


SequenccName 


M00055995AG09 


ES 179 


643808 


1717.C14.gz43_218611 


M00055995B:A02 


ES 179 


477521 


1717.C15.gz43_218627 


M00055995C:F05 


ES 179 


650534 


1717.C20.gz43_218707 


M00055996A:C10 


ES 179 


466277 


1717.D02.gz43_218420 


M00055996B:H04 


ES 179 


466271 


1717.D08.gz43_218516 


M00055996C:A02 


ES 179 


650018 


1717.D09.gz43_218532 


M00055996CA08 


ES 179 


640645 


1717.D10.gz43_218548 


M00055996D:D07 


ES 179 


558856 


1717.D13.gz43_2 18596 


M00055996D:G02 


ES 179 


587106 


1717.D15.gz43_218628 


M00055997A:B08 


ES 179 


642000 


1717.D19.gz43_218692 


M00055997A:C08 


ES 179 


634365 


1717.D20.gz43_218708 


M00055997A:F04 


ES 179 


552846 


1717.D23.gz43_218756 


M00055997DA11 


ES 179 


541214 


1717.Ell.gz43_218565 


M00055998A:F06 


ES 179 


644990 


1717.E20.gz43_218709 


M00055998BA04 


ES 179 


644612 


1717.E22.gz43_218741 


M00055998B:D06 


ES 179 


560860 


1717.F01.gz43_218406 


M00055998B:G03 


ES 179 


402100 


1717.F03.gz43_218438 


M00055998C:D04 


ES 179 


513888 


1717.F05.gz43_218470 


M00055998D:G05 


ES 179 


645076 


1717.F18.gz43_218678 


M00055999AA04 


ES 179 


478025 


1717.F19.gz43_218694 


M00055999A:B07 


ES 179 


207530 


1717.F20.gz43_218710 


M00055999AH10 


ES 179 


646387 


1717.F22.gz43_218742 


M00055999CA01 


ES 179 


642881 


1717.G04.gz43_218455 


M00055999D:C05 


ES 179 


549889 


1717.G12.gz43_218583 


M00055999D:H04 


ES 179 


644210 


1717.G17.gz43_218663 


M00056000A-.B02 


ES 179 


447822 


1717.G19.gz43_218695 


M00056000A:E11 


ES 179 


647443 


1717.G22.gz43_218743 


M00056000C:D09 


ES 179 


649259 


l717.H08.gz43_218520 


M00056001C-.E09 


ES 179 


562221 


1717.H20.gz43_218712 


M00056001C:F07 


ES179 . 


447556 


1717.H21.gz43_218728 


M00056001D:B06 


ES 179 


641736 


1717.103.gz43_218441 


M00056001D:G12 


ES 179 


643971 


1717.105.gz43_218473 


M00056002AA03 


ES 179 


644611 


1717.106.gz43_218489 


M00056002AH06 


ES 179 


559400 


17 17.109.gz43_2 18537 


M00056002D:E09 


ES 179 


419443 


1717.115.gz43_218633 


M00056003AA08 


ES179 


449261 


1717.117.gz43_218665 


M00056003A:B07 


ES 179 


641580 


1717.119.gz43_218697 


M00056003AC01 


ES 179 


645197 


1717.120.gz43_218713 


M00056003B-.E11 


ES179 


618670 


1717J02.gz43_218426 


M00056003B:G11 


ES179 


464498 


1717J03.gz43_218442 


M00056003C:C09 


ES179 


644824 


1717.J05.gz43_218474 


M00056003C:H10 


ES 179 


645162 


1717.J07.gz43_218506 


M00056004A.E12 


ES179 


451469 


1717J13.gz43_218602 


M00056004B:F04 


ES 179 


643498 


1717J17.gz43_218666 
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ClonelD 

\^r±\J±±\sXX^ 


ESNo 


ClusterlD 


SequenceName 


M00056004D:F03 


ES 179 


452775 


1717.K03.gz43_218443 


M00056004D:F12 


ES 179 


444454 


1717.K04.gz43_218459 


M00056005BH08 


ES 179 


641167 


1717.K20.gz43_218715 


M00056005CF11 


ES 179 


561836 


1717.L03.gz43_218444 


M00056005D-C04 


ES 179 


470462 


1 7 1 7.L07.gz43 J2 18508 


M00056005DF12 ! 


ES 179 


362177 


1717.L10.gz43 218556 


M00OS6O06AF04 

lYXV V/ V/ J \J \J \J \XfX , X-> V^T 


ES 179 


643440 


1717 L15 ez43 218636 


M000^6006AG09 1 


ES 179 


532307 


1717 L18 ez43 218684 

X t X 9 tXJ X w »fj« » 1 «^ X> X V» W • 


M00056006B-A10 


ES 179 


637977 


1717.L19.gz43_218700 


M00056006BB05 


ES 179 


592941 


1717 L20 sz43 218716 


M00056006BC12 

XVA>\/\#\/*J \J\J\J\J±J . Vl« | 


ES 179 


411885 


\inUl4ezA3 218780 


M00056006DC06 


ES 179 


643239 


1 7 1 7 .M06.gz43_2 1 8493 


M00056006DD05 1 


ES 179 


639940 


1717.M07.gz43_218509 


M00056006DE03 


ES 179 


643477 


1717.M10.gz43_218557 


M00056006DF05 


ES 179 


651083 


1717.Mll.gz43_218573 


M00056007AB02 


ES 179 


555736 


1717.M16.gz43_2 18653 


M00056007AG07 


ES 179 


647194 


1717.M22.gz43 218749 


M00056007BC10 ! 


ES 179 


449713 


1717.M24.gz43_2 18781 


M00056007BE08 


ES 179 


649701 


1 7 1 7.N03 .gz43_2 1 8446 


M00056007C-A03 


ES 179 


448418 


1717.N05.gz43 218478 


M00056007DF07 


ES 179 


644022 


1717.N13.gz43_218606 


M00056007DH12 


ES 179 


262760 


1717.N14.gz43 218622 


M00056008AH03 


ES 179 


675319 


1717.N17.gz43_218670 


M00056008BF04 

X vx V/ v/ V/ v/ v/ o jj . jut wT 


ES 179 


641283 


1717.N21.gz43 218734 


MOOOS 6008B GO 1 


ES 179 


456627 


1717N24ez43 218782 


M000^600RBG05 

IVJ.V \J \J J \J \J \J O . Vi V/ J 


ES 179 

IjU X / 7 


447802 


1717O02cz43 218431 


IVlvuUJvJUUOy.JyU't 


FS 179 


639178 

UJ 71/1) 


1717O04sz43 218463 


IVlUWJUV/vOV/.l/V/O 


FS 179 


644030 


1717 O05 ez43 218479 


M000S600RDD02 


ES 179 
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ES 180 


644715 


1729.H12.gz43_217816 
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ES 180 


446243 


1729.H22.gz43_217976 


M00056087D:G07 


ES 180 


649520 
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ES 180 
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ES 180 
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ES 180 


644543 
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ES 180 
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643440 


1729N06ez43 217726 
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FS 180 
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644965 
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FS 180 

X-/0 XOV 


649514 


1729N14ffz43 217854 


M00056097Br04 


ES 180 
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649082 


1729P04cz43 217696 
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FS 180 
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649570 
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FS 180 
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464990 
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1731 A09 ez43 220068 
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FS 180 

C/O loV 


649704 


1731 A19P743 220228 


A/fnnns6i?in-n i 

1V1VJUUJD1Z 1J-/.\^1 1 


FS 180 


648013 


1731 A90<j743 290244 


Ivf00n56199 AA05 


FS 180 

IJO lOv 


503 1 99 

JUJ XLZ 


1 73 1 A22 0743 220276 


m nnn^6 1 77 A ro^ 

lYl v UvJ 0 1 J 


FS 180 

IZn3 IOU 


589098 

J07U70 


1 73 1 A73 0743 220292 


M00056199AD09 

lVlVVvJ v li.^A.t/UZ. 


FS 180 

XJkJ lov 


648076 

V*TO V / V 


1731 A24&743 220308 


M00056197R-A07 

1V1 v \J \J J V 1 ZZ>x> . iWJ f 


FS 180 

JJO lOV 


639555 


1731 R04 &743 219989 


M000561 99R-O01 

IVlvUvJOlZZO.vJVl 


FS 180 

XJ/kj 1 Ov 


648109 

V*TO 1v7 


1731 R07P743 990037 

X / J X .XJ V / .gtit J L/iVuJ / 


M000561 99Rfr09 

iVX V V V J v/ x Z.ZXJ .Uv7 


ES 180 

-L^O X O V 


627515 

VL /JU 


1731 B08 ez43 220053 


M00056 1 97P-H1 9 
ivivuuj v izzv_/.n.iz 


FS 180 

JGO LOU 


460 190 

tVV 17U 


1731R12oz43 220117 

1 1 ji .uiA.gLtJ llu in 


mooo56 1 99DR07 


FS 180 

J-fO lov 


557419 
j j it±y 


1731 R13 ez43 220133 

X / J X .X7 X J.giitJ Z>Z*V X J J 


M00056199TVF10 

lvlUUV/ J V IZZxJ.r 1 V 


FS 180 

MJiLj X OV 


646917 


1731 B17 ez43 220197 

X / J X . JU X / 'fZj LLV X ✓ # 


MnftOS^I 9^RF09 

±V1 v VUJ 0 1 Z J JJ . F vZ. 


FS 180 

JjrO lOV 


531461 

J J l*tVl 


1731 R23 f*743 220293 

X / J X .XJZr J .^jti^ J LX>VX>7J 


M000561 93R(*05 


FS 180 

JJ J X OV 


648547 


1731 C01 sz43 219942 


MO0O56193DA07 

ivxvvv j v iZr ju.rwj 1 


ES 180 

J~nJ X OV 


627341 


1731 C05 ez43 220006 


M000561 94R*n 9 

J.V1U V \JJ V X Z>*t XJ . 1 Z» 


FS 180 
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477555 

"VII J ~) ~> 
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1V1 v U vj U 1 4tl/ ..x v v 
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453726 
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FS 180 


562378 


1731G12&z43 220122 


M0005613 1 C-H03 

IVXV W.7 VX.7 X V/tllVJ 


ES 180 


649735 


1731G16ez43 220186 
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ES 180 
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FS 181 
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1732 Cll ffz43 220486 


M00056149CB01 

XYXV/V/V/-/V7 lt7\/.JLIv X 


FS 181 

JL/O XOX 


459012 


1732C12ffz43 220502 


M00056149CF10 

XYXV/V/V/./VJ Lt^VtUlv 


FS 181 

JLwO xox 


650877 


1732C16cz43 220566 


MO0O561 4QTVF06 

1VXV/V/V/./VJ X*t71V .X \J\J 


FS 181 

X_rO XOX 


639485 


1 717 T22 0741 220662 


M000^61 ^0AF04 

1YXV/V/ V/J U1J V/XX. J->V/*T 


FS 181 

1_>0 XO 1 


650870 


1 712 T24 ff743 220694 


M000^6H1 AF07 

lYXV/UV/ JU X J l/Y.JLv\V / 


FS 181 


•tUJJ X«7 


1717f)16o741 770567 


MO0O561 S7 AR1 1 


FS 181 

J-rO XOX 


60S761 

UV/J / VJX 


1717 F1 1 0741 770488 


M000561S7AT)07 


FS 181 

JL/O lOX 
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1717F11pz41 270520 


mooo56i 57C-O08 


FS 181 

XvkJ XOX 
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FS 181 
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644721 
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FS 181 

X-nj XO 1 


644801 
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FS 181 

Lu XOX 


449887 
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ES 181 
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1732.114.gz43_220540 
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ES 181 


| 554581 


1732.119.gz43_220620 
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ES 181 


648930 
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ES 181 
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ES 181 
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ES 181 
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ES 181 
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J-/ lJ X O X 
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M00056 1 68C • AOS 

\y\.\j\j\j j\j lUOu.AuJ 
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IVXv/ 1/ v./ vl X VJ 7 JJ . \J\J XV 


ES 181 


458683 


1741 A21 »2z43 221028 


M00n^61 69PF07 


F^ 181 

X/tJ XO 1 


458085 


1741 BOS 2z43 220773 


M000561 69D- AfH 


FS 181 

X^v? XO X 


555771 


1741 B08 ez43 220821 

X / 1 A t JLW <J tftfaTV £>i<VwA A 


IVXV/ V/V/J \J X V/ . XJ KM J 


F^ 181 


648777 

VJ^O ill 


1741 B 12 ez43 220885 


M000S6 1 69D4T05 


F<s 181 

L <0 XO X 


6S0800 


1741 B16ez43 220949 


M00056 1 70R R09 


FS 181 

XJl? XO X 


649956 


1741 B24 ez43 221077 


M000S61 70BC04 


ES 181 

XJtlJ X O 1 


602324 


1741 C01 ez43 220710 




ES 181 

X~fk7 1 O X 


J S*T 111* 


1741 C06 ez43 220790 


M000S6171 AFT01 


F<s 181 

XwO XO 1 




1741 C20 bz43 221014 


MOOflS 6 1 7 1 r • A OR 


F<? 181 

X-/l> XO X 


650063 


1741 D02 ffz43 220727 


M00056172A:H06 


ES 181 


561747 


1741.D14.gz43_220919 


M00056172B:A12 


ES 181 


648855 


1741.D15.gz43_220935 


M00056173D:C05 


ES181 


646699 


1741.E07.gz43_220808 


M00056174BD02 


ES 181 


646915 


1741.E14.gz43_220920 


M00056174B:E02 


ES 181 


647086 


1741.E16.gz43_220952 


M00056174B:E04 


ES 181 


640285 


1741.E17.gz43_220968 


M00056174B:H11 


ES 181 


557010 


1741.E20.gz43_221016 
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ClonelD 


X-rtJ 1^(\J 


vlUolCl XX/ 


Sfvnipnpf^WamR 
O vU Uwllvvi > olllv 


M00056174CF06 


ES 181 


479997 


1741 F24 P743 221080 


M00056174CH09 


ES 181 


648063 


1741 F04 ez43 220761 


M00056175A:A06 


ES 181 


453768 


1741 F10 ffz43 220857 


M00056175A-C04 


ES 181 


649136 


1741 F11 p^43 220873 


M00056175C-A10 


ES 181 


645288 


1741 F19 £z43 221001 

X#*TX 4 X 17.g£ifJ Z»A» X V/V X 


M00056175CB11 


ES 181 


650146 


1741 F20 0743 221017 


M00056175D-A06 


FS 181 


648820 


1741 F24 or43 971081 


M00056175DE05 


ES 181 


649299 


1741 G03 ^743 770746 


M00056176AD06 


ES 181 


593173 


1741 G07 &v43 270810 


M00056176BB05 


ES 181 


457272 


1741G10o743 270858 


M00056176BE10 


ES 181 


446289 


1741 G12pt43 720890 


M00056176CB11 

iUVVVi'wl / V/V>*X^ X X 


ES 181 


648865 


1741 G14 ez43 220922 


M00056177AC10 


ES 181 


140459 


1741 G19 ffz43 221002 

X ill . VJ X _/ ,t*j£*T»J Z>Z. IvvL 


M00056177AD12 


ES 181 


499690 


1741G20P743 221018 


M00056177AH01 


ES 181 

X-i\J X O X 


610986 

\j x \jyo\j 


1741 G23 0743 791066 


M000561 77CE08 


FS 181 

XjO lOI 


639996 


1741H06ff743 770795 


M00056178R-A07 


FS 181 

LJtJ x O X 


647557 


1741 HI 4 0743 770973 


M00056178RA1 1 


FS 181 


638730 


1741 HI 5 a743 770939 


M00056 1 78RH08 

lVlV/UUJOl / OX). XXV/ O 


FS 181 

XwO xox 


459973 


1741 H17or43 770971 

X / *t X .xxl / «gZ*r J LLSJy 1 X 


M000561 78rco9 


FS 181 

X-rO XO 1 


*tO*t f 1 O 


1741 HI 8 ar43 990987 

X /HX.XxXO.giicH^ ZZU70 / 


M00056178r-F17 


FS 181 

J-fO 101 


584745 


1741H70ay43 991019 
i /Hx.xxz;u.g^*tj_z.z,i\/i7 


M00056178CF02 


FS 181 


640977 


1741 H91 07*43 771035 


M000561 79AD17 


FS 181 


379805 


1741T08a743 990898 


M00056 1 79R-H1 7 

lVXWvlVJ»/VI 1 /7Xv.XX.X£ 


FS 181 

Dj lOl 


639886 


1741 T14cr7-43 770074 


1VT000561 80R-A06 


FS 181 


644053 


1741 T73 trr43 991068 


mooo561 8ortj05 


FS 181 


497987 


1741 T07 <T743 790733 


M00056180R-F1 1 


FS 181 

XjO X O 1 


641 193 
o*t x x yD 


1741 T04 ot43 770765 


M00056180DF06 


FS 181 

xvO XOl 


378694 


1741 T10ar43 920861 


M000561 80DF05 


FS 181 

CO lOl 


449457 


1741 117 a^43 770893 

X f ^ L.J 1.4.Q£fTD_jL4\JOyJ 


M000561 80DG07 


FS 181 


1 83847 

1 O J Oti 


1741 114<*743 920925 


M00056181 AB05 


FS 181 


471836 


1741 T16o743 220957 


M00056181 AF07 

iVXV/ \J\J*/ VJIO 1A. Jjw / 


FS 181 

LjiJ XO X 


457779 


1741 J17u743 220973 

x / ti.jx / .qc-t j z*z*\jy 1 ~j 


M00056181RB02 


ES 181 

J-si? X O X 


640514 


1741 J19o743 221005 


M00056181RD06 


FS 181 

Xjl7 X O X 


645571 


1741 T70 0743 221021 


M00056181RF1 1 

iVlUUVf J UiO XXJ .Xw 1 1 


FS 181 

XvO XOl 


561793 


1741 171 0743 991037 

X / *t 1 .J x» X .^tJ t*i* X vJ / 


mooo56 i r i r-no? 


FS 181 

DO X O X 


645578 


1741 T77 0743 771053 


M00056189AR04 


FS 181 


557353 


1741 K07 ot43 790734 


M00056182A:G11 


ES 181 


643206 


174 1 .K07.gz43_2208 14 


M00056182B:G12 


ES 181 


460506 


1741.K09.gz43_220846 


M00056182C:F08 


ES 181 


469409 


1741.K14.gz43_220926 


M00056182D:A07 


ES181 


641525 


1741.K15.gz43_220942 


M00056183A:B09 


ES 181 


459974 


1741.K19.gz43_221006 


M00056183B:G11 


ES181 


561856 


1741.L04.gz43_220767 


M00056183C:F01 


ES181 


710362 


1741.L08.gz43_220831 
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CloneLD 


ESNo 


ClusterlD 


SequenceName 


M00056183C:F11 


ES 181 


642840 


174LL09.gz43_220847 


M00056184A:B11 


ES 181. 


649702 


1741.L14.gz43_220927 


M00056184B:D08 


ES 181 


463487 


1741.L18.gz43_220991 


M00056184BJH08 


ES 181 


446987 


1741.L20.gz43J221023 


M00056184C:A09 


ES 181 


647688 


174 1 .L22.gz43 J22 1 055 


M00056184C:C03 


ES 181 


650975 


1741. L24.gz43_22 1087 


M00056184C:C07 


ES 181 


559349 


1 74 1 .MO 1 .gz43_220720 


M00056184C:E08 


ES 181 


642631 


1741.M04.gz43_220768 


M00056184C:H03 


ES 181 


646309 


1741.M07.gz43_220816 


M00056184D:D06 


ES 181 


555655 


174LMll.gz43_220880 


M00056185B:B06 


ES 181 


639132 


1741.M23.gz43_221072 


M00056185D:C01 


ES 181 


553023 


1741.N07.gz43_220817 


M00056185D:C06 


ES 181 


649085 


1741.N08.gz43_220833 


M00056185D:D06 


ES181 


502683 


1741.N09.gz43_220849 


M00056185D:G07 


ES 181 


649577 


1741.N12.gz43_220897 


M00056186A:B09 


ES 181 


646581 


1741.N14.gz43_220929 


M00056186B:C03 


ES 181 


648491 


1741.N20.gz43_221025 


M00056186B:H09 


ES 181 


644801 


1741.N24.gz43_221089 


M00056186D:G05 


ES 181 


649705 


1741.O07.gz43_220818 


M00056187B:H02 


ES 181 


644819 


1741.0 12.gz43_220898 


M00056188A:E05 


ES 181 


641945 


1741.O21.gz43_221042 


M00056188B:D04 


ES 181 


642164 


1 74 LPO 1 .gz43_220723 


M00056188B:E07 


ES 181 


648344 


1741.P04.gz43_220771 


M00056188BE12 


ES 181 


639520 


1741.P05.gz43_220787 


M00056188CD02 


ES 181 


650188 


1741.P08.gz43_220835 


M00056188CGO6 


ES 181 


640443 


174 1.P11 .gz43_220883 


M00056188OH04 1 


ES 181 


648665 


1741.P12.gz43_220899 


M00056189AH09 


ES 181 


562152 


1741.P18.gz43_220995 


M00056189B:A01 


ES 181 


465594 


1741. P19.gz43_22 1011 


M00056191AH04 


ES 181 


646499 


1742.B04.gz43_221141 


M00056191B:E08 


ES 181 


453762 


1742.B08.gz43_221205 


M00056192AD01 


ES 181 


645560 


1742.B19.gz43_221381 


M00056195C:F12 


ES 181 


644916 


1742.E06.gz43_221176 


M00056195D:D07 


ES 181 


649402 


1742.E12.gz43_221272 


M00056196C:B03 


ES 181 


397363 


1742.F03.gz43_221 129 


M00056196C:G12 


ES 181 


648590 


1742.F09.gz43_221225 


M00056197C:H01 


ES 181 


640101 


1742.F20.gz43_221401 


M00056198A:B05 


ES 181 , 


637387 


1742.G01.gz43_221098 


M00056200D:D05 


ES 181 


452066 


1742.H21.gz43_221419 


M00056201C:C03 


ES 181 


640913 


1742J08.gz43_221212 


M00056203D:F05 


ES 181 


463168 


1742.J03.gz43_221133 


M00056203D:H03 


ES 181 


570939 


1742J04.gz43_221149 


M00056204A:B08 


ES181 


456920 


1742 JOS .gz43_221 165 


M00056204A:C04 


ES 181 


647991 


1742.J07.gz43_221197 
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ClonelD 


ESNo 


Cluster© 


SequenceName 


M00056204C:H12 


ES 181 


648754 


1742.J18.gz43J221373 


M00056205D:E06 


ES 181 


645802 


1742.K12.gz43_221278 


M00056205D:<304 


ES 181 


650756 


1742.K15.gz43J221326 


M00056206B:A10 


ES 181 


645177 


1742.K19.gz43__221390 


M00056206D-E06 


ES 181 


639158 


1742.L03.gz43__221135 


M00056206DF07 


ES 181 


463545 


1742.L04.gz43_221 15 1 


M00056207C:B04 


ES 181 


446621 


1742.L17.gz43_221359 


M00056208BC10 


ES 181 


172843 


1 742.M03 ,gz43__22 1136 


M00056208OA10 


ES 181 


559955 


1742.M06.gz43_22 1 1 84 


M00056208DA12 


ES 181 


645223 


1742.M1 1 .gz43_22 1264 










M00042346AB04 


ES 182 


448412 


1766A01 .gz43_224099 


M00042346BD12 


ES 182 


448491 


1766.A05.gz43_224163 


M00042346C Gl 2 


ES 182 


448892 


1766.A09.gz43_224227 


M00042432DG02 


ES 182 


485237 


1 766.E0 1 .gz43_224 103 


M00042433CH05 


ES 182 


477797 


1 766.E 1 3 .gz43_224295 


M00042434BF04 


ES 182 


450334 


1766.E20.gz43_224407 


M00042437BA11 

At AW J / A-J .ZJk A A 


ES 182 


479131 


1766.G01.gz43_224105 


M00042438CH11 

1 Tiu v v Tm Ti/ Willi 1 


ES 182 


451183 


1766.G20.gz43_224409 


M00042439A:D09 

JLT1V W~A»~*/ /iAil/ */✓ 


ES 182 


481457 


1766.H03.gz43_224138 


M00042461C-E09 


ES 182 


483219 


1766.113.gz43_224299 


M00042462A:F12 


ES 182 


450212 


1766I19.gz43_224395 


M00042464AF06 


ES 182 


451793 


1766J21.gz43_224428 


M00042464C*B06 


ES 182 


448098 


1766.K04.gz43_224157 


M00042470BH11 

1TIUUUTZ('T / VAJ .AAA X 


ES 182 


447377 


1766.M22.gz43_224447 


M00042515BA10 


ES 182 


449104 


1 767. AO 1 .gz43_224483 


M00042515DB11 


ES 182 


449215 


1767.A04.gz43_22453 1 


M00042515DG01 


ES 182 


451982 


1 767. A05 .gz43_224547 


M00056209B-D02 


ES 182 


507050 


1742.M19.gz43_221392 


M00056210BC11 


ES 182 


470801 


1742.N09.gz43_221233 


M00056210BE03 


ES 182 


649354 


1742.N12.gz43_221281 


M00056210DH05 


ES 182 


457539 


1742.N15.gz43_221329 


M0005621 1 AC08 


ES 182 


648036 


1742.N18.gz43 221377 




ES 182 


642118 


1742.P01 .gz43_22 1 107 


M00056213CC01 


ES 182 


646275 


1742JP19.gz43_221395 


M00056213C-G11 

1T1\/VV/JV/£i A */ V>\p> A A 


ES 182 


466418 


1742.P24.gz43_22 1475 


M00056214BH03 


ES 182 


638807 


1743A08.gz43_221588 


M00056214C:A04 


ES 182 


499517 


1743.A10.gz43_221620 


M00056214D:F05 


ES 182 


650975 


1743.A16.gz43_221716 


M00056216B:H09 


ES182 


648953 


1743.B17.gz43_221733 


M00056217A:H11 


ES 182 


648155 


1743.C04.gz43_221526 


M00056217B:A06 


ES 182 


650487 


1743.C05.gz43_221542 


M00056217B:G03 


ES182 


562359 


1743.C09.gz43_221606 


M00056217C:B12 


ES182 


602324 


1743.C10.gz43_221622 
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CloneDD 


ESNo 


ClusterlD 


SemiRnrRMamR 


M00056217D:B07 


ES 182 


562625 


1743 C16 ez43 221718 

A » ■ »/ « w» w i r»#J~«^ fill A I A\J 


M00056218A:G11 


ES 182 


448780 


1743 C22 ez43 221814 


M00056218C:C02 


ES 182 


648351 


1743 D05 ez43 221543 


M00056218DJH06 


ES 182 


411603 


1743D14ez43 221687 


M00056220AH04 


ES 182 


644916 


1743 E16 ez43 221720 


M00056220B:F11 


ES 182 


722253 


1743 F01 ez43 221481 


M00056222A:E05 


ES 182 


570052 


1743 Gil ez43 221642 


M00056222D:C06 


ES 182 


574166 


1743 G18 ez43 221754 


M00056223A:B11 


ES 182 


648989 


1743 G23 cz43 221834 


M00056223A:C03 


ES 182 


442347 


1743 G24 ez43 221850 


M00056223A:D10 


ES 182 


574166 


1743 H01 sz43 221483 

X / I ^/ tllU X i «^ awm X • w *-/ 


M00056223A:H07 


ES 182 


649709 


1743H03cz43 221515 


M00056223CC07 


ES 182 


408428 


1743 Hll ffz43 221643 


M00056224BF01 


ES 182 


645549 


1743H17ffz43 221739 

A / .A A A / .KfcTJ r i r ■ x 1 JZ7 


M00056224DE08 


ES 182 

AjkJ A OA 


453470 


1743 H23 az43 221835 


M00056225AD08 


ES 182 


556635 


1743 T0 1 p^743 221484 


M00056225BA11 


ES 182 


618670 


1 743 106 ez43 221 564 


M00056227CA01 


ES 182 


648777 


1743 J20 ez43 221789 


M00056227DA02 


ES 182 

A_iO A OA 


578718 


1743 K04 az43 221534 

A f tJ,lVU7.g67J AA1JJT 


M00056228AA02 ! 


ES 182 


447892 


1743K09ffz43 221614 


M00056228CB04 


ES 182 


465536 


1743K24ez43 221854 


M00056229CF05 


ES 182 


33738 


1743L16bz43 221727 

A / ™«J • A_i A VI • ftti i J AAA / A / 


M00056231BE01 


ES 182 


649351 


1743 Mil ez43 221648 

A / .1»A A A .gATi/jfaA A VJ*TO 


M00056232BA11 


ES 182 


451487 


1743 M21 ez43 221808 

A / *T J ,A» AA A igATJ AAIOVO 


M00056232BC04 


ES 182 


649030 


1743 M23 ez43 221840 

A f 1 -J tA» 1 « »Q ' A w l v 


M00056232CE06 


ES 182 


649272 


1743N04ez43 221537 

A / ^ J l llVT f gATJ AAA~/*/ / 


M00056232DC08 


ES 182 


502413 


1743 N09 ez43 221617 


M00056235AC12 

1UV V^rJ a^X^.. A ^ 


ES 182 


648816 


1743 022 ez43 221826 

A /TJ, V/ >»< r . ftj f t~ J f ifi A Ux«V^ 


M00056236AG12 


ES 182 


706245 


1743 P07 ez43 221587 


M00056236BB03 


ES 182 


636876 


1743 P09 ez43 221619 


M00056237B-D04 


ES 182 


703978 


1744A06ez43 221940 


M00056237CC05 


ES 182 


470292 


1744 A10 ez43 222004 


M00056238AA03 


ES 182 


707483 


1744A19ez43 222148 

A / t 1 ,/Tl 7 'lli ' » AAAAtO 


M00056238CC11 


ES 182 


649042 


1744 B08 ez43 221973 

A # 1 T , AV W U , uij 1*/ A«x« A ^ # ■/ 


M00056239A D06 

IVlu U U J J 7/1, 1/ v U 


ES 182 

AjO A OA 


648 1 59 


1744 B14 az43 222069 

A /Tt.Jyi i.gtiiJ AAAvv7 


M00056240RF08 

ATAW/V^VJArTV/A-* «X vfO 


ES 182 


649196 


1744 C10 ez43 222006 

A /Tt,vAV/.ftA~«> AAAVVV 


M00056940T>H07 

iv a u yjyjj \j£*' m T\j a-/ Jl jlv / 


ES 182 


447972 

' i ' 1 / A / A 


1744 T15 ffz43 222086 

A /7t,^lJ.gA"J AAAuOU 


M00056242DA02 


ES 182 


648989 


1744.E04.gz43_221912 


M00056243C:G10 


ES 182 


651073 


1744.E22.gz43_222200 


M00056244A:A01 


ES 182 


650463 


1744.F03.gz43_221897 


M00056244A:B01 


ES 182 


650549 


1744.F04.gz43_221913 


M00056245A:D11 


ES 182 


650463 


1744.F24.gz43_222233 


M00056246A:E01 


ES182 


637387 


1744.G17.gz43_222122 


M00056246C:G07 


ES182 


419255 


1744.H08.gz43_221979 
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ClonelD 


ESNo 


Cluster© 


SequenceName 


M00056246D:A07 


ES 182 


549178 


1744H09.gz43_221995 


M00056247A:D02 


ES 182 


162981 


1744.H17.gz43_222123 


M00056247AF07 


ES 182 


457221 


1744.H18.gz43_222139 


M00056247B:C11 


ES 182 


650018 


1744.H21.gz43_222187 


M00056249A:F11 


ES 182 


650919 


1744.124.gz43_222236 


M00056249A.H07 


ES 182 


645872 


1744. J02.gz43J22 1885 


M00056249B:C02 


ES 182 


506719 


1744J03.gz43_221901 


M00056249C:E06 


ES 182 


650860 


1744.J10.gz43_222013 


M00056250C:A08 


ES 182 


408961 


1744.K04.gz43_221918 


M00056250C:D05 


ES 182 


650661 


1744 .K07.gz43_22 1966 


M00056251B:A12 


ES 182 


643327 


1744.K14.gz43_222078 


M00056251B:B07 


ES 182 


452646 


1744.K15.gz43_222094 


M00056251C:H04 


ES 182 


586794 


1744.K24.gz43_222238 


M00056253A:F12 


ES 182 


648996 


1744.M08.gz43_221984 


M00056253B:H04 


ES 182 


639119 


1744.M14.gz43_222080 


M00056253C:C04 


ES 182 


703217 


1744.M18.gz43_222144 


M00056253D:G04 


ES 182 


641874 


1744.M23 .gz43 J222224 


M00056254AF04 


ES 182 


651051 


1744.N02.gz43_221889 


M00056254D:C04 


ES 182 


451361 


1744.N09.gz43_222001 


M00056255B:F09 


ES 182 


559324 


1744.N18.gz43_222145 


M00056255CC04 


ES 182 


645472 


1744.N20.gz43_222177 


M00056256AC02 


ES 182 


645271 


1 744.00 1 .gz43_22 1 874 


M00056256OD12 


ES 182 


643944 


1744.O17.gz43_222130 


M00056258AA11 


ES 182 


464091 


1744.P19.gz43_222163 


M00056258AE10 


ES 182 


610269 


1744.P23.gz43_222227 
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M00042809DC12 


ES 183 


649735 


1777A23ez43 252199 


M00042809DG09 


ES 183 


557375 


1777B01ez43 251848 


M0004281 1 AA01 


ES 183 


500896 

JW07U 


1777B23ez43 252200 


M00042811CB06 


ES 183 


537506 


1777 C03 ez43 251881 


M0G042812BC01 


ES 183 


456793 


1777Cllez43 252009 


M0004281 5C-co2 


ES 183 


448340 


1777 Ell ez43 252011 


mooo4?8 1 ^r-Fi o 


FS 183 

XvO 1 0.7 


448793 


1777 E13 ez43 252043 


M0004781 6AP09 


ES 183 


735534 


1777E17ez43 252107 

XIII • XJ X 1 \f\ £**J XXI 1 


M0004981 6A-G04 


ES 183 


639163 


Mil E21 ez43 252171 

xiii » i tti x ifti t~*j e »« x / x 


M0004781 6RC0R 


FS 183 


545162 

«7^«J 1U£, 


1777 F03 ez43 251884 


M00049 X 1 7P R04 


FS 183 


7275 1 7 


1777G05ez43 251917 

XII 1 .VJ V/-' iKtiTJ X.wr X 7 X / 


M000498 1 9CH02 


ES 183 


449718 


1777H14cz43 252062 


M000498? 1 CT-TOfi 


FS 183 

XwO 1 


485653 

TOJ VJ-7 J 


1111 117 ez43 252111 

X / / 1 .XX 1 tfZjXdTmJ XXX 


M00042824 A • CO? 


ES 183 


52034 


1777 K05 ez43 251921 


M00042825AR0S 


ES 183 


449258 


1777K17sz43 252113 


M00047898DR1 1 


FS 183 


472400 


1777M09ffz43 251987 


M00047831 AF1? 


FS 183 


484907 


1777N18ez43 252132 


mooo4?83 i n-frOfi 


FS 183 

XvO lOJ 


484669 


1777 O01 ez43 251861 

XIII %\J\J X t K<rTJ X W X 


M0004283 3CO05 


ES 183 


485020 


1777 018 ez43 252133 


M00042835DC04 


ES 183 


450883 


1777P19ez43 252150 


M00049836A-B12 


FS 183 


480227 


1777P24ez43 252230 


M00042836DC07 


ES 183 


449291 


1778 All ez43 225411 

X f ' w » aX XX* fZ^md T— / ■> T X X 


M0004283 8AE02 


ES 183 


475111 


1778.B02.gz43 225268 


M00042839BF05 


ES 183 


475942 


1778.B23.gz43 225604 


M00042839DF02 


ES 183 


476256 


1778.C07.gz43 225349 


M00042840B:F08 


ES 183 


452202 


1778.C12.gz43_225429 


M00042840C:B12 


ES 183 


447517 


1778.C14.gz43_225461 


M00042841B:H05 


ES 183 


450673 


1778.C18.gz43_225525 


M00042841D:G10 


ES 183 


446657 


1778.C23.gz43_225605 


M00042842A:B04 


ES 183 


472307 


1778.C24.gz43_225621 


M00042842A:B12 


ES 183 


448233 


1778.D01.gz43_225254 


M00042842C:H11 


ES 183 


477555 


1778.D12.gz43_225430 
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ES 183 


474597 


1778.D18.gz43 225526 


M00042843B:F05 


ES 183 


453856 


1778.D22.gz43 225590 


M00042844A:D02 


ES 183 


447983 


1778.E07.gz43 225351 


M00042844CB03 


ES 183 


448230 


1778 E12ez43 225431 


M00042844C:C12 


ES 183 


448383 


1778.E14.gz43 225463 


M00042844DH02 


ES 183 


477593 


1778E18ez43 225527 


M00042845A:B05 


ES 183 


448104 


1778.E19.gz43 225543 


M00042845CA09 


ES 183 


447983 


1778 F03 ez43 225288 


M00042846CD09 


ES 183 


639991 


1778.F23.gz43 225608 


MG0042847AF04 

ITIV WT** V « / AX. A w T 


ES 183 


727875 


1778G10sz43 225401 


M00042848DG12 


ES 183 


448029 


1778H06ez43 225338 


M00042849BG06 


ES 183 


485029 


1778H12ez43 225434 


M00042850AB11 


ES 183 


404603 


1778H20ez43 225562 


M00042850CC10 


ES 183 


646583 


1778.106.gz43_225339 


M00042851A:B08 


ES 183 


449273 


1778.11 l.gz43_225419 


M00042851A:E11 


ES 183 


483274 


1778I12.gz43_225435 


M00042851DB08 


ES 183 


452990 


1778.I18.gz43 225531 


M00042852BC06 


ES 183 


480900 


1778J04.gz43_225308 


M00042852DG07 


ES 183 


485480 


1778 J10 ez43 225404 

XII \S.%I XX/.KA4~«/ fcf.t/TVT 


M00042853AG03 


ES 183 


644190 


1778 J12 ez43 225436 


M00042854AB11 


ES 183 


551811 


1778 K04 ez43 225309 


M00042854A:D05 


ES 183 


725641 


1778 K07 ez43 225357 


MQ0042854BF05 


ES 183 


725266 


1778K12ez43 225437 


M00042854DA05 


ES 183 


482071 


1778K16ez43 225501 
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ES 183 


485841 


1778 L05 ez43 225326 


M00042855CG1 1 


ES 183 


484789 


1778 L08 ez43 225374 


M00042855DA12 


ES 183 


449110 


1778L09ez43 225390 


M00042855DB12 


ES 183 


480005 


1778L12sz43 225438 


M00042855DD06 


ES 183 


456737 


1778L14ez43 225470 


M000478^7CG04 


FS 183 


449652 


1778 Mil ffz43 225423 


M00042857CG05 


ES 183 


484841 


1778 M12 ffz43 225439 


M00042858AA08 


ES 183 


479084 


1778 M14 ez43 225471 


M00042859BD06 

J.TXVVU IAjUw X ViX/ w 


ES 183 


449403 


1778N02ez43 225280 


M00042859DD12 


ES 183 


481664 


1778Nllez43 225424 


M00042860AC01 


ES 183 


480641 
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M00042860AH04 


ES 183 
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ES 183 


483066 
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ES 183 


449604 
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ES 183 


484091 


1778.O03.gz43_225297 
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ES 183 


449751 


1778.O06.gz43_225345 


M00042861A:F04 


ES 183 


451368 


1778.O09.gz43_225393 


M00042861C;C03 


ES 183 


481319 


1778.013.gz43_225457 


M00042861C:F07 


ES 183 


484468 


1778.015.gz43_225489 
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ES 183 
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JZkJ xoo 
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FS 183 

CjO xoo 


774030 
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FS 183 
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FS 183 
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773860 

1 OU7 


1780 HI 4pz43 ??6?34 
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737144 
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FS 183 

IZiiD XOO 


733806 
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1780 T01 0743 776077 


M00056361 A-H06 
jyxdddodo o Ijtv.xxdd 
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EfO XOO 


600856 

DDDOOO 


1780T05oy4l 776001 
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K/f0nOS6'*61i : t-FO7 
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XjiO xoo 


471646 
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1780T10o743 776171 
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557801 

JJ^071 


1 780 K14 0743 776737 
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X-/0 xoo 


778774 

/ ZO / / 


1780K??o743 776365 

X / OU.XV-ZZ.gZ'TO Z.Z>DJUJ 


M000S6^64 A -T104 

iYXDDDO DOOHrY-DDt 


FS 183 
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77470? 
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J007J7 
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ES 183 


553244 


1780.L17.gz43_226286 


M00056365B:G10 


ES 183 


480924 


1780.Mll.gz43_226191 


M00056366B:A11 


ES 183 j 


449242 


1780.N05.gz43_226096 


M00056367C:D06 


ES 183 


560859 


1780.O07.gz43_226129 


M00056367CJ105 


ES 183 


642558 


1780.O12.gz43_226209 


M00056368A:C11 


ES 183 


456535 
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M00056368C:E07 


ES 184 


482831 


1780P07ez43 226130 


M00056368D:D03 


ES 184 


517298 


1780 Pll sz43 226194 


M00056368D:G05 


ES 184 


730301 


1780P14ez43 226242 


M00056369A:G06 


ES 184 


728389 


1780 P22 ez43 226370 


M00056369B:E03 


ES 184 


736001 


1789A03ez43 226435 


MO0O5637OBC10 


ES 184 


734646 


1789B02ez43 226420 


M00056370B-E07 


ES 184 


568484 


1789 B04 ez43 226452 


M00056370CF01 


ES 184 


503625 


1789 B08 P743 226516 


M00056370DC06 


ES 184 


735649 


1789 B11 ov43 226564 

1 r07,J711,&bTJ mUJUt 


M00056371DF07 


ES 184 


734943 


1789 C12 ez43 226581 


M00056372CC06 


ES 184 


725389 


1789 D04 ez43 226454 


M00056373DG01 

ITlvvvJ V7«7 / t/i/>Uv A 


ES 184 

XwO X O i 


725381 

/ O J O 1 


1 789 F09 0743 276535 


M00056374CG08 


ES 184 


487079 

to / V / 7 


1789 F03 2743 726440 


M00056375AD11 


ES 184 

X_/0 X Ot 


734348 


1789 Fll 0743 226568 


M00056375DD12 


ES 184 

JUitJ X OT 


724257 


1789 G01 0743 726409 

1 » 07 . VJV7 1 .g&tJ MUtV/7 


M00056376AC10 \ 


ES 184 

JUJ X o^ 


64941 1 

UT7T1 X 


1789G09ffz43 226537 


M00056377A*r01 


ES 184 


460284 


1789 H03 0743 226442 

X / 07.11VJ .^Z>t«7 XV^.V7tt^ 


M00056377CA01 


ES 184 


724694 


1789 H12 ff743 226586 

l/07illl£f.g£>tJ L^UJOU 


M0005 6377TV FOR 
iyix/v/i/j u.7 / /i/.rvo 


FS 184 

X-fkJ lot 


725274 


1789 T03 0743 726443 

1 / 0 .7.1x7*7 MVttJ 


M00056378rF10 


ES 184 

JbO lOt 


729993 


1789 T09 0743 226539 

1 / 07.1V7 .gZi*TJ^<triUJJ7 


M00056382AA12 ' 


ES 184 


723972 

» J SIC 


1789 J12 ffz43 226588 


M00056382r-Bl 1 

1VXV/V7V7~7U J JL X 


ES 184 

IjJ lOt 


503491 


1789 K03 0z43 226445 

X / 07 .1\V/ J .gtit J_i^wTT J 


M00056382CF11 

i.VXW\7V7«7V7.7 0Z»V_'.X XX 


ES 184 

X Ot 


731542 

/ «/ x*7 tz» 


1789 K05 ez43 226477 


MG0056383BF08 

IViUUUJVJJO JJJ.l V/O 


ES 184 

J—>lJ X 0"T 


725321 


1789 L04 ez43 226462 

1 / 07,XjV7^t.g^T^J X»^V7"VJZ. 


M00056383BG08 


ES 184 

X^O X ot 


725448 


1789 L06 0z43 226494 


M00056383CF07 


ES 184 


549790 


1789L07ez43 226510 

1 / Q7.]JV / mtj£*tmJ mwIv 


1VXV/V/v/-'v7 JOtV^.Xlvt 


ES 184 


474346 


1789 M01 ffz43 226415 

X / O 7 • 1 VXV/ X . *£xjT«7 


M00056384DA04 


ES 184 


186372 


1789M02ffz43 226431 


M00056385AA07 


ES 184 

Xwh7 X Ot 


727523 


1789 M10 2z43 226559 

1 / 07.1»li. Vf.gtiTJ MvJJy 


M00056386AF08 


ES 184 


726636 


1789 N01 ez43 226416 

X /U7.11V1 'Xj ' * *^ X>A*V^ x \y 


M00056386AF09 


ES 184 


724388 


1789N02ez43 226432 


M00056386 AGO 1 


ES 184 

uo xot 


553035 


1789NO3 0Z43 226448 


M00056386BA07 


ES 184 


452806 

*T«7Z.OV/v7 


1789N06ez43 226496 


M00056386BA11 


ES 184 


730660 


1789-N07ez43 226512 


M00056386BD07 


FS 184 

X-fO X ot 


459918 


1789N10ez43 226560 


M00056386BF09 


FS 184 

X-rL? X Ot 


623408 


1789N12ez43 226592 


M00056387C:D01 


ES 184 


558412 


1789.01 l.gz43_226577 


M00056388B:A05 


ES 184 


475682 


1789.P01.gz43_226418 


M00056388B.B03 


ES 184 


724009 


1789.P03.gz43_226450 


M00056389B:H03 


ES184 


729637 


1790.A10.gz43_226931 


M00056389D:F01 


ES 184 


495712 


1790.A17.gz43_227043 


M00056390B:E10 


ES184 


725165 


1790.B08.gz43_226900 


M00056390C:B08 


ES 184 


556769 


1790.Bll.gz43J26948 
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M00056390C:C04 


ES 184 


724914 


1790.B12.gz43 226964 


M00056391C:H12 


ES 184 


727150 


1790C14ez43 226997 


M00056391D:E06 


ES 184 


457508 
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M00056392A:D11 


ES 184 


477296 


1790C19ez43 227077 
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M00056392A:F06 


ES 184 


448817 


1790C20ez43 227093 


M00056392D:C05 


ES 184 


426297 


1790D07ez43 226886 


M00056392D:H02 


ES 184 


729111 


1790D08az43 226902 


M00056393A:F01 


ES 184 


549480 


1790.Dll.gz43 226950 


M00056393A:G06 


ES 184 


614463 


1790.D12.gz43 226966 


M00056393D:A09 


ES 184 


558794 


1 790.D2 1 .gz43_227 1 1 0 


M00056393D:C12 


ES 184 


118514 


1790D24ez43 227158 


M00056394B:C11 


ES 184 


503173 


1790E14sz43 226999 


M00056394B.G05 


ES 184 


725454 


1790E19ez43 227079 


M00056394C:D07 


ES 184 


640158 


1790 F01 az43 226792 


M00056395C:H03 


ES 184 


523364 


1790 F23 ez43 227144 


M00056395D:B01 


ES 184 


732821 


1790F24ez43 227160 


M00056396AD03 


ES 184 


733563 


1790 G08 ez43 226905 


M00056396AG10 


ES 184 


474981 


1790 G12 ez43 226969 
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M00056396BE10 
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ES 184 


642985 
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M00056396DH01 


ES 184 


484934 
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ES 184 
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X / / Villi » . f\* Jt-* 1 \J+J\J 


M00056398AB10 
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ES 184 ! 


724851 


1790111 ez43 226955 


M00056398OB09 


ES 184 


735396 


1790 124 ez43 227163 


M00056398CD10 


ES 184 


725095 


1790J02ez43 226812 


M00056399BG09 


ES 184 


448758 


1790 J15 ez43 227020 


M00056399DC11 


ES 184 


656268 


1790 K04 ez43 226845 


M00056400AD08 


ES 184 


726494 


1790 K10 ez43 226941 


M00056400A-G10 


ES 184 


725451 


1790 K16 ez43 227037 
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X'Xw V v «✓ v * w V »X^ X X 


ES 184 


447222 


1790K24sz43 227165 

X / ^ W > Al, f ^ 1 i > X»X* / X ww 


M00056400CG04 

J- "AV W W mJ \J ¥ W W X»/ « \/ 


ES 184 


479851 


1790 L03 ez43 226830 


M00056401A'F09 

X »x w v W w V T V li x*x w 


ES 184 


729950 


1790L12ez43 226974 


M00056401B:B01 


ES 184 


735234 


1790.L15.gz43 227022 


M00056402B:D07 


ES 184 


641576 


1790.M06.gz43_226879 


M00056402C:B09 


ES 184 i 


649591 


1790.M07.gz43_226895 


M00056402CE10 


ES 184 


483008 


1790 M09 gz43 226927 

X # / VtiiAu/tgu l«/ X*X*w^^Xrf * 


M00056402D*A01 

ATXw WW»/w ■ VfaJ / • A IbV X 


ES 184 


724714 


1790 M10 ez43 226943 


M00056402DB07 


ES 184 


197839 


1790Mllez43 226959 


M00056403A:E09 


ES 184 


417549 


1790.M18.gz43_227071 


M00056403B:D09 


ES 184 


468467 


1790.M23.gz43_227151 


M00056403B:G12 


ES 184 


729779 


1790.M24.gz43_227167 


M00056403C:F02 4 


ES 184 


481077 


1790.N03.gz43_226832 


M00056403C:F03 


ES 184 | 


724411 


1790.N04.gz43_226848 


M00056403C:F12 


ES 184 


640261 


1790.N05.gz43_226864 


M00056404A:G03 


ES 184 


640756 


1790.N12.gz43_226976 



766 



Table 13 



ClonelD 


ESNo 


ClusterlD 


S en iienceN aitie 


M00056404B:B06 


ES 184 


188309 


1790.N14.gz43_227008 


M00056404C:C12 


ES 184 


733643 


1790.N22.gz43 227136 


M00056404D:G03 


ES 184 


562769 


1790 002 cz43 226817 


M00056405C:C12 


ES 184 


724078 


1790 011 ez43 226961 

x § ✓ v ■ x_x X X ttx< I*/ v/ v/ x 


M00056405CH04 


ES 184 


449228 


1790 013 ez43 226993 


M00056405D-E05 


ES 184 


730948 


1790 017 ez43 227057 


M00056406A-C02 


ES 184 


726411 


1790 O20 cz43 227105 


M00056406AE01 


ES 184 


728454 


1790 023 ez43 227153 


M00056406BC05 


ES 184 


456577 


1790 P03 cz43 226834 


M00056406C-D09 


ES 184 


543323 


1790P10ez43 226946 


M00056406CF12 

xta v/ v/ vy »y v/ i v/v/V/ ■ x xx* 


ES 184 


423420 


1790 P13 ez43 226994 


M00056407AD10 


ES 184 


483147 


1790 P15 ez43 227026 


M00056407AG03 


ES 184 


729809 


1790 P16 ez43 227042 


M00056409A:C03 


ES 184 


641687 


1790 P21 ez43 227122 


M00056409AD03 


ES 184 


470462 


1790.P23.gz43 227154 


M00056409AD06 


ES 184 


727633 


1790.P24.gz43 227170 


M00056409BC12 


ES 184 


729784 


1791 A03 ez43 227203 


M00056409BE07 


ES 184 


734253 


1791 A05 ez43 227235 


M00056409OB04 


ES 184 


711493 


179 1 .A06.gz43_22725 1 


M00056410AA04 


ES 184 


640744 


1791 A19 sz43 227459 


M00056410B:A09 


ES 184 


641383 


1791.A23.gz43 227523 


M00056410DH03 1 


ES 184 


49703 


1791.B14.gz43 227380 


M00056411AH06 


ES 184 


558049 


1791.B17.gz43 227428 


M00056411BD01 


ES 184 


703978 


1791 B 19 ez43 227460 


M00ftf6412BB08 


ES 184 


724773 


1791 C22 ez43 227509 


M0005641TRT)07 

JLYX \J\J\JiJ V*T i JU.Uu / 


ES 184 

JL/\J X 


642637 


1791 Dl 8 ez43 227446 

X l J i~ .XV X V •K£iT«' x>x« / i iu 


xyxvv/v,*/ vr i jv^.ljuu 


ES 184 


72395 1 


1791D24cz43 227542 

X 1 ✓ X .XXX«~ . fi>« * 1 1 »*> I A* 


M000564 1 AC * H08 

lYXVv/V/./VI*T X*tV».XXVO 


ES 184 

XjO x 


729899 


1791 El 8 ez43 227447 


M00056415A-D03 


ES 184 


475797 


1791.F01.gz43 227176 


1VJLV/ V/V/«J Utl -JU „XJ X v 


ES 184 


402471 


1791 F03 ez43 227208 




ES 184 


648170 


1791 G01 ez43 227177 

X « ^ x • w v x , j^ji* i *y x#x^ fM.tr 


M00056416BC09 


ES 184 


456544 


1791 G02 ez43 227193 


M000564 1 6BH0 1 

1 V X UV/UJU t X \JU .X XV X 


ES 184 


727090 


1791 G04 ez43 227225 


M00056416DC08 


ES 184 


729199 


179LG12.gz43_227353 


M000564 1 6D*D 1 2 


ES 184 


435349 


1791.G13.gz43 227369 


M000 4 56416DH10 

XYlvvvJ v/t^ X \jU .XXXV/ 


ES 184 


728986 


1791 G18 ez43 227449 


M00(V>6417AF08 


ES 184 


733484 


1791 G23 ez43 227529 


M00056417B:D05 


ES 184 


642170 


1791.H05.gz43_227242 


M00056417C:G10 


ES 184 


725408 


1791JH14.gz43_227386 


M00056417P:G09 


ES 184 


725407 


1791JI20.gz43_227482 


M00056418A:G01 


ES 184 


729579 


1791H24.gz43_227546 


M00056418A:G09 


ES 184 


472684 


1791.101.gz43_227179 


M00056419A:F08 


ES184 


542957 


1791.J07.gz43_227276 


M00056419D:D02 


ES 184 


| 728440 


1791.J24.gz43_227548 
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M00056419D:G04 


ES 184 


453762 


1791 K03 ez43 227213 


M00056420AC01 


ES 184 


560957 


1791K04ez43 227229 


M00056420AC12 


ES 184 


128749 


1791 K05 az43 227245 


M00056420A-E09 


ES 184 ] 


643646 


1791 K07 ez43 227277 


M00056420AG1 1 


ES 184 


731390 

# J1J7V 


1791 K10 ez43 227325 


M00056420BG05 


ES 184 


480377 

tOUJ # / 


1791 K12 ffz43 227357 


M00056420P-F08 ! 


FS 184 


736^07 


1701 K21 o^43 227501 

X / 7 X *XV£i X .f£^ST»J fcfc f ~J\J X 


M00056420DA09 

lYlV/UV/-/V/t.&i\/Xy ,n.U7 : 


I— /kJ X Ot 


569^81 

— ' U^J O X 


1791 K23 oz43 227533 

X / 7 X a l\Zf J .K/<t J lf£ / mJ»J»J 


M00056421 AF12 


ES 184 


646146 


1791 L05 ez43 227246 


mooos649 i P-F06 


FS 184 

l_/0 X ot 


S69137 


1701 T.ll pz43 227342 

X / 7 X X X .£^Zit-J ^A / Jti 


mooos6491p*fi9 I 


FS 184 


730178 

/ Jul / O 


1701 T 19 o743 227358 

l/71.1jlL.gttJ LL/JJO 


M000S6491P-T401 

1V1.V VuJ V/t A, X .XIV/ 1 


FS 184 

J-O lOt 


S 009 S3 


1701 T.I 4 oz43 227300 


mooos6499A'P19 


FS 184 

lZikj X ot 


73701 Q 


1701 T 29 0743 227518 


M0OOS6499 A F07 


FS 184 

JQO lOt 


4Q8 1 04 

tyO 1 J»*t 


1701 T 94 «*743 227550 


M0OOS6499R-AO8 

IVxUUV/J V/tz^D.-rwO 


FS 184 

12/ lJ 1 Ot 


S1 1 140 

Ji i itjf 


1701 M03 **743 227215 


Mnons6499"R*Pi9 


FS 184 

JCrO lOt 


79784S 

/ L. I Ot J 


1701M04O743 227231 

X / 7 X .lYJAJ t .^Cit«7 ' 1 


mooos6499P-ri o 


FS 184 

A_/kJ XOt 


47406 S 


1701 Ml 5 crz43 227407 


M00056499DD10 


FS 184 

JUu XOt 


739087 

/ J^>70 / 


1791 M22 ffz43 227519 


M00056493R* A 1 9 

IVXV/ UvJ UtZ. J XJ .XV X 


ES 184 


650437 


1791 N06 ez43 227264 


IVfOOO 5 649 3 P G05 

1YXV/ 1/ v/»7 V/tZ, JV/. VJ V/«7 


ES 184 


644723 


1791 N14 ez43 227392 


M00056423PH03 

ivx \J \J \J -J v/tz j v-r . xxv j 


FS 184 

XOt 


651053 


1791 N 15 ez43 227408 

ll71.1ll«/.g£itJ X.^> # ~T\/tJ 


M000S6493TVR06 


FS 184 

l—rij X Ot 


1 iftV/Z»t 


1791 N17 oz43 227440 

X / 7 X .11 X / .gttJ / TtU 


M00056493TVF1 0 

lVl\JV/V/-/VJtZ,JX7.X XV/ 


ES 184 

XJfO x ot 


288134 

LOO IJt 


1791 N24 ffz43 227552 


M00056493DH07 ! 

lYlV/v\/«/V7tZ>%7Ay..XlV / 


FS 184 

XJ/O X ot 


477718 

t / # / xo 


1791 O02 ez43 227201 


M0nnS6494A*FOS i 


FS 184 

JQO lOt 


733400 


1701 O08 ot43 227207 


M00056494AF19 

lYlUVJvJVJtZ/T,r\...r 1Z> 


FS 184 
x>o iot 


640799 


1791 O09 ez43 227313 


M000S6494R- A 11 

lVlV7V/V/»7VJtZ>t.D , ..rt.l X 


FS 184 

J_/0 X ot 


736803 


1791 013 ez43 227377 


M000S6494P-R1 0 

AYlUUU.7VJtZ»t\^.JD 1 v 


FS 184 

i-jkj XOt 


79S408 


1701 O10 pz43 227473 


M00056494PF09 

ivx v \J \jj vrtiTV/ . x v/ a 


ES 184 

l_/kJ XOt 


555350 

JJJJJ7 


1791 021 ez43 227505 

1(71. \J X • f»^t«7 /» < » f v/^y 


MO0OS6494P-FTO4 
iviv u \jj v7*ta*tv»/ .nut 


FS 184 

XJrO iot 


4374S0 

tJ /t-/v 


1791 024 ez43 227553 


M000S6494TVP08 

J.V1U \J\JJ UHZH JL/ .V^UO 


FS 184 
x>0 iot 


736639 


1701 P05 c>743 227250 

l/71.1vJ.54itJ £.4* 1 £*J\J 


M00OS6494TYP1 9 


FS 184 

S-jjlJ lOt 


674S74 
u / 1 J / 1 


1701 P06 ^743 227266 

1 / 7 1 .XT V/U .^Zit-/ / X.VJV7 


M00OS649SR-RO9 

lYlv U V/«7 V/*rZrJ XJ . JO l/Z. 


FS 184 

JDO lOt 


793063 


1701 PI 3 oz43 227378 

1/71 .XT X -7 ,g£tw X>^r / *7 / O 


Moons 649 sn -noa 


F<1 184 

JDO lot 


794990 


1701 P99 az43 997599 


Mono s 649 s n "Fro 1 

JLYIUU v J OHaJ JL/ .JTxV/ 1 


FS 184 

JDO lOt 


796768 

/ ZVJ /oo 


1701 P93 or43 997538 

1 / 7 1 .XT Z» J .gLtJ Zt^> # 7JO 


1y/TO0OS6496R-<t1 9 


FS 184 

JCfO iot 


731 1S8 

/ J 1 i-?o 


1 702 A00 0743 227605 

X / 7£../\v7,gt,tJ f U7J 


A/f 00 OS 6496P -frOS 


FS 184 

U/O iot 


4S9081 


1 709 A 1 1 ffr43 227727 

X / 7Z, ,A 1 X ,g£iiJ 1 1 £t 1 


M00056427CE06 


ES 184 


732827 


1792.A21.gz43_227887 


M00056428A:F10 


ES 184 


592186 


1792.B09.gz43_227696 


M00056428B-.B01 


ES184 


710362 


1792.Bll.gz43_227728 


M00056429D:E02 


ES 184 


480005 


1792.Cll.gz43_227729 


M00056432A:A01 


ES 184 


556115 


1792.D06.gz43_227650 


M00056432A:C08 


ES 184 


472073 


1792.D08.gz43_227682 


M00056433B:A09 


ES 184 


724400 


1792.E03.gz43_227603 
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xaj 1 > v/ 


ChitferTD 


S ftni i pnr.f*NaTYi f» 


M00056433D:A09 


ES 184 


554398 


1792E12ez43 227747 


M00056433D:D08 


ES 184 


570928 


1792 E14 ez43 227779 


M00056434CB01 


ES 184 


734287 


1792F06ez43 227652 


M00056435BE06 ' 


ES 184 


455972 


1792F20ez43 227876 


M00056435C-D04 


ES 184 


492089 


1792 F22 bz43 227908 


M00056476C-E05 


ES 184 


725238 


1792.G10.gz43 227717 


M00056476DH11 


ES 184 


647375 


1792.G16.gz43 227813 


M0Q056477A:B11 


ES 184 


736751 


1792.G17.gz43 227829 


M00056477CG09 


ES 184 


725454 


1792.H12.gz43 227750 


M00056478CH01 


ES 184 


725584 


1792 107 ez43 227671 


M00056478DG02 


ES 184 


729584 


1792 112 ez43 227751 


M00056479CE04 


ES 184 


645476 


1792 J05 ez43 227640 


M00056480BD06 


ES 184 


482461 


1792K02ez43 227593 

A / ^ Arf » A^\/ A* l»/ A*A^ ' *S ^ *J 


M00056481AF02 


ES 184 


734646 


1792K19sz43 227865 


M00056482BB11 


ES 184 


481594 


1792 L18 ez43 227850 


M000S6487RC09 


ES 184 


453713 


1792 L20 ez43 227882 


M000S6487RH0? 

±VXV/V/V/wJ UtOZ/lJ .A luZ, 


ES 184 


466795 


1792 L22 ez43 227914 










M00056483AF10 

J.YXV/ \J\J.J \J^O Jxk. X XV/ 


ES 185 


452618 


1792 M09 cz43 227707 


M00056483BE04 


ES 185 


724183 


1792 M13 ez43 227771 


M00056483B-F04 


ES 185 


724390 


\192 M14 ez43 227787 


M00056483CD06 


ES 185 


724183 


1792 M20 sz43 227883 


M00056483DF06 


ES 185 


730282 


1792 M24 ez43 227947 


M00056484BF1 1 


ES 185 

A_vL/ iOJ 


725210 


1792N12ez43 227756 


M00056484DD01 

1VXV/V7v/JV/*TO*TX»'.X-/V X 


ES 185 t 


675299 


1792N18ez43 227852 


MO0O56484DGO8 


ES 185 


650940 


1792 N21 ez43 227900 


M00056485BD11 


ES 185 


451404 


1792 004 ez43 227629 


M00056486AC12 


ES 185 


477296 


1792 016 ez43 227821 


M00056486BG02 


ES 185 


553983 

+J *J *S \J —J 


1792 P01 ez43 227582 

A # <^ A# • A V A • 1 ■/ A#A^ / v w m 


M00056486CF04 


ES 185 


717743 


1792 P05 ez43 227646 


M00056486DA12 

XtXV/V/V/ J W~ O UL/ . -Tv J. Z» 


ES 185 


725006 


1792P07ez43 227678 


M00056486DF04 


ES 185 


727948 


1792P10ez43 227726 


M00056487AC10 


ES 185 


471931 


1792.Pll.gz43 227742 


M00056487AD01 


ES 185 


462687 


1792 P12 ez43 227758 


M00056487AF05 


ES 185 


725348 


1792 P17 ez43 227838 


M00056487CE03 


ES 185 


731820 


1801 A04 ez43 227999 


M00056487CE04 


ES 185 


449291 


1801 A05 ez43 228015 


M00056488B:E04 


ES 185 


462266 


1801.B03.gz43_227984 


M00056488B:G10 


ES 185 


725434 


1801.B05.gz43_228016 


M00056488B:H04 


ES 185 


429191 


1801.B06.gz43_228032 


M00056491B:B09 


ES 185 


733006 


1801.D01.gz43_227954 


M00056491B:E02 


ES 185 


447785 


1801.D02.gz43_227970 


M00056491B:G05 


ES 185 


472485 


1801.D04.gz43_228002 


M00056491B:G08 


ES 185 


446191 


1801.D05.gz43_228018 
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M00056492B:D06 


ES 185 


446928 


1801.E04.gz43_228003 


M00056495A:A07 


ES 185 


447658 


1801.G03.gz43J227989 


M00056495A:C02 


ES 185 


460690 


1801.G05.gz43_228021 


M00056496D:B12 


ES 185 


733151 


1801.101.gz43_227959 


M00056496D:G03 


ES 185 


649202 


1801. 105 .gz43_228023 


M00056497CD05 


ES 185 


734261 


1801J01.gz43_227960 


M00056497C:E01 


ES 185 


523753 


1801J02.gz43J227976 


M00056497D:C11 


ES 185 


611604 


1801J05.gz43_228024 


M00056498D:C01 


ES 185 


514142 


1801.K01,gz43_227961 


M00056499AA04 i 


ES 185 


635951 


1801.K03.gz43__227993 


M00056499AB10 


ES 185 


447002 


1 801 .K05.gz43_228025 


M00056500AG12 


ES 185 


635951 


180LL05.gz43_228026 


M00056501BB09 


ES 185 


471232 


1801.M0Lgz43_227963 


M00056501BC07 


ES 185 


451383 


1801.M02.gz43_227979 


M00056503BG11 


ES 185 


640116 


1801.O06.gz43_228045 


M00056504BB01 


ES 185 


732598 


1801.P04.gz43_228014 


M00056504BC03 


ES 185 


736665 


180LP05.gz43J228030 


M00056567AH06 


ES 185 


727410 


1813A13.gz43_229679 


M00056568CD02 


ES 185 


454560 


1813.B14.gz43_229696 


M00056570AD09 


ES 185 


548893 


1813.C22.gz43_229825 


M00056572AA04 ! 


ES 185 


736194 


1813.E06.gz43 229571 


M00056572CE03 i 


ES 185 


458186 


1 8 13.E22.gz43_229827 


M0G056573CB09 


ES 185 


554557 


1813 .F20.gz43_229796 


M00056576AA04 


ES 185 


734043 


1813.H05.gz43 229558 


M0005fi^76AE01 1 


ES 185 


475757 


1813.H08.gz43 229606 


M00056576CG0 1 


ES 185 


513540 


1813.H22.gz43 229830 


M00056577AF10 


ES 185 


508210 


1813I06.gz43_j229575 


M00056577DF08 i 


ES 185 


733664 


1813.120.gz43_229799 


M0005 6578 AB05 


ES 185 


725759 


1813.122.gz43_229831 


M00056578DA02 


ES 185 


729281 


1813J10.gz43_229640 


M0005 658 ID* A08 


ES 185 


465446 


1813X13.gz43_229690 


M00056583C:A05 


ES 185 


511351 


1813.M13.gz43_229691 


M00056584CA06 


ES 185 


733970 


1813.N10.gz43__229644 


M00056585CC08 


ES 185 


727260 


1813.O07.gz43_229597 


M00056586BD10 


ES 185 


461062 


1813.024.gz43_229869 


M00056631DF06 

lTlvv w»/V/u*/ XJL^*X 


ES 185 


730897 


1816.A24.gz43_231007 


M00056632CE03 


ES 185 


736325 


1816JB20.gz43_230944 


M00056632C:H08 


ES 185 


726494 


1816.B22.gz43_230976 


M00056632D:E02 


ES 185 


.727944 


1816.B24.gz43_231008 


M00056633D:E05 


ES185 


726104 


1816.C19.gz43_230929 


M00056634A.C06 . 


ES 185 


736778 


1816.C21.gz43_230961 


M00056634A:G11 


ES 185 


726448 


1816.C23.gz43_230993 


M00056636C:H05 


ES 185 


482868 


1816.E19.gz43_230931 


M00056636D:F03 


ES 185 


559684 


1816.E21.gz43_230963 
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PlitotArm 
V^lUaLCllU 


Od|UCUuCl> OlIlC 


M00056637AP08 


185 


647X08 


1816 E94 0743 231011 


M00056639AE07 


FS 185 


500233 


1816G20ez43 230949 


M00056639A-F1 1 


FQ 1X5 

CO lOJ 


41Q71 1 


1816 G99 o743 930981 


M00056639 A "HI 9 
iviuu u j o o j 7A.n i z. 


PQ JX5 
CO lOJ 


91574Q 


1816G23o743 230997 


Monn5664np-pni 

IVIUUU J004Uv^.t»A/l 


FQ 185 

CO lOJ 


1 Q6770 
i yyjju i y 


1816 H91 0743 930966 
i oiu,xii i .g«**t j_z, JU7UU 


M00056641 P-OOQ 

IVIUUU J UW 1 V-r . VJV7 


FQ 1X5 

JZiO .IOJ 




1816TlQo 7 43 930935 


Mnnn56649T>pn5 

IVIUUU J004Z.L/.VA/J 


FQ 1X5 


776X1X 

# ZUO 1 o 


1X16J90ot43 230959 


Mnon56644P -ro^ 

1V1U U U J OOtt . D\J J 


FQ 1X5 

CO LOJ 


77707X 

/Z l\J 1 o 


1X16 K19 0743 930937 


mooo56645t>fo6 

IVIUUU J004J XJ . C uo 


FQ 185 
H/ij loj 


7271 OX 

/ Z / 1 I/O 
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1827 JP13.gz43_23 1998 


M00056709A:A05 


ES 186 


454087 


1827.P14.gz43_232014 


M00056709A:H11 


ES 186 


259218 


1827.P18.gz43_232078 


M00056709C:F06 


ES 186 


729428 


1828.A01.gz43_232175 


M00056709D:D05 ■ 


ES 186 


584179 


1828,A05.gz43_232239 


M00056709D:E12 


ES 186 


455297 


1828.A08.gz43_232287 


M00056710B:F05 


ES 186 


728273 


1828.A23.gz43_232527 


M00056710B:G12 


ES 186 


724006 


1828.B03.gz43_232208 


M00056710D:A02 ! 


ES 186 


475797 


1828.B09.gz43_232304 


M00056710D:C05 


ES 186 


707609 


1828.B10.gz43_232320 


M00056710D:H04 


ES 186 


727491 


1828.B14.gz43_232384 


M00056711A-A09 


ES 186 


641287 


1828.B15.gz43_232400 


M00056711BB04 


ES 186 


485020 


1828.B18.gz43_232448 


M00056711CF10 


ES 186 


736551 


1828.C01.gz43_232177 


M00056712B:B11 


ES 186 


728897 


1828.C19.gz43_232465 


M00056712B:F02 


ES 186 


734453 


1828.C23.gz43_232529 


M00056713A:B09 


ES 186 ! 


461990 


1828.D13.gz43_232370 


M00056713A:F05 


ES 186 


48619 


1828.D15.gz43_232402 


M00056713B:B05 


ES 186 


727410 


1828D17.gz43_232434 


M00056713C:A10 


ES 186 


732006 


1828.D23.gz43_232530 


M00056714A:A10 


ES 186 


734086 


1828JEll.gz43_232339 


M00056714A:B02 


ES 186 


735047 


1828.E13.gz43__232371 


M00056714A:B09 


ES 186 


728929 


1828.E15.gz43_232403 


M00056714A:E12 


ES 186 


448217 


1828.E19.gz43_232467 


M00056714A:H06 


ES 186 


728445 


1828.E22.gz43_232515 


M00056714B:B06 


ES 186 


728966 


1828.E24.gz43_232547 


M00056714B:C12 


ES 186 


724050 


1828.F01.gz43J232180 


M00056714D:A11 


ES 186 


729813 


1828.Fll.gz43_232340 


M00056714D:E08 


ES 186 


505858 


1828.F12.gz43_232356 


M00056714D:H07 


ES 186 


448217 


1828.F14.gz43_232388 


M00056715C:B07 


ES 186 


558544 


1828.G05.gz43_232245 


M00056716B:F12 


ES 186 


728182 


1828.H02.gz43_232198 


M00056716C:B06 


ES 186 


630516 


1828.H04.gz43_232230 


M00056718A:F10 


ES186 


728925 


1828.109.gz43_232311 


M00056718A:H05 


ES 186 


728528 


1828.11 Lgz43_232343 


M00056718B:C02 


ES 186 


451972 


1828.115.gz43_232407 


M00056718C:B01 


ES186 


646309 


1828.119.gz43_232471 


M00056718D:D12 


ES 186 


449585 


1828.123.gz43_232535 


M00056719B:D02 


ES 186 


727946 


1828J09.gz43_232312 


M00056719B:G04 


ES 186 


1 732770 


1828.Jll.gz43_232344 
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\sl (Ao LCI LxJ 


S finii p.ncfiWainfi 

OdJUwlxvvl^lulltw 


M00056719CB10 

1VXVUV/«JU/ IV 


ES 186 


486363 


1828 J18 ez43 232456 


M00056719CF06 


ES 186 


728303 


1828 J19 cz43 232472 


M00056720BD05 


ES 186 


730233 


1828K06cz43 232265 


mooo56721 a*co7 


ES 186 


777740 


1878 K1 3^743 232377 


M00056721BD03 

1VXUU\/.JU / a« l.XJ.XJ\JJ 


ES 186 


728002 


1828K19ez43 232473 


M00n567?lCF05 


ES 186 


732351 


1878 Ti)1 p-743 232186 


M000567? 1 PH0 1 i 

lVAVJUv J \J / III V-> .X 1U 1 


FS 186 


555763 


1 8? 8 T 03 * 743 2322 1 8 


M000567? 1 IT D01 

1VAU UUJ U / X 1 Xv • XJ U X 


FS 186 

J-jkJ X O v 


734677 


18?8T.07^743 232282 


M00056721DF12 

LrX\J\J\J J\J 1 <£• XXJ .x iz, 


ES 186 


728178 

/ -CO x / o 


1 878 LI 0 pz43 232330 


M00056722AE10 


ES 186 


598746 


1828 LI 3 ez43 232378 


M0005 6722 A F08 


ES 186 

A_jk_J X OU 


485899 


1828 L14 ffz43 232394 


M00056722BE09 

1YXUUU./U / X«Z<XJ.X-fV/.7 


ES 186 


732242 


1828 L19 ez43 232474 


mooo56722CC09 


ES 186 


730627 


1828 M01 ffz43 232187 

X OX>0 .XYXU X *Q£sTmJ fcJA iO / 


M00056722CD11 


ES 186 


727878 

/ At 1 O / O 


1828 M02 &z43 232203 


M00056723CC09 


ES 186 


462687 


1828 N02 ez43 232204 


M00056723CF01 

iViUUU.7U / ^J\^.£>vl 


FS 186 

XZiiJ X O VJ 


553794 


1828N05ffz43 232252 


Mnoft567?3C-G03 


FS 186 


734990 


1 878 N08 P743 232300 


M00056774BF1 1 


FS 186 

XwO A OU 


473640 


1 828 N20 m43 232492 


M0005 67?4R 003 


FS 186 


447150 

*T*t / X J V 


1 828 N22 <T743 232524 


N/roon567?4C-Hi i 


FS 186 

J30 IOU 


776576 


1878O05Q743 232253 


M00056775A-F0? 


FS 186 

IwO XOU 


778061 


1878 013^743 232381 


M0005 67? 5 C • A03 

1VXUUUJU f ^«JVv..nUJ 


ES 186 

IjO XOU 


727480 


1828 021 ez43 232509 


M00056775P-H06 


FS 186 

XwO lOO 


778677 


1878 P03 P743 73???? 
1 oz>o.xr uj .gitj z**jz*z>z*z* 


M00056776A-C1? 


FS 186 

XJO IOU 


73536? 


1 8?8 P07 t^743 232286 


\ionns6776A-Fns 


FS 186 


449710 


1 878 P08 0743 23730? 


Mnflft56776R'H06 

IVlUUvJO / ^uD.XXvO 


FS 186 

XwO lOU 


447634 

ft / UJt 


1828 PI 0 0743 232334 


IVxUuVJu / jLkjU.DVJ 


FS 186 


607677 

D!?Z,UZ / 


1 878 PI 7 0743 232446 


Mnnn^6776nfrn» 


FQ 186 
CO loo 


500678 


1878 P?1 0743 737510 


Mnnn^6746nTi06 


FS 186 


770706 

/ Z7Z.UU 


1 838 R03 P743 232976 


Mnnn^6746n'Foo 


FS 186 


458940 


1 838 B05 P743 233008 


Mftnn56747TV A03 


FS 186 

L/iJ 1 OU 


579356 


1838 C01 ez43 232945 


Mftftfl56750R-H03 

1VAU UUJ U / J UD tliuJ 


FS 186 


735464 


1838 F03 0:743 232979 


Mftftn56753A-Gni 


FS 186 

l—i iD X OU 


557613 


1838 G02 0743 232965 


M00056753BB09 

1VXUUVJU / JJU.UU7 


ES 186 


728936 


1838G06cz43 233029 


M00056755R-F07 


FS 186 

XJtJ X OU 


728464 


1838 105 ez43 233015 


M00056756C D06 

1YXUV/U«/U / JvV/.L/V/U 


ES 186 

Juu XOU 


736035 


1838 J03 ez43 232984 


M00056756PF10 


ES 186 

J— >o XOU 


646713 


1838 J04 ez43 233000 


M00056758C:B08 


ES 186 


730178 


1838.K05.gz43_233017 


M00056759C:C04 


ES 186 


736210 


1838.L03.gz43_232986 


M00056762B:D06 


ES 186 


481614 


1838.N05.gz43_233020 


M00056763B-.G04 


ES 186 


697527 


1838.O06.gz43_233037 


M00056764C:A02 


ES 186 


551693 


1838.P01.gz43_232958 


M00056766D:G09 


ES 186 


1 728454 


1839.A01.gz43_233327 


M00056767A:F02 


ES 186 


730858 


1839.A07.gz43_233423 
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M00056767A:F12 


ES 186 


711325 


1839 A08 ez43 233439 


M00056767B:C01 


ES 186 


727737 


1839Allffz43 233487 


M00056767BG08 


ES 186 


736686 


1839A13&z43 233519 


M00056767CA09 


ES 186 


549801 


1839A14ffz43 233535 


M00056768AC03 


ES 186 


730607 


1839A17ez43 233583 


M00056768AC10 


ES 186 


728487 


1839A18<X743 233599 


M00056768BF07 


ES 186 




1839 A71 a^43 233647 


M00056768DA09 


ES 186 


736773 


1 839 R03 (J743 233360 


M00056769CC03 


ES 186 


504513 

J \7 1 J X J 


1839B09<»743 233456 

X O-/ s .XJ\J? ,g£itJ i»J JtJ V7 


M00056770C-A07 

1V1VJ VJY/J v / / vV/>nv / 


FS 186 


641968 

V7t lyuO 


1830R15ay43 733557 

10j7.DlJ.gitJ iJJjJi 


M00056771AF03 


ES 186 


732345 


1839B23pz43 233680 

10J7,JJiJ,gitJ iJJUOu 


M0G056771B'F03 

\tX\J\J\J~J\J / / 1U.X V/J 


FS 186 


55743? 


1 83Q rOfi 0743 73340Q 


M00056771CG06 


ES 186 

JuJ X OVJ 


640382 


1839 CI 3^743 233521 

10J7.\vlJ.gitJ iJ JJii 


M00056771DD10 


ES 186 


726229 


1839C18P743 233601 

lUJ7.V/10,gZitJ iJ >J V7\/ X 


M00056772AC08 


ES 186 


691229 

VJ7 


1839C22ez43 233665 

X OJ 7,\jlii,gitJ iJJ UvJ 


M00056772AD03 


ES 186 


726699 


1839C23ez43 233681 

lUJ7.viJ.gitJ iJJUOl 


M00056773AA04 


ES 186 


735071 

/ J JVS 1 X 


1 839 Dl 8 P743 233602 

X OJ7.1/ lO.gitJ iJJUUi 


M00056773AC04 


ES 186 


735872 


1839D21ez43 233650 

X OJ7,l/il.gitJ_iJJV;JU 


M00056773AG10 


ES 186 


727366 


1839 D22 ez43 233666 


M00056773BG12 


ES 186 


711797 


1839 E03 £z43 233363 

lUJ7.1^Vj.gitJ ^» J J J VJJ 


M00056773CC09 


ES 186 


510596 

J 1V/J7U 


1839 E05 ez43 233395 

X O J 7 .iJvJ.fiitJ iJJJ7J 


M00056773CF12 


ES 186 


135593 

X J J J 7 J 


1839 F08 ^743 233443 

10J7 .LivO.gitJ iJ JttJ 


M00056774BG06 


ES 186 


726825 

/ i VJOi J 


1839E19az43 233619 

X OJ7.Jjl7.gitJ_iJJU17 


M00056774CG03 

xVlVJVJVJ Jv / /Tv.VJUJ 


ES 186 


728350 


1839 F77 P743 233667 

X O J7.XJii.git J iJJvU / 


M00056774DB02 

XVlUV/vJ V / / tX^ . ±J V/i 


ES 186 

X-AJ X OU 


631038 


1 839 F24 ff 7 43 233699 

1QJ7 .lwit.gitJ iJJU77 


M00056774DF06 


ES 1 86 

JLvkJ XOVJ 


734724 

/ JT / it 


1839F04ay43 233380 

10J7.1 V/t .git J iJJJOU 


M00056775AA05 

1VXU VJVJ JVJ / / JA.AUJ 


FS 186 

IwO lOv 


727436 


1839 F05 ay43 933396 

1 OJ7.X VJJ .git J Z*JJJZ7\J 


M00056775BH07 

1V1VJ\J\/J\J / / JJJ.11U / 


ES 186 


477053 


1839F17az43 233508 

10J7.1 1 i.git J iJJJUO 


Mn0056776AG04 

IVXVJVJVJjVJ / / VJ/A..VJ VJ" 


pC ISA 

i-vO X OVJ 


778464 

/iOtVJt 


1 839 GOfi ay43 93341 3 

A O J7.VJVJVJ.git J iJJtlJ 


M00056776DB02 

ivivvjvjjvj # / uxy.xjvji 


ES 186 ! 

J—fO X OU 


523868 


1 839 Gl 8 j*743 933605 

X OJ7.VJ lO.gitJ iJJUuJ 


M0005 6776D H03 


ES 186 


642079 

VJtiVJ / 7 


1 839 G22 0743 233669 

X OJ7.Uii.gitJ iJJUU7 


M00056777AA03 


ES 186 


730029 


1839G23ez43 233685 

X O J7>VJiJ.gitJ ^mSmS\J%JmJ 


M00056777DD04 


ES 186 


730484 


1839H14*>z43 233542 

10J7.lllt.gitJ i**sJJ*T^ 


M00056778PG08 


ES 186 


609459 


1 839 H74 P743 233702 

X O J 7.1 lit. git J £tJJi\J£t 


M00056780BE06 


ES 186 


724183 


1 839 J04 pz43 233384 

1UJ7.J vt.gitJ iJ J J Ot 


M00056780RH04 

l vxvj v/v/ j \j t o vjxj .x ivt 


ES 186 


493193 

t7 J X 7 J 


1 839 T09 P743 233464 

XO J7.Jv7.gitJ iJJtVJt 


M00056780CH12 


ES 186 


647991 


1839J14bz43 233544 

1UJ7J It.gitJ iJ J J ' 1 T 


M00056780D:G05 


ES 186 


727216 


1839.J19.gz43_233624 


M00056780D:H10 


ES 186 


724722 


1839J22.gz43_233672 


M00056781A:C05 


ES186 


513156 


1839J23.gz43_233688 


M00056781AD02 


ES 186 


482788 


1839J24.gz43_233704 


M00056781A:E06 


ES 186 


730505 


1839.K02.gz43_233353 


M00056781B:C03 


ES 186 


733744 


1839.K07.gz43_233433 


M00056781B:C05 


ES 186 


639178 


1839.K08.gz43_233449 
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M00056781B:E01 


ES 186 


728133 


1839.K09.gz43_233465 


M00056781B:F05 


ES 186 


727005 


1839.K10.gz43_233481 


M00056782B:G05 


ES 186 


449010 


1839.L06.gz43_233418 


M00056782B:H11 


ES 186 


643522 


1 83 9.L07.gz43_233434 


M00056782DF02 


ES 186 


483549 


1839.L13.gz43 233530 


M00056782DF08 


ES 186 


490393 


1839L14ez43 233546 


M00056782DF10 


ES 186 


726261 


1839 L15 ez43 233562 










M00056783AC08 


ES 187 


577305 


1839.L18.gz43 233610 


M00056783BB01 


ES 187 


47461 


1839L19ez43 233626 


M00056783CD01 f 


ES 187 


591449 


1839.M01.gz43 233339 


M000S67$ttCE03 

lYXV/X/VF J v / UJV.J-'VJ 


ES 187 

J~ikJ xt> / 


730352 


1839M04ez43 233387 


M00056783DA02 


ES 187 


460023 


1839 M06 sz43 233419 


M00056783DB07 


ES 187 


556458 


1839M07ez43 233435 


M00056784BA01 


ES 187 


733891 


1839 M15 ez43 233563 


M00056784BC02 


ES 187 


730296 


1839M16ez43 233579 


M00056784RD06 


ES 187 


733 149 


1839 M17 ez43 233595 


M00056784CC06 


ES 187 


725784 


1839.M22.gz43 233675 


M00056784DC06 


ES 187 


675768 


1839.N01.gz43 233340 


M00056784DG10 


ES 187 


726344 


1839.N03.gz43 233372 


M00056785AC12 


ES 187 


646688 


1839 N05 ez43 233404 


M00056785A-G06 


ES 187 


228118 


1839.N07.gz43 233436 


M00056785B-B07 


ES 187 


730845 


1 83 9.N 1 2.gz43_23 3 5 1 6 


M00056785CB09 


ES 187 


643968 


1839N14gz43 233548 


M00056785DC09 


ES 187 


550780 


1839.N19.gz43 233628 


M00056785DG07 


ES 187 


730592 


1839.N24.gz43 233708 


M00056786DA03 


ES 187 


730022 


1839.015.gz43 233565 


M00056787BC07 


ES 187 


577305 


1839.P01.gz43 233342 


M00056787CB04 


ES 187 


724383 


1839P08ez43 233454 


M00056787CG01 


ES 187 


726384 


1839.P12.gz43 233518 


M00056788AD06 


ES 187 


606076 


1839.P21.gz43 233662 


M00056871CD05 


ES 187 


735801 


1852.A13.gz43 235742 


M00056873AH06 


ES 187 


735412 


1852.B17.gz43 235807 


M0005 6873B • C09 


ES 187 


726408 


1852.B19.gz43 235839 


M00056874CD05 


ES 187 


730059 


1852.C19.gz43 235840 


M00056875DC04 


ES 187 


729981 


1852.D16.gz43 235793 


M00056875DE09 


ES 187 


727602 


1852.D18.gz43 235825 


M00056875D:H12 


ES 187 


733040 


1852.D21.gz43_235873 


M00056876A:C08 


ES 187 


724187 


1852.D23.gz43_235905 


M00056876A:E02 


ES 187 


730152 


1852.D24.gz43_235921 


M00056876C:B02 . 


ES 187 


481641 


1852.E14.gz43j235762 


M00056876C:G10 


ES 187 


| 732837 


1852.E16.gz43_235794 


M00056877B:H09 


ES 187 


488349 


1852.F14.gz43_235763 


M00056877C:D11 


ES 187 


727975 


1852.F15.gz43_235779 
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M00056877C:G12 


ES 187 


655327 


1852 F19 ez43 235843 


M00056877C:H03 


ES 187 


730441 


1852F20ez43 235859 


M00056879A:D12 


ES 187 


732752 


1852 G13 cz43 235748 


M00056879BH11 


ES 187 


730336 


1852 G24 ez43 235924 


M00056879DD01 1 


ES 187 


472704 


1852 H13 cz43 235749 


M00056881A'A10 

•LTJL W w*^ W V v XX l ( i il V 


ES 187 


649299 


1852 113 cz43 235750 


M00056881AC02 


ES 187 


735096 

9 *mJ w \J 


1852 114 sz43 235766 


M00056881A:H02 


ES 187 


639950 


1852.I16.gz43 235798 


M00056881B:G04 


ES 187 


730301 


1852.I22.gz43 235894 


M00056882B:E12 


ES 187 


594434 


1852 J14 ez43 235767 


M00056882D A06 


ES 187 


471931 


1852J22cz43 235895 


M00056883DA07 


ES 187 


732712 


1852 K15 sz43 235784 


M00056883DF07 


ES 187 


732872 


1852 K21 ez43 235880 


M00056884CH08 


ES 187 


550673 


1852L14ez43 235769 


M00056884C-H1 1 


ES 187 


472307 


1852L15ez43 235785 


M00056884DC07 


ES 187 


724517 


1852L16ez43 235801 


M00056884DD06 


ES 187 


561396 


1852 L18 ez43 235833 


M00056885AD12 


ES 187 


730106 


1852L23cz43 235913 

X V*J mm ,±Jmmif .giiTJ Amim* mf m* X *7 


M00056885DD01 


ES 187 


644843 


1852 M17 2z43 235818 


M00056886AA09 


ES 187 

A^L7 AO/ 


732872 


1852M19ez43 235850 


M00056886AC1 1 


ES 187 


735326 


1852 M21 ez43 235882 

X OJA.1TX6 X ,gLTJ J-^OO^. 


M0G056886BB10 


ES 187 

XjO io * 


650944 


1852N13cz43 235755 


M00056886BC05 


ES 187 


735672 


1852N14ez43 235771 


M00056886B H02 


ES 187 


724223 


1852N17ez43 235819 


M00056886C-D02 


ES 187 

j-nJ XO / 


473512 


1852N19ffz43 235851 


M00056886CD11 


ES 187 


451184 


1852N20ez43 235867 


M00056887AE01 


ES 187 


729087 


1852N23ez43 235915 


M00056887DH01 


ES 187 


730195 


1852 017 cz43 235820 


M00056888A-H04 


ES 187 


649030 


1852 024 sz43 235932 

X U*/^>.X/^>~tf|I tT-J m*mJ»S^~J£m- 


M00056890AD05 - 


ES 187 


450963 


1861 A06 ez43 236014 

X wV/ X iXXVVtftt»~«' s^~J V/V X I 


M00056891AG11 


ES 187 


732315 


1861xA24ez43 236302 


M00056891CH08 


ES 187 


730393 


1861 B08 ez43 236047 


M00056892B* COQ 


ES 187 


479572 


1861 B18 ez43 236207 

lUvliUlU.Cu £m+J\Jmm\J t 


M00056893BG12 


ES 187 


724773 


1861 C16 ez43 236176 




FS 187 


728640 


1861 C17 ez43 236192 


M00056895BF19 

xYXVSVsU«Jls07«/U.X 1 £m 


ES 187 

JL^L? XO / 


727596 


1861 E03 sz43 235970 
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734726 


1899.G22.gz43 242921 


M00057179CB05 


ES 190 


449548 


1899.H05.gz43 242650 


M00057179CG10 


ES 190 


482512 


1899.H08.gz43 242698 


M00057179DB09 


ES 190 


494423 


1899H09ez43 242714 


M00057180AH11 

ITlWv*/ # X WXV.XXX X 


ES 190 


530883 


1899.H15.gz43 242810 


M00057180BC06 


ES 190 


718314 


1899H18.gz43_242858 


M00057180BD01 


ES 190 


475872 


1899.H19.gz43 242874 


M00057180BF05 


ES 190 


736280 

1 JVi>UV 


1899.H21.gz43 242906 


M00057180BG06 


ES 190 


674526 


1899.H23.gz43 242938 


M00057 1 80B-H05 


ES 190 


550588 


1899H24 ez43 242954 


M00057180CF09 


ES 190 


736309 


1899 106 ez43 242667 










M0005 7 1 BOD CIO 


ES 191 


735789 


1899 109 cz43 242715 


M00057 1 80DG06 


ES 191 


488447 


1899111 ez43 242747 


M00057181CD10 


ES 191 


554221 


1899 J01 ez43 242588 


M00057 1 X 1 C G07 

IVXV/V/V/J / X O IV/.VJU 1 


ES 191 

LU 171 


560183 


1899 J03 ez43 242620 

J. , J \J mS .gttTJ *>TXVJ*V 


M00057181DC09 


ES 191 


735801 


1899J07ez43 242684 


M00057181DH07 


ES 191 


452243 


1899Jll.gz43_242748 


M00057182AJI07 


ES 191 


737116 


1899J18.gz43_242860 


M00057182B:D09 


ES 191 


736773 


1899J22.gz43_242924 


M00057182C:C03 


ES 191 


642936 


1899.K04.gz43_242637 


M00057182C:C11 


ES191 


373615 


1899.K06.gz43_242669 


M00057182D:A08 


ES 191 


477098 


1899.K07.gz43_242685 


M00057182D:B11 


ES 191 


736595 


1899.K09.gz43_242717 
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MOOO57186A:B03 


ES 191 


732244 


1899.K14.gz43_242797 


M00057186A:E12 


ES 191 


560568 


1899.K17.gz43_242845 


M00057186B:E07 


ES191 


636748 


1899.K22.gz43J242925 


M00057189A:A08 


ES 191 


735871 


1899.L05.gz43_242654 


M00057189C:G11 


ES 191 


736354 


1899.L20.gz43_242894 


M00057189D:B08 


ES 191 


733623 


1899.L22.gz43_242926 


M00057189D:G08 


ES 191 


554683 


1899.M02.gz43_242607 


M00057191AH09 


ES 191 


734031 


1899.M07.gz43_242687 


M00057191B:C06 


ES 191 


735514 


1899.M09.gz43_242719 


M00057191C:D02 


ES 191 


727523 


1899.M14.gz43_242799 


M00057191D:B08 


ES 191 


463402 


1899.M17.gz43__242847 


M00057191D:G10 


ES 191 


734928 


1899.M22.gz43_242927 


M00057192A:B04 


ES 191 


730805 


1899.M23.gz43_242943 


M00057192AD05 


ES 191 


724061 


1899.M24.gz43_242959 


M00057192AD12 


ES 191 


735426 


1899.N01.gz43_242592 


M00057192A:F01 


ES 191 


474346 


1899.N02.gz43_242608 


M00057192A:H05 


ES 191 


730106 


1899.N04.gz43_242640 


M00057192B:D10 


ES 191 


419711 


1899.N07.gz43_242688 


M00057192C:B11 


ES 191 


730899 


1899.N10.gz43_242736 


M00057192D:C10 


ES 191 


734724 


1899.N13.gz43_242784 


M00057192D:G02 


ES 191 


726786 


1899.N16.gz43_242832 


M00057192D:G04 


ES 191 


736402 


1899.N17.gz43__242848 


M00057193B:C11 


ES 191 


156329 


1899.N21.gz43_242912 


M00057193C:F11 


ES 191 


640635 


1899.O06.gz43_242673 


M00057193D:F06 


ES 191 


630516 


1899.O09.gz43__242721 


M00057194A:B07 


ES 191 


734061 


1899.01i.gz43_242753 


M00057194AC06 


ES 191 


736049 


1899.0 13. gz43_242785 


M00057194AF01 


ES 191 


725089 


1899.016.gz43_242833 


M00057194A:H01 


ES 191 


724061 


1899.018.gz43_242865 


M00057194B:E05 


ES 191 


721768 


1 899.02 l.gz43_2429 13 


M00057194B.H08 


ES 191 


728061 


1899.024.gz43_242961 


M00057194CA03 


ES 191 


454812 


1899.P0Lgz43_242594 


M00057194C:F02 


ES 191 


736861 


1899.P05.gz43_242658 


M00057194C:F10 


ES 191 


390968 


1899.P07.gz43_242690 


M00057194D:C12 


ES 191 


552055 


1899.P10.gz43_242738 


M00057196A:E03 


ES 191 


729173 


1899.P15.gz43_242818 


M00057196B:H10 


ES 191 


516729 


1899.P17.gz43_242850 


M00057197D:H10 


ES 191 


735797 


1900.A14.gz43_243171 


M00057198B:C02 


ES191 


161489 


1900.A20.gz43_243267 


M00057199B:B06 


ES191 


516729 


1900.B08.gz43_243076 


M00057199C:H08 


ES191 


483061 


1900.B12.gz43_243140 


M00057200B:D04 


ES 191 


532904 


1900.B22.gz43_243300 


M00057200D:E03 


ES191 


730308 


1900.C04.gz43_243O13 


M00057201A:H03 


ES 191 


725905 


1900.C12.gz43_243141 



796 



WO 02/14500 PCT/US01/25840 



Table 13 



CloneK) 


ESNo 


ClusterlD 


S equenccName 


M00057201BJH10 


ES 191 


494423 


1900.C20.gz43_243269 


M00057202A:D05 


ES 191 


446752 


1900.D06.gz43_243046 


M00057203B:F08 


ES 191 


552457 


1900.E02.gz43_242983 


M00057203C:A09 


ES 191 


734993 


1900.E04.gz43J243015 


M00057203D:A09 


ES 191 


689424 


1900.E08.gz43_243079 


M00057204A:F11 


ES 191 


736276 


1900.E15.gz43_243191 


M00057204C:G06 


ES 191 


561626 


1900.E24.gz43j243335 


M00057205D:G06 


ES 191 


734226 


1900.F20.gz43_243272 


M00057206A:C06 


ES 191 


640350 


1900.G0 1 .gz43_242969 


M00057207A:A07 


ES 191 


736500 


1900.G20.gz43J243273 


M00057207B:F06 


ES 191 


562320 


1900.H04.gz43_243018 


M00057208B:H08 


ES 191 


731531 


1900.108.gz43_243083 


M00057208C:E12 


ES 191 


732771 


1900!14.gz43_243179 


M00057210A:C12 


ES 191 


726449 


1900.K01.gz43_242973 


M00057210C:D09 


ES 191 


736778 


1900.K08.gz43_243085 


M00057210C-G07 


ES 191 


730109 


1900.K12.gz43_243 149 


M00057211A-D01 


ES 191 


733272 


1900K20cz43 243277 


M00057211B:A08 


ES 191 


648379 


1900K22ez43 243309 


M00057211B:C09 


ES 191 


653616 


1900.K24.gz43 243341 


M00057211B:G01 


ES 191 


559754 


1900.L04.gz43 243022 


M00057211C:C06 


ES 191 


736738 


1900.L06.gz43_243054 


M00057211CF05 


ES 191 


451176 


1900.L09.gz43 243102 


M00057212B:D05 


ES 191 1 


450284 


1900.L23.gz43_243326 


M00057213CD06 


ES 191 


648757 


1900.M12.gz43_243151 


M00057214AB05 


ES 191 


736497 


1900.M19.gz43_243263 


M00057214BB12 


ES 191 


649490 


1900.M22.gz43 243311 


M00057216CD12 


ES 191 


194769 


1900.N22.gz43_2433 12 


M00057216D:D05 


ES 191 


556656 


1900.O04.gz43_243 025 


M00057216D:E12 


ES 191 


642985 


1900.O06.gz43J243057 


M00057216D:F10 


ES 191 


639395 


1900.O07.gz43_243073 


M00057217A:A12 


ES 191 


724638 


1900.O10.gz43JZ43121 


M00057217B:F12 


ES 191 


449078 


1900.O19.gz43_243265 


M00057217D:A06 


ES 191 


712120 


1900.P10.gz43_243122 


M00057218C:F10 


ES 191 


454129 


1909.A04.gz43_243395 


M00057219A:D05 


ES 191 


726251 


1909.A09.gz43J243475 


M00057219A:D07 


ES 191 


733151 


1909.A10.gz43_243491 


M00057219A:E11 


ES 191 


733309 


1909.A12.gz43J243523 


M00057219A:H11 


ES 191 


736988 


1909.A13.gz43_243539 


M00057219B:B10 


ES 191 


591979 


1909.A14.gz43_243555 


M00057219B:C06 


ES 191 


! 474869 


1909.A15.gz43J243571 


M00057219D:C02 


ES 191 


737010 


1909A23.gz43_243699 


M00057219D:G11 


ES 191 


380310 


1909.B03.gz43J243380 


M00057219D:H04 


ES 191 


733868 


1909.B04.gz43^243396 


M00057220A:C06 


ES 191 


472811 


1909.B08.gz43__243460 
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CInsterTD 

vlUO Lwl 117 


S eni i encfiNTairifi 

tJ^^jU VIIVA^l i<UUv 


MO0O5722OA:D09 


ES 191 


642631 

vj rx*v/«y x 


1909B09ez43 243476 


M00057220BA06 


ES 191 


613067 


1909 B13 ez43 243540 


M00057220B-G01 


ES 191 


476866 


1909B17ez43 243604 


M00057220B-G10 


ES 191 


735622 


1909B18ez43 243620 


M00057220CA08 


ES 191 


556852 


1909B20cz43 243652 


M00057220CF08 


ES 191 


735514 


1909 B23 ez43 243700 


M00057220DE06 


ES 191 

X-rtJ X 7 X 


465697 


1909C03ez43 243381 


M00057220D-F02 


ES 191 


735510 


1909 C04 ez43 243397 


M00057220DF06 


ES 191 


736076 


1909 C05 ez43 243413 


M0005722LAE10 


ES 191 


453587 


1909 C10 ez43 243493 


M00057221BB01 


ES 191 


631111 


1909 C12 cz43 243525 


M00057221BE11 


ES 191 


735306 


1909 C15 ez43 243573 


M00057221CE07 


ES 191 


553850 


1909C22ez43 243685 


M00057221CF02 


ES 191 


418682 


1909 C23 ez43 243701 


M00057222B-A06 


ES 191 


398061 


1909 D05 ez43 243414 


M00057222DC10 


ES 191 


735514 


1909Dllez43 243510 


M00057223AF06 


ES 191 


732899 


1909D17sz43 243606 


M00057223BA07 


ES 191 


734609 


1909 D21 ez43 243670 


M00057223BB04 


ES 191 


736894 


1909.D22.gz43 243686 


M00057223BG01 


ES 191 

l—IVJ 171 


726892 


1909 E03 ez43 243383 


M00057223C-A01 ! 


ES 191 


549578 


1909 E05 ez43 243415 


M00057223CB01 


ES 191 

Xj\D 171 


727255 


1909 E06 ez43 243431 


M00057223DH03 


ES 191 

X-fkJ 171 


736738 


1909 E13 ez43 243543 


M000^7?y4AD07 


FS 191 

XyM 171 


454355 


1909 E16 ez43 243591 

1 7 V/7 >JLi 1 U tg£iT J 4rf 1 




FS 191 


727558 


1909 E24 ez43 243719 




F^l 191 

l—iij 171 


475562 


1909 F02 ez43 243368 




F^ 191 

JUu 171 


550121 


1909F10ez43 243496 


M00057? 7 S A F03 


FS 191 

Xvk7 17 1 


602673 


1909 Fll ez43 243512 


M00057295CF09 


ES 191 


734562 


1909 F23 ez43 243704 


M00057995C-H07 


ES 191 

J-/V7 X 7 X 


734828 


1909G01ez43 243353 


M00057995DF01 


FS 191 

XjO 171 


734690 


1909 G05 ez43 243417 


M00057226A-B04 


ES 191 

XjtO 171 


646552 


1909 G13 ez43 243545 


M00057996AF09 


ES 191 


374125 


1909G16ez43 243593 


M00057226C-A09 


ES 191 

XwkJ 171 


734915 


1909 G23 cz43 243705 


M00057996r*F05 


ES 191 


427113 


1909 H01 ez43 243354 


M00057226CF05 


ES 191 


175524 


1909H02ez43 243370 


MO0O57226CF12 


ES 191 


642940 


1909JH04fiz43 243402 


M00057226C:H10 


ES 191 


648140 


1909JH08.gz43_243466 


M00057226D:B03 


ES 191 


735050 


1909H10.gz43_243498 


M00057226D:C10 


ES191 


735172 


1909JIll.gz43_243514 


M00057227B:A05 


ES191 


732159 


i 1909J£20.gz43_243658 


M00057227B:D12 


ES 191 


560399 


1909.H23.gz43_243706 


M00057227B:H04 


ES191 


607202 


1909.H24.gz43_243722 


M00057229A:B03 


ES 191 


632499 


1909.106.gz43_243435 
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ESNo 


ClusterlD 

vl Vlo Ivl 1 1/ 
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k7 wCJ UVlXwwX i CUXlw 


M00057229B:F11 


ES 191 


647815 


1909111 az43 243515 


M00057229B:G11 ' 


ES 191 


650599 


1909 112 ez43 243531 


M00057230BB07 


ES 191 


616985 


1909 121 sz43 243675 


M00057230BF10 


ES 191 


641510 


1909 124 &z43 243723 


M00057230CC05 


ES 191 


723959 


1909 J03 2z43 243388 


M00057230CG12 


ES 191 


598087 

*/7vJVO / 


1909J09ffz43 243484 


M00057230DC05 


ES 191 


456224 


1909 J12 £z43 243532 


M0005723 1 A-D04 


ES 191 


733149 


1909 J17 ez43 243612 


M0005773 1 A-G04 


FS 191 

Xjl7 171 


40^546 


1 909 T22 j>743 243692 


M00057231BA01 


ES 191 

XjO 171 


561877 

JVl Oil 


1909 K01 0743 243357 


lVT0n057231 CB04 

1Y1V/UV/-J /Z(J1v/.1;ut 


ES 191 


735749 

/ »J*/ / ^7 


1909K02ffz43 243373 


M00057231PF06 


ES 191 

.1— ivJ 17 1 


737010 

iJfv IV/ 


1909K06ffz43 243437 

17V7.J\VU,gLTJ__ti^J^J 1 


Monns7?n cfi i 

L\L\J\J\JJ 1 £*D 1 w.l 1 £-> 


FS 191 

J-rO 171 


398061 

J 70V/U 1 


1 909 K09 <^43 243485 


M0005723 1 PG04 


FS 191 

M-JiJ 171 


735140 

/ J-J l^w 


1909K10jt743 243501 


M00057731DA04 


FS 191 

JLslj 171 


639565 

V/«/7»/v7«/ 


1909 K1 4^743 243565 


M00057231D-A05 


ES 191 

MJnD 171 


732736 


1909 K15 ez43 243581 


M00057231DF10 

IVXV/UVmT^ / «J J. X7.1 XV/ 


ES 191 


486051 


1909K22ez43 243693 


M00057232BG02 

iYlvvvJ 1 X»«->iCXJ» .VJ VJ A* 


ES 191 


728121 


1909L06sz43 243438 

1/v/iJJVVigLTJ A*r««»T^»JVJ 


M00057232DB03 


ES 191 


555336 
+j *j *j *j <j 


1909L12ez43 243534 


M00057232D-B05 


ES 191 

J— 'O 17 1 


735131 


1909 L13 sz43 243550 


M00057733AC04 


ES 191 

lwkJ 171 


724417 


1909 L15 ez43 243582 

1 7 V/7 . 1W 1 »/ .fj/i i J ^TJJUZt 


M00057233RG04 


ES 191 

X-riJ 171 


454563 

^»^~«/v/«/ 


1909M01ez43 243359 


M00057233DG12 


ES 191 

X-/L7 17 1 


463513 


1909M09sz43 243487 


M00057234RF06 

IVlV/v/V/./ / Z/JTJU.l V/VJ 


ES 191 

lwk7 171 


727532 


1909 M18 ez43 243631 

X 7V/7 .ATX X *J ' iTJVfJ 1 




ES 191 

JL>k7 171 


664711 

U v"T /ll 


1909 M23 2z43 243711 

1 7 V7 <1VXA J •gc<^«' JLTT*J /XX 


Mono^7234iyAi7 


FS 191 

171 


733874 


1909 N03 trz43 243392 

17V/7illvJ.g^TJ ATJJ7&I 


M00057234T>r09 


ES 191 

Iwu 171 


726760 

/ w / v/v/ 


1909N04ez43 243408 


M00057234DF04 


ES 191 

JL>lj 171 


601051 

VJV/lV/»7 1 


1909N05ez43 243424 

17u7.ll v/J ,tjyf~-J 


M00057235RA07 


ES 191 

171 


731467 

/ «/ x ~VJ / 


1909N14ez43 243568 

17V/7.1 1 1 i .tii~J it. • «y v/L/ 


M00ft57735C-r08 


FS 191 

JJfkJ 171 


734151 

# -7" 1*7 1 


1909N21ffz43 243680 

1 7V/7 tll*i 1 ,J\frTJ t< i»/\/U v/ 


M00057735CF03 


FS 191 

J-/k? 171 


734553 


1 909 N22 ffz43 243696 

1 7v7il'l^»ti.n / " J ^TJv7v 


mooo5723sty AO^ 


FS 191 

171 


733160 

/ lUU 


1909 001 $7743 243361 

X 7V77 .V-/V7 1 .J^XVT J ^r*7*7«7V71 


Mooo57735r>ro3 


FS 191 

J— 171 


417822 


1909O03ffz43 243393 

17U7.V/vJ.g£iTj 6TJJ7J 


M00057736 A -FOB 


FS 191 

J-rO 171 


450340 


1909O10ffz43 243505 

lyvT'iV/l Vig£iT*/ >J V/«7 


Moon57?36'R-ni i 


FS 191 

JL/l7 171 


725170 


1909 013 ff743 243553 

17v7.V/l J.^tJ Z.tJJJJ 


Moons7? 3 fir -ro7 

lYlVJUv-J / /.JUV/.V/U / 


FS 191 

1wl3 171 


453132 


1909O19ez43 243649 

17v7.V/ly .ft" iJ 4*tJVTT7 


M00057736D-FT09 

lYlV/v/V/*/ / Z»»/v7.l7.XlV/7 


ES 191 

J— <i-7 171 . 


625810 


1909 P01 ez43 243362 


M00057237B:D10 


ES 191 


735817 


1909.P10.gz43_243506 


M00057237D.C11 


ES 191 


724781 


1909.P19.gz43_243650 


M00057237D:D09 


ES 191 


473578 


1909.P22.gz43_243698 


M00057238A:D07 


ES 191 


641680 


1910A03.gz43_243763 


M00057238B:F05 


ES 191 


551437 


1910A09.gz43_243859 


M00057239B:F05 


ES 191 


647704 


1910.B07.gz43_243828 


M00057239C:E05 


ES 191 


734466 


1910.B10.gz43_243876 
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FC Nr» 
HO INO 


PliicfprTn 
isiu&iJcrjjL/ 


Cf a m , if , Tir > f»MciTvif i 
O UCtlUOi> cUUw 


Mooo5793or-G07 

lviuuuo / z.Dy\s.vj\J i 




7901 9S 


1010R13&743 943094 


iwooo57930Tvno i 

1Y1UUUO / £»DZfkJ \XJ\f 1 


F^ 101 
no 171 




1010R16&743 943079 

171v.01v.gii*t0 Z.*t«?7 /Z- 


M00057940 A F03 
iviuuuo /A*Tv/i.rwJ 


F^ 101 
no 171 




1010P01 ay43 943733 


IVIUUUO /^TuD.vvl 


F^ 101 

HO 171 


/ JV/wtO 


1Q10C06&743 943813 










M00049351 a*fto3 

lVj.UUv*rx, J J Jl.r\..l4.UO 


F<i 109 

HO 17Z 


4 t77UUv 


1093 A09 *T743 959631 


M00049 3 5 i c *nn i 

1V1UU utZJ J 1 L.VJw 1 


F^ 107 

HO 17Z 


40R777 


1093 AOS o743 9S9670 


Mooo4935ir-Gi i 

iYlUUUHZOO 1 V^.VJ 1 1 


F^ 109 i 

HO 


4^9004 


1093 A06 ^743 9S960S 


M0004935 i n-r>09 

1V1UUUHZ O O 1 jL/.JL/UZ 


FC 109 

HO 17Z 


406446 


1 093 A00 <rr43 959743 


ivfoooA9 3 5 i n • for 

iviuu uhzoo iu.ruo 


F^ 109 

HO l7i 


4S1490 


1093 A10O743 959750 


Tvrooo577AOP' a ha 

iVluUuo /ZHUO.iVuO 


FC 107 
Ho 1VZ 




1010 f13 <f7A3 9A3095 


iv/i*ooo577A i r-roa 

IVIUUUO /ZH 1JD.HH/H 


FC 1Q7 

Ho 17Z 




1010 D0 1 <rz43 943734 

1 7 1 V/. JL/ V 1 .gZ*T J__Z*tO / Of 


\/fnofK77A i tvpoa 

iviuUuo /ZHiU.l^UH 


FC 109 

HO 17Z 


734996 


1010 riOR &t43 943R46 

l7lU.UUO.gZHO ZHJoHO 


tv/tooo*77aitvgoi 

iViUULO / Zh 1 JLI .vJU 1 


FC 107 

-CO 17Z 


73304^ 


1 0 1 0 D 1 4 &7A3 943049 

171U.1/ IH.gZHO Z.H07HZ 


iv/rooo^77A7 A *ui i 

MuUUo / ZhZ/Y. Jell 1 


HO 17Z 




1010ni0cr743 944099 

1 7 1 V/.JL/ 1 7 .gZHO__ZHHUZZ 


IV /f 000<J77A7 15 • 1707 
JVlUuuo /ZHZD.ru/ 


T3C 109 

no iyz 


73^477 


1010 FI91 o-z43 9440S4 

1 7 1 W.lyZ i .gZHO_ZHHUOH 


iv/roon577A7f 1 'fii 7 

IvlUUuo /ZhZCvJIZ 


FC 107 

JZ/O 17Z 


61 1604 
Oil ou** 


1010 F01 W743 943735 
i7iu.nu1.gzHO atj / 00 


"M"000 ^ 77 A7 n • r* 07 


FC 109 

HO 17Z 


6S0067 


1010F06o-743 943R15 

l7lU.CUU.gZHO ZHOO IO 


\aooo577 A7TVT7 1 o 
IViUUUo /ZHZU.r 1U 


FC 1Q7 
CO 17Z 




1010 F00 &t43 943R63 

l7lU.HU7.gZHO ZHOOOO 


ivrooo577A3 a -i-to3 

JVIUUUO /Z*f OA.rlUO 


FQ 107 

Co 17Z 


4S7R46 


1010F15o743 943050 

171U.H10.gZH0 trrOyjy 


aa oo n ^ 77 at, c* • nn i 


PC 107 
Ho l^Z 




1010F09a743 943759 

1 7lU.FUZ.gZHO ZHO / OZ 


ivyfo 00577 A3 r^wi i 
iviuuuo / ZHoi^.tii i 


FC 109 
HO l7Z 


734RR4 


10lOF06<r743 943R16 

17 lU..TUU.gZHO__ZHOO 1U 


ivrooo577AAr , -no8 


FC 109 


4R1973 


1 0 1 0 F99 <T743 944079 


iv>r 000577 aap •vn& 

IVIUUUO /ZHHA^.HUO 


FC 109 
Ho 17Z 


4SSR91 


1010 F94 ay43 9441 04 

171U.1 ZH .gZH J ATT 1 v*t 


A/ffi00577A5 A •170'* 


FC 107 

Ho iyz 


SSS641 


1010 H07 <T743 943 R3 3 

171U.VJU/ .gZHO Z.'tJODJ 


A/T000577 A5P- A OR 
JVluUUo /ZH0JD.A.U0 


FC 1Q7 
Ho 17Z 


43340 


1010 Gl 0^743 943R81 

171v.UlV/.gZ.tJ ItJOOl 


A/TOO 0 5 77 A 5 "R *T7 07 
iVLUUuo /ZHojo.HUZ 


FC 109 
Ho 1VZ 


4R4064 


1010G19ov43 943013 

171U.VJlZ.gZHO ZH0710 


luT000577A5TVG07 
IViUUUo /ZHoJL/.lJVZ 


FC 109 

Ho VyL 


4764^ S 


1010 G90 <*t43 944041 

171v .\J£t\J .gZ*t J ^ATtUt 1 


Tvffi00577A6A-G1 1 
IVIUUUO /ZHOiVvJi 1 


FC 109 
HO l^Z 


S5R617 


1010 HOI pv43 943738 

17iV.l IV 1 .gZiT>7 i iJ (JO 


TV/T000577 A6r**"R 1 7 
iVlUUUO /ZHUl^.lJlZ 


FC 109 

Ho 17Z 


733001 


1010H19jy743 943914 

171U.lll^tg£iTJ £rx *J J 17 


A4T\00577A6TYf50Q 
lVluuuo /ZH01JAJU7 


FC 109 

HO YyL 


S63313 


1010H1R&743 944010 


A/f000577A7r , «T* 1 1 


FC 1Q9 

HO I7Z 


734R40 


1010 T03 0743 943771 

17 lv.1V/J .gZHO ZHO / # 1 


iv^non^77A7r , -r , i 1 

IVIUUUO /ZH / v>.v>l 1 


FC 1Q9 
Ho LyZ 


739RS0 

/ JZOJ7 


1010 T04 f»743 943787 


A4O00577A7P*T71 0 


FC 109 

HO I7i 


^^0730 


1 010 T06 0743 943810 
17 m.iuu.fii&tJ Ltjo 17 


ivyrooo577A7Tvr>i o 
iVLUUUD /ZH/.U..LJJ.U 


FC 109 

Ho iyz 


734371 

/ OHO / 1 


1010 T10 0743 943883 

1 7 1 U .1 1 U ,gZHO__ZHO O O O 


!vyrnon<77Att a -i-ii o 


FC 107 

ho iyz 


73AR0A 


1010 T91 0r43 944050 

1 7 1U.1Z 1 .gZHO_ZHHUO 7 


A/T00n^77AftU*r>1 1 
MUUUo /Z4ol5.Lll 1 


FC 1Q7 
Ho VyL 


733144 
/JO 1HH 


1 0 1 0 T0 1 0743 943740 

171U.JUl.gZHO ZHO /HU 


M00057248C-B08 


ES 192 


733989 


1910J06.gz43_243820 


M00057249A:B05 


ES 192 


733055 


1910.J12.gz43_243916 


M00057249A:C06 


ES 192 


555103 


1910.J14.gz43_243948 


M00057249C:C07 


ES 192 


473588 


1910.J21.gz43_244060 


M00057249D.G03 


ES 192 


639779 


1910.K05.gz43_243805 


M00057249D:H09 


ES 192 


449042 


1910.K06.gz43_243821 


M00057250B:A03 


ES 192 


731392 


1910.Kll.gz43_243901 
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cioEeii/ 


170 XT/* 


L/Iusteriu 


SequenceName 


Avf A A A £ 70 « HD 'flfi/l 

MUUUj /ZjUB JJU4 


PC 100 

iso iyz 


70£A1 1 
/ZuUll 


101 A V\A mA'X 0/100AO 

i y i u 1 4 ,gz4 J__Z4 j y4y 


Avf AAA< OO ^ nr .flAO 

MUUUj AZjUU.LtUZ 


PC 100 

co iyz 


/JJOOJ 


1Q1AV01 cttAI 1AA(\&1 
iy 1 U.IVZ 1 .gZ4 J_Z44UO 1 


A/IAAA57051 A «PAO 

MUUUj / 2 j 1 A.r UZ 


PC 100 

ho iyz 


Jl4o3o 


101 A T AO etvAl 0A1T7A 
iyiU.J-AJj.gZ4J — Z4J / /4 


AjTAAA^OO^O A .AIH 

MUUUj /ZjZA.D1U 


PC 100 

ho iyz 


701 |o« 

/jIIZj 


101 A T lO avAl 0/l/lAOA 
1 y 1 U .Li 1 y .gZ4J_Z44U J u 


AvTAA A^OO *OTJ »P A/t 

MUUUj /ZjZr>.bU4 


PC 100 

JErO lfZ 


£A70A0 
04 /Z4Z 


101AlV>fA1 0/107A0 
1 y A U.1V1U 1 .gZ4 J_Z4 J /4 J 


iv vr a a a ^ oo ^ o n • r* a 8 
MUUUj /ZjZU.DUo 


PC 100 

bo iyz 


00.000ft 

/jzy/o 


1 01 A A/fAfi rr-r/10 0A0ft^<I 

iyiU.MUo.gZ43_Z4JoJJ 


A/TAAA570 <OTVI* 1 A 

JYIUUUj /ZjZU.dIU 


PC 100 
Ej 17Z 


AOOAOA 


101 A AjfAO <yt/10 0/10871 
iy lU.MUy.gZ4j_Z4J5 / 1 


iv/r a An ^ 70 ^ or* • r* a a 
MUUUj /ZjZD.L>U4 


PC 100 

EtO 17Z 


jojv io 


1 01 A lV/flO nvAl OzlOOIQ 

i y i\) .lvi i z .gz4 j_z4 j y l y 


A/FAAA<70^0 A ./^A< 

MUUUj /Z j jA.LaD 


PC 100 

xio iyz 


70 1 008 
/JlZJo 


101 A 1WI17 rr-y/10 Ozl^OQQ 

lyiu.ivii /.gz4J_z4jyyy 


AAAAA^OO^O A .111 A 

MUUUj /Zj 3AJH.1U 


PC 100 

JDO YvL 


/J J /j4 


101 A lVAOA nvAl OAACiAl 
iy lUJYlZU.gZ4j_ J Z44U4 / 


"WTA A A ^ O O ^ "3 TJ • r* A A 
MUUUj /Zj Jo.L/UO 


PC 100 

jdo iyz 


70 5A05 
/Z3UVJ 


1 0 1 A 1M00 crvA'X OAACnQ 
I y 1 U.MZZ.gZ4 J_Z44U / 7 


AjrAAA^OOCO/" 1 . A f\£L ! 

MUUUj /zj 31/AUo < 


PC 1 OO 

bo lyZ 


700/100 
/Zy42o 


1 Ol A AJAO r*«r/10 0/107/CA 
1 y 1 U . IN UZ .gZ4 J_Z4 J / OU 


MUUUj /ZjjCDI 1 


PC 100 

bo iyz 


70^/1 AO 

/jj4Uj 


1 0 1 A ATA*? rrrAI 0/1077A 

iyiU.JNUJ.gZ4J_Z4J / /O 


AVTAAA^OOC/1 A .13 1 O 

MUUUj /2j4A:bl2 


PC 100 

bo iyz 


4/ /JJJ 


1 01 A "Ml 0 cttAI OilOOOA 

iy iu.jn iz.gz4J znjyzu 


AJTAAA^OOC/I A *Clf\H 

MUUUj /z j4A:UU / 


T70 1 OO 
no L7/L 


JJ/JJJ 


1 Ol A "ATI A rr**A1 0/IOQCO 
iy 1U.IN 14,gZ4j_Z4jyjZ 


A X A A A Z OO C A "D .T\ A >i 

MUUUj 72 j4B:DU4 


"CO 1 AO 

ho 192 


jj2j9o 


1 Q1 A TVT1 8 «v~/tO 0/l/IA1^ 

1 9 1 U.1N 1 0 .gZ4 3_244U 1 D 


AVTAAASOO A AO 

MUUUj 72j jC:AU7 


T7C 1 AO 

ho 192 


JJOJJZ 


1 Ol A C\1 7 r,**A1 lAA(\f\l 
lyiU.Ul / .gZ4J_Z44UUl 


MUUUj /ZjjUICIU 


PC 1 OO 

Ho 19Z 


OOOQ/CO 

/jzyoz 


1 01 A Al 8 rt^A'X 0/f/IA17 
iyiU.V/lo.gZ4J_Z44Ul / 


AVTAAAC OO C ."E AO 

MUUUj /2j jL):bU2 


"DC 1 OO 

HIS 19Z 


449 j J / 


1 Ol A CY)A OtrrAl. 0/1/1110 

1 y 1 U. UZ4 .gZ4 J_Z44 1 1 J 


AJfAAA^OOC^D. A AC 

MUUUj 72 j oB : AU5 


"CO 1 AO 

ho 192 


/t/t 1 1 n/i 
DO 1194 


1 Q1 A DAO nr*A1 0/1087/1 

iy !U.rUy.gZ4j_Z4Jo /4 


AifAAACOOC^T\. All. 

MU0Oj7256D:A1 1 


T7C 1 no 

ho 192 


/C/in^AA 

04939U 


1 Ol A *D1 7 *m*»A1 O/l/IAAO 

lyiU.r 1 /.gZ43_244UU2 


MUOOj 725 7 A:H 1 U 


tjo 1 AO 

ho 192 


OOiCAO 1 

/zoUol 


1A1A1>00 r*—A 1 0/I/IAO8 

1 9 1 U.r 2 3 ,gz4 J_244U9o 


MUUUj7257B:L1 1 


"DC 1 AO 

ho 192 


r i /I <cno 
j14o9/ 


1Q1 A OO A rrr^AO 0/1/111/1 

1 y 1 U . r 24 .gZ4 J__244 114 


M00U57258C:C09 j 


T?C t AO 

ho 192 


OO Kl/C 

731316 


1A11 AO/I rw-wA1 O/f/1/180 

iy 1 1 .A24.gz4i 2444o3 


M0UU57259D:D1 1 


"CO 1 AO 

ho 192 


/lO AC A/1 

42U3U4 


1Q11 POO rv-wtO 0/1/1/1/^8 

1911 .BZ J .gZ4 J__Z444oo 


"fc yTAAAC T>^A A .rAfi 

MUUU5726UA:EU5 j 


TJC 1 AO 

bo 192 


CI AO/1 0 


1Q1 1 ^AO rxrrAI 0/1/1 100 

191 l.CUZ.gZ43_Z441 3 3 


A/TAAACOOCA A ."C t 1 

MUUUj7 2DUA.hr 1 1 


"CO TOO 

ho 192 


70ft7<^ 

/Zo /JO 


1Q11 PAO cinAI 0AA1AQ 
iy 1 x.VAo ,gZ4J_Z4414y 


A>TAAACOO/CAO» A A/I 

MUUUj /2oUC:AU4 


tjc i no 
ho 192 


OOylOOQ 

/j492<> 


lOI 1 r*10 nrwAI 0AA000 

iyi i.i^iz.gz4J_z44zyj 


\/i AAA^OO^OD.fAO 

MUUUj /2o215:CUj 


PC 1 00 

ho iyz 


4801 A< 

48Z14j 


1Q11 F1A7 nvA'X OAAIIA 
iy 1 1 .UV 1 .gZ4 ^ J __Z44Z 14 


A yf A A A < OO £. Z. /"* .17 A O 

MUUUj /2ojL:rUi 


PC 1 OO 

ho 192 


70<0<1 

/Zj9j1 


1011 nO A rr-rAO 0AAAfi£ 
iy 1 1 ..UZ4.gZ4j_Z444oO 


A/f AAA<70£^T\."D 1 O 

MUUUj /2ojD:B12 


PC 1 OO 

ho lyZ 


OOCA71 

/jjU/1 


1011 PAA <ytA0 OAA 1^7 
1 y 1 1 . JDU4 .gZ4 J_Z44 10/ 


A/TAAACOO/C^Cr* 1 ./^ 1 O 

MUUUj /2ooU:(jrl2 


T7C i no 
ho lyZ 


jj4/UJ 


1Q1 1 POA <»tA0 lAAAfil 
iy 1 l.E»Z4.gZ4J_Z444o / 


A/TAAACOO/C/:r*.'D1 o 

MUUU j7266D:B 12 


T7C 1 no 
bo 192 


7'2 i 3C7A 
/JJJ /U 


1011 PAO rr^AO OAAIO^ 
1 y 1 1 .r UZ ,gZ4 J_Z44 1 JO 


A/TAAACOO/CO A ."LTA/I 

MUUUj72o7A:HU4 


T30 1 OO 

bo 192 


OO 1 /I <7 

/j!4j / 


101 1 PI A <ytA0 lAAlfLA 
iyi l.r !U.gZ4J_Z44Z04 


A/T AAACOO/COrf~*.T> 1 O 

MUUUj 7267C:B 12 


"cc i no 
bo 192 


0jUjj2 


1011 P17 rt^AO 0AA07A 
1 y 1 1 .r 1 / ,gZ4J__Z44J / 0 


MUUUj7267C:uU9 


uc i no 
bo 192 


733687 


1011 POO r*«»A0 0AAA70 
1 9 1 1 .r Z3 .gZ4 J_Z444 / Z 


XAAAACOO/CO A -TTAC 

MUUUj /268 A:HU5 


up i no 
bo 192 


CA A 1 CO 

o4U1jo 


IOII f^17n~rA0 0AA077 
lyil.^j:! / .gZ4J__Z44J / / 


IVIVUl/J /^UOD.DuJ 


JQO I"/. 


UJZ / oz. 


1911G18cz43 244393 


M00057268D:E04 


ES 192 


- 446247 


1911.H05.gz43_244186 


M00057269C-.E01 


ES 192 


725784 


1911.H18.gz43_244394 


M00057269C:H06 


ES 192 


732213 


1911JE2.gz43_244458 


M00057269D:F02 


ES192 


586794 


1911.101.gz43_244123 


M00057271A-.E04 


ES 192 


480723 


1911J02.gz43_244140 


M00057271B:D09 


ES 192 


450199 


1911.J06.gz43_244204 
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ClonelD 


ESNo 


ClusterlD 


J t/VJ U vlivvl ^1 Cllllw 


M00057272C:D08 


ES 192 


728790 


1911 J23 ez43 244476 

l/ll>J^>J>g6TJ 6 ITT / V 


M00057273AC08 


ES 192 


630655 

W J V/V7 J J 


1911K04ez43 244173 

1711.I\UT,gZ.tJ ATT 1 / J 


M00057273BA12 


ES 192 


735834 


1911K10ez43 244269 

1711iJ\lVig6TJ 4TT6U7 


M00057273CF07 


ES 192 


736294 


1911K14ez43 244333 

1711iJ\l~.g£iTj 6 rrJJJ 


M00057273CF11 


ES 192 


482985 


1911 K15fT743 744349 

1711.1\lJ.g6TJ 6TTJT7 


M00057273DA06 


ES 192 


729321 


1911K19ez43 244413 

1711.1\17.g6TJ 6TT71J 


M00057273DB06 

iuV/UVa/ r A / J U .XJ\J\J 


ES 192 


474691 

T / TW7 1 


1911 K20oz43 244429 

1711 ,lv6v>g6TJ All 167 


M00057274BC05 


ES 192 


735249 


1911L06ez43 244206 

171 1.1jvU.k6TJ 6TTAUU 


M00057274CG01 


ES 192 


735676 


1911 L13 ez43 244318 


M00057275AG02 


ES 192 


456011 


1911 L21 ffz43 244446 

1711.Jj61.g6TJ 6 I I 1 lv 


M 00057275B* A 1 2 


ES 192 


546642 


191 1 T 24 jrz43 744494 

1711, JU6T,g6T J 6TH7T 


M00057275BB02 


ES 192 


648710 


1911 M01 ez43 244127 

171 1.1T1V 1 >&6T J 6 F T 16 / 


M00057277BC09 


ES 192 


736014 


1911 Mil ez43 244287 

17 11.1Tlll.g£iTJ 6TT6U / 


M00057277BE10 

lYluV/U J / 6 1 I JJ.JU1V 


ES 192 


642142 


1911 M12 sz43 244303 

17 11. It J. 1 A ,g6TJ ATT J \J *J 


M00057279AG02 

IVlvV/V/J / A ' 7-tV. VJ V76 


ES 192 


736014 


1911 N04 ez43 244176 

X J. X .XI 1/T.UiTJ All X # W 


M00057280CB08 


ES 192 


734849 


1911 001 az43 244129 

X Jf X X . V/ W X «f^« A l . JL / 


M00057281AD08 

lTJLvvUJ / AD J.A<l/vO 


ES 192 


450692 


1911 Oil ez43 244289 


M00057281AH02 


ES 192 


456065 


1911 012ez43 244305 


M00057283AE06 


ES 192 


736860 

t mS WWWW 


1911 P04ez43 244178 

X / X X *X V • .Kb T *• • ■ X f U 


M00057283BD09 

1VXW WW J 1 LOJiJ.i/v7 


ES 192 

X-f»J 17*1 


736860 

* J v/UvW 


1911P10ez43 244274 

X 7 X X . X X V/ .gti^J 6 t 1 a. / T 


M00057283DR1 2 


ES 192 


734131 

/ JTX J X 


1911P23ez43 244482 

1711,1 6Jigii~J iiTTTUA 


M000577R3Dr>04 


ES 192 

J-oJ J. 76 


552249 


1911P24ez43 244498 

1711,16T.g6TJ 6TTT70 


M00057787AH06 

1Y1V7 vv J /AO/ A.l IVS W 


ES 192 


730187 


1912 B21 ez43 244820 

17 16<U61.gxiTJ ATTU4.V 


M00057787CR12 

lYlVV/V/J /AO / v.lJi^ 


FS 192 

Xvl7 176 


734546 


1912 C01 ez43 244501 

1 7 16ivv 1 .RLTJ ATTJwl 


M000S77Q0RA07 


F^l 197 

U/L7 176 


728768 


1912 DOS ffz43 244614 

171A.17UO.g6TJ 6TTWXT 


M00057790i>G03 

IYIvUwJ / A Z7\J 17 . vJ VJ^7 


F<* 197 

£nJ 1 76 


JJOvtJ 


1917 D16 ^743 244742 

1716.171W.g6TJ ATT / T6 


M00057291BD08 

IVluUUJ / A 7 1 JJ.L/UO 


ES 192 

X_/l7 1 76 


732300 

/ ~J L-*J \J\J 


1912D24ez43 244870 

1716,l/6~.g6TJ A ■ ■ KJ 1 \J 


M0005779 1 RH08 


FS 192 ! 

x_/l7 176 


730189 


1912 E03 ez43 244535 

1716.UUJ.g6TJ 6 I r J J J 


M000S7799AR0R 

IVxVvvJ /Z,7ZA.i)UO 


F^ 197 

1-nj 176 


639427 


1912F19ffz43 244791 

1 716.J-/17.g6TJ ATT / 7 1 


LV1UUUJ / 676Vj.\»/v7 


F^ 197 

JLtO 176 


731910 

/ J 17 lv 


1917F03p743 244536 

1716 .1 w J .g6T J ATtJJv 


iVf00OS7?Q3A'FrO3 


F^ 197 

uu 176 


737109 

I J / 1\J7 


1917F12ffz43 244680 

1716.1 16.g6TJ ATTVJUy 


M000S77Q3R-H04 

±Ylv/V/v J / 67 JJO.lJA/T 


F^ 197 

l_/kj 176 


/ .7 JO JVJ 


1917 Fl 6 ff743 244744 

1716.1 lw.g6TJ ATT / TT 


M0005779Qr-AOR 


F^ 197 

L-j\J 1 76 


470402 


1912 HI 0 e743 244650 

1716.lllv.g6TJ ATfuJU 


M00057799DF04 


F^l 197 

JLstJ 1 76 


424672 


1912H15ez43 244730 

1716,111 J.g6TJ ATT / Ju 


M00057300AA08 


F<i 197 

LviJ 1 76 


736449 


1912H17ffz43 244762 


M00057300AR06 


ES 192 

1—tiJ 176 


148201 


1912H18ez43 244778 

17 16.lllU.g6TJ ATT* / *J 


M000S73O1 A-AOR 


F^i 197 

X-/l7 176 


776430 

/ 6UTJV 


1912 Tl 1 2z43 244667 

1716.11 1 »g6TJ AT I \JyJ I 


M00057302C:D04 


ES 192 


726874 


1912.J18.gz43_244780 


M00057305B:B10 


ES192 


648738 


1912.L05.gz43_244574 


M00057309B:E10 


ES 192 


481930 


1912.N06.gz43_244592 


M00057314A:A10 


ES 192 


465528 


1921A01.gz43_244883 


M00057314BJx06 


ES 192 


737114 


1921.A07.gz43_244979 


M00057314D:E09 


ES 192 


726692 


1921.A16.gz43_245123 


M00057314D:F04 


ES 192 


734894 


1921.A17.gz43_245139 
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CloneDD 


ESNo 


ClusterlD 


S equenccName 


M00057315D:C06 


ES 192 


736733 


1 92 1 .B06 .gz43_244964 


M00057316A:A08 


ES 192 


736551 


1921.B10.gz43_245028 


M00057316A:B04 


ES 192 


552623 


1921 Bll ez43 245044 


M00057316A:D09 


ES 192 


727093 


1921.B12.gz43 245060 


M00057316C:A06 


ES 192 


457092 


1921 B20 cz43 245188 
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M00043317DC02 


ES 193 


451081 

» J A VO J. 


1924 Mil ez43 245472 


M00041118A-G05 


FS 193 


454815 


1994 Ml 7 C741 745568 


M00043319ADO1 

iUvwvtJJ X 7A.L/U 1 


FS 193 


567516 


1974N19&741 745601 

17iT,l^(17,gLtJ ^tJUUl 


M000411? 1 RF05 


FS 191 

XvO 17 J 


490401 


1974 P05 0741 745179 


M00041177C-F07 


FS 191 

Xjk> 17J 


44671? 


1 9?4 P?l o 7 41 ?45667 


M00041 3 74D D05 

1V1 V7 V/ wtJ J Z.*TX7 . XJ \JmJ 


FS 193 

X-/k3 I7J 


451745 


1911 A19 C7741 74597? 


M00041176AIT06 

IYX V7 \i V*T J J Z>\XrV.XlVs \3 


FS 191 

XiO 17J 


500040 


1911 R1? &741 745861 

xyOO.XjL^.^crrD iHJOUl 


M00041328A-F1? 

1VX \J \J V/*T J J Z> U/\. Xj X Zr 


FS 191 

Xwk7 17J 


496909 

T7U7U7 


191iri0p741 745810 


M00043379R-H07 


FS 193 


497779 

"TZrZ. lis 


19liri7f»74l 745947 


M00043379C-D1? 


FS 191 

XvO 17J 


451068 


1911 T18 &741 745958 




FS 191 

XJrO 17J 


417671 


1911D06f>741 945767 


M00043331C*Gfl1 


FS 193 

Xvl7 17J 


491911 


1911D10P741 945811 

X 7JJ .XV lV/.gZi'TJ ^tJOJl 


M00043332A-D06 

1TX V V \J "T J J J £m£X. XJ \J V 


FS 193 

XvO 17J 


454871 

"T J*rO / -7 


1933 D15 P743 94591 1 


M00041117A-F05 


FS 191 

JLO 17J 


490550 

t7uJJv 


1911D16P741 945997 

17JJ.171U.gi.tJ JL*~tjyj*l 


M00041114A-F10 


FS 193 


49171? 


1911F07P741 945784 

X 7JJ ,liU / . J Z."T J / 0*T 


M00043335A:D04 


ES 193 


450252 


1933.E21 .gz43_246008 


M00043335D:E02 


ES 193 


450283 


1933.F05.gz43_245753 


M00043336A:D01 


ES 193 


496678 


1933.F08.gz43_245801 


M00043336C:A04 


ES 193 


450804 


1933.F18.gz43_245961 


M00043337A:C12 


ES 193 


495610 


1933.G03.gz43_245722 


M00043340A:B05 


ES 193 


494973 


1933.H02.gz43_245707 


M00043340B:B04 


ES 193 


453078 


1933.H03.gz43_245723 
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Table 13 



ClonelD 




CliisterTD 

V^l UO IXvA AX-' 




M00043340D:C03 


ES 193 


447057 


1933H09ez43 245819 


M00043342B:H07 


ES 193 


450727 


1933 102 ez43 245708 


M00043342C:G02 


ES 193 


492629 


1933 106 ez43 245772 


M00043342D-D09 


ES 193 


128697 


1933 109 ez43 245820 


M00043343BB10 


ES 193 


451307 


1933 115 az43 245916 


M00043343DH03 


ES 193 


492887 


1933 J04 ez43 245741 


M00043344CC11 


ES 193 


450027 


1933 J15 ez43 245917 


M00043346DE10 


ES 193 


449299 


1933K07ez43 245790 


M00043348A:D02 


ES 193 


450129 


1933 K16 ez43 245934 


M00043349AC08 


ES 193 


448927 


1933 L01 oz43 245695 


M00043351CA07 


ES 193 


494271 


1933 M05 ez43 245760 

LJ7*J»J .X»AVf «V . £j£<~«7 ltJ / VI V/ 


M00043353DE12 


ES 193 

J~nJ 1 7 J 


496870 


1933N10ffz43 245841 

17JJ.ll lV.g£<7j ttJOTl 


M00043354AC12 


ES 193 


529733 


1933N13ffz43 245889 

17JJ.il IJ.gCTJ LTJ007 


M00043354AE06 

i-TAW/WlT J J J TiV. Ji—'V/ V7 


ES 193 

AvU 1 7 J 


561712 


1933 N14 **743 245905 

17JJ l illT,g£i , TJ £itJ7UJ 


M00043354RC04 

ITIUVUIJ J J ~1— » . V^V/T^ 


ES 193 

x_w i y J 


561480 


1 933 7M1 8 <ry43 245Q60 

17JJ,lilO,g£tJ £**TJZ7\)y 


M00043354BF1 7 


FS 193 i 


JUl O J*T 


lQ33N90cr743 946001 


M00043354D-C01 


ES 193 


448110 


1933 O05 az43 245762 

17JJ.V/vJififaTj Xr*TJ / UZ. 


M00043354DG01 

1VA WV/ V/"T J J J ^X«<* « VJ V/ X 


ES 193 1 


515328 


1933O10az43 245842 


M00043354DG02 




552445 

J J Z,*1"T J 


1933 011ff743 245858 

17JJ.V/Il.g£i*tJ LtJOJO 


M00043354D-H08 


ES 193 

J— 'k? A 7 J 


553594 


1933 012oz43 245874 


M00043355A-D01 


ES 193 


561593 

J V7 1 J7 J 


1933 018ez43 245970 


M00043355BB01 


ES 193 


552687 


1933 023 ez43 246050 


M00043355BD12 


ES 193 


517346 


1933 024 ez43 246066 

17JJ.V/AiT.g£nj A»T\JV/vlV/ 


M00043355CG12 


ES 193 

XvLJ A 7 J 


487106 


1933P08ez43 245811 


M00043356BE12 


FS 193 

AflJ 17J 


452586 


1934 A03 **z43 253031 

X 7 JT./iU J •g&<~ J Z.JJUJ1 


M00043356CF03 

AYAX/W - T JJ J \J\s.X VJJ 


ES 193 


448230 


1934A06cz43 253079 


M00043356CH07 

AYA\/\/\/~rJ J J VJV^.X XV/ / 


ES 193 


447429 


1934A07cz43 253095 


M00043 3 5 7 AG04 

lllUVVTJ J J # < ~V.VJV/*T 


ES 193 

A-rtJ A 7 J 


450583 


1934 All sz43 253159 


M00043357BB02 


ES 193 


487893 


1934 A12 ez43 253175 

1 7 J~.ni4rf.g6~J _ J J A / J 


M00043357B-D01 

IflWvTJJJ / X^.XXV/X 


ES 193 


450189 


1934A13ez43 253191 

17 J7. A J . &£j r J AJJ171 


M00043358AD02 


ES 193 


450242 


1934A21ez43 253319 

1 7 J~> ~b£i 1 ig«i~J Z.JJJX7 


M00043358BD06 

ATX W V/r J J J Ui/ ,i-r\J\J 


ES 193 


450122 


1934A23ffz43 253351 

1 7JT.ni> J •gbTJ lJJi/JI 


M00043358CF07 


ES 193 


449061 


1934R04f*z43 253048 


M00043359BA04 

lYlVVVlJJJ -7 AJ ,./V\7" 


ES 193 


449795 

117 / 7 J 


1934 B09 ez43 253128 

17J7.1Ju7ig4i7J LJJ X _D 


M00043359BD06 i 

ivivuwtj j J 71/ . ,17 V/ VI 


ES 193 

J-f_J 17J 


450193 


1934 Bll az43 253160 

17J7.171 l.^ti"J _< J J 1UU 


M00043359CC06 


ES 193 


449994 


1934 B14 az43 253208 

17J7i1/17im7J WJibUO 


M00043360CF07 

AYAV/VI VJ*T J J\J \J\s,U\J i 


ES 193 ! 

Avu X 7J 


459719 

*T JZ. #17 


1934 rOl ffz43 253001 

17JT.Vwl.tL7J LJJUU1 










M00043360C:F11 


ES 194 


491177 


1934.C03.gz43_253033 


M00043360D.D01 


ES 194 


489368 


1934.C05.gz43_253065 


M00043361B:F02 


ES194 


491402 


1934.C08.gz43_253113 


M00043361DA02 


ES194 


450080 


1934.C10.gz43_253145 


M00043362C:E02 


ES 194 


490846 


1934.C18.gz43_253273 


M00043363A.G03 


ES 194 


492022 


1934.D02.gz43_253018 
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Table 13 



ClonelD 


ESNo 


ClusterlD 


S equenceN ame 


M00043363B:A11 


ES 194 


450756 


1934.D04.gz43_253050 


M00043363D:F07 


ES 194 


491507 


1934.D12.gz43_253178 


M00043364B:H10 


ES 194 


447355 


1934.D21.gz43_253322 


M00043364D:H11 i 


ES 194 


450756 


1934.E05.gz43_253067 


M00043365A:C06 


ES 194 


449956 


1934.E08.gz43_253115 


M00043365B:A10 


ES 194 


486833 


1934,Ell.gz43J253163 


M00043365B:C08 


ES 194 


488613 


1934.E13.gz43_253195 


M00043365C:A09 


ES 194 


449780 


1934.E16.gz43_253243 


M00043365C:F06 


ES 194 


491240 


1934.E19.gz43_253291 


M00043366A.B12 


ES 194 


488023 


1934.E24.gz43_253371 


M00043366D-.B07 


ES 194 


488310 


1934.F09.gz43_253132 


M00043367C:D10 


ES 194 


450147 


1934.F14.gz43_253212 


M00043368A:F03 


ES 194 


491492 


1934.F16.gz43_253244 


M00043369D:B01 


ES 194 


449842 


1934,G02.gz43j253021 


M00043369D:G10 


ES 194 


450551 


1934.GO7.gz43_253101 


M00O43370A:C08 


ES 194 


449959 


1934.G08.gz43_2531 17 


M00043370B:D08 


ES 194 


450207 


1934.G14.gz43_253213 


M00O43371A-.D06 


ES 194 


490060 


1934.G19.gz43_253293 


M00043371B:C10 


ES 194 


450080 


1934.G22.gz43_253341 


M00043371C:B02 


ES 194 


449908 


1934.G23.gz43_253357 


M00043372B:A07 


ES 194 


43013 


1934.H05.gz43_253070 


M00043372B:B01 


ES 194 


455707 


1934,H06.gz43_253086 


M00043373A:G11 


ES 194 


452710 


1934.H19.gz43_253294 


M00043373BG12 


ES 194 


450658 


1934.H24.gz43_253374 


M00043373D:G04 


ES 194 


456492 


1934.104.gz43_253055 


M00O43374A:EO5 


ES 194 


560213 


1934.108.gz43_253119 


M00043374A:G04 


ES 194 


510272 


1934.110.gz43_253151 


M00043374D:D07 


ES 194 


631526 


1934.I15.gz43J253231 


M00043374D:H09 


ES 194 


515423 


1934.117.gz43_253263 


MO0O43375A:EOl 


ES 194 


451292 


1934.120.gz43_253311 


M00043375A:E02 


ES 194 


451294 


1934.121.gz43_253327 


M00043375B:A04 


ES 194 


456103 


1934.124.gz43_253375 


M00043376B:C03 


ES 194 


451144 


1934J07.gz43_253104 


M00043376B:F06 


ES 194 


450482 


1934J08.gz43_253120 


M00043376D:A04 


ES 194 


493622 


1934Jll.gz43_253168 


M00043376D:A12 


ES 194 


233814 


1934.J12.gz43_253184 


M00043376D:D12 


ES 194 


451185 


1934J14.gz43_253216 


M00O43377C:All 


ES 194 


• 449959 


1934J20.gz43_253312 


M00043377D:E01 


ES194 


451361 


1934J22.gz43_253344 


M00043378B:B05 


ES 194 


494450 


1934J24.gz43_253376 


M00043378D:D12 


ES 194 


496084 


1934.K05.gz43_253073 


M00043379C:B09 


ES 194 


451011 


1934.K13.gz43_253201 


M00043379D:A05 


ES 194 


494099 


1934.K16.gz43_253249 


M00043380D:E10 


ES194 


450193 


1934X05.gz43_253074 
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Table 13 





Do INO 


Pli 1 c*4-a*>TT\ 

L/iusteriu 


SequenceName 


MnnnAooftOTYPi i 


HO iy4 


A^ 1 

4j1jZ0 


1 0*2 A T HA rr»yA2 7< i 2AOA 

1 y j 4 . jluo . gz4 j__zo j uy u 


IVlUUUf j J o 1 D . D 1 \J 


"CO 1QA 

£>j iy4 


DDL JoU 


1 Q2A T 1 A cttAI 752T 1ft 
iyj4.ljl4.gZ4 J_Z3jZ 1 5 


1YIU U U4 J J O 1 V/ . U U O 


PC 10A 

r>o iy4 


D01O41 


1 Q2A T 1 £ f»rA2 7<!Q7<n 
1 y J 4 . 1 0 ,gZ4 J^Zj J Z J U 


MflOAATOftlP-Pin 
1V1UUU4 J J o 1 l^.£S I U 


Ho iy4 


CC^f 1 I 

JJOJll 


107A Tift rr^A 1 OCOOQO 
iyj4.L#15.gZ4j_ZJJZoZ 


aaoooato ft i tvpoo 
iviuuu4 j j o iLi.r uy 


do iy4 


4o f\)jj 


102/1 T 7/1 r*~*A 1 ^HIIHQ 
iyj4.JLz4.gZ4j_Zj J J /o 


AAnnnA73ftop«'nn7 

1V1UUU4JJ5ZL.JJU / 


PC IOA 

xio iy4 


AO«ft^ 
4yoDou 


1 Q2A A/TA2 rrrr/1 Q IZIftAI 

1 y J 4 . MU J .gZ4 j_Z J J U4 5 


IVIUU U4 J JoZL. VjUy 


PC IOA 

Co iy4 


AOOOAO 

4yyz4U 


1 Q2A A/ffK rrrr/1 2 O-CQOT^ 

iyj4JYlUJ.gZ4j_ZJ JU / J 


MnnnA33ft3Pi«p 17 
iviuuu4J05JD..r iz 


PC 1QA 

Do iy4 


A</;*a/;7 
4jOJO/ 


102AA/T11 rrrr/1 2 7*2171 

1 y J4.1V11 1 .gZ4 J_Z J J 1/1 


ivfnnnA33ft3TVP07 

1V1UUU4J JOJLJ.l^U / 


PC IOA 

do iy4 


HyD 14 J 


1Q2A TV/fl/t rtrrAI 0<2010 

i y j 4 . ivi 1 4 .gz4 j_z j j z i y 


ivyfnnnA73ft2Tvpjo7 

1V1UUU4J j5jJJ AJU / 


PC IOA 

Do iy4 


A< 1 Afjl 
4 J 140/ 


1Q2/1 A/TI* /vrr/12 9*2T2< 
i y J4 . iVl 1 J ,gZ4 J^Z J J Z J J 


"\/f AflOAT. 3 8iP • A OA 
1V1UUU4 J j 5415. AU4 


PC IOA 

xio iy4 


Aft7A17 
4o /4j / 


102A \Jl 1 ft <Y-yA2 0*27ft2 
1 y J 4 . IVl 1 5 .gZ4 J_Z J jZ5J 


AAonoA73 sap* a 07 

1V1UUU4 J J o4L.AU / 


PC IOA 

do iy4 


Aft7AAft 
4o /44o 


1 02A \A1C\ rr^/17 0*221 < 
iyj4.lVlZU.gZ4j Zj J J 1 j 


TiA(\(\(\A1 3 ft AP • PA7 
1V1UUU4jJ 54L. LUZ 


PC IOA 

Do iy4 


Aft07fY7 

4©yzu / 


1 02A TVA77 rr<»A7 7*72/17 
iyj4.1VlZZ.gZ4J__Zj J j4 / 


ivyf on oa 33 ft a p • on i 
MUUU4j io4L.uU 1 


PC IOA 

do iy4 


4yzoz / 


102A TV/T7/1 rw/12 7*7200 

iyj4.Mz4.gZ4j_ZJ J j /y 


iv4onnA33 ft at* -nn * 
JYLUUU4 3 J 54D . JJU j 


PC IOA 

do iy4 


AftO^H£ 
4oyDU0 


1 02A XT07 rr^/12 0*2000 
iyj4.lNUZ.gZ4J_ZJjUzo 


AAonnA33ft* a -poi 


PC IOA 

jdo iy4 


A0A7^0 

4yo/ou 


1 02A fyrA2 7*2000 

iyj4.iNuo.gz4j_zj juyz 


lvfnOOA33ft* a -m 0 
lVlUUU4.5J5jA.vrlZ 


PC IOA 

Ho iy4 


AAQAASl 
440445 


1 02 A XTfift rr-7A2 7*2 17A 
iyj4.1NU5.gZ4j_ZJ J 1Z4 


wro ooa33 a * p • no £ 

1V1UUU4J J5JL.UU0 


PC IOA 

Do iy4 


A0^71A 
4yOZJ4 


102A"NT11 nvAl 7*2170 
iyj4.1N 1 1 ,gZ4j_Zj J 1 /Z 


\A0n0A33ft£ A • All 
1V1UUU4J550A.A1 1 


PC IOA 

Do iy4 


A^Hft 1 Q 
43U5iy 


1 02A \T1 A rr«yA7 0*20*0 
iyj4.1N 10.gZ4j_Zj JZjZ 


AAnnnA73ft7 A «P07 
1V1UUU4J JO /A.XiUZ 


PC IOA 

Do iy4 


Aon^oi 
4yujyj 


102A AA2 rrrr/12 0*2AA^ 
iyj4.UUJ.gZ4j_ZjJU4j 


AA" 0 AAA 0 3 ft 7 A «P A3 

1V1UUU4J jo /A.bUJ 


PC IOA 

Jbo iy4 • 


AOfilO^ 

4yujyj 


1Q2AAOA#ttA7 0*20A1 
iyj4.UU4.gZ4j_ZJJUol 


TV4*AAA/i73ft7'D' An^ 
IV1UUU4J jo /o.AUj 


PC IOA 

do iy4 


450o->0 


1Q2A /""lOO rrrrA 2 0*21/11 

i y j4. uuy .gZ4 j_Z j j 141 


MUUU43 3o7C:Al 1 


bo iy4 


4o/l5J 


102/1 tW A r***A1 0*^001 

ly J4.U 14.gz4 J J2 J JZZ 1 


■\>TAAA/i33ft7p.nAft 
MUUU433o /CvjUo 


PC IOA 

do iy4 


A Z^AZCi 

4jj4oU 


102/1 r\1ft rr-r/12 0*20ft* 

iyj4.U15.gZ4j_ZJJZoJ 


"\ymAA/IOOO.OTV A OO 

JYLUUU4J3o /D.AUz 


PC 1 OA 

do iy4 


A A Oft fkO 

44yoUz 


102/1 OOI /vrr/IO 0*3*230 

iyj4.Uzl .gZ4j_ZJ J j j j 


A/TAAA/ioooorvDno 
MUUU4335 /JJ:x5Uz 


PC lOyl 

do iy4 


4ooUJU 


102/1 OOO /v^/12 0*23/10 

1 y J4 . UZZ ,gZ4 J_Z j 5 34y 


A/f nnn/i o o q ht\ -T\f\£ 
JYLUUU43 Jo /Ll.DUO 


PC IO/I 

bo iy4 


4jUZ11 


1Q2/1 PI02 /vrr/13 0*22/C^ 

iyj4.Uzj.gZ4j_ZJJJDJ 


A/fAAA/i03Qft A .nn^ 
JV1uUU4Jj5oA..LJUj 


PC IOA 

jdo iy4 


4jjoyj 


103A TJO0 err, A Q 0*2030 
iyj4.rUZ.gZ4j ZjjUjU 


A/f AAA/1 3 3 Q O tJ . r*O0 

MUUU4 J i o o Jo I CUz 


no 1 o/i 

bo iy4 


4oyz/j 


102/1 DO/1 «*rr/13 0*3O/C0 

iyj4.rU4.gZ4j_ZJjUoz 


aa aaa ah s qtvri a 
1V1UUU4J j oy\J .0 1 u 


PC IOA 

bo iy4 


Aftft^AO 
455j4y 


103A PI A rr«7A2 0*30*A 
1 y J 4 . r 1 0 .gZ4 J_Z J J Z J4 


aaaaaao3 o/yd . paa 

1V1UUU4 J J y UlJ . UU4 


PC IOA 

bo iy4 


/lA007ft 

44yy /o 


1 Q2A D00 rr«»A3 0*231 ft 
iyj4.rZU.gZ4j_Zj J J 1 0 


MUUU43 jy 11J..L)U J 


PC 1 QA 

do iy4 


7 1 70/17 

zl /U4Z 


102* AlO/w/13 O/I /C* 10 

i y j j . a i y .gz4 j_z4o j i z 


A4"AAA/f3307p.T«A7 
JV1UUU4 J jyzcruz 


PC IOA 

bo iy4 


/loi /l >ift 
4y 1445 


103* 120* *wA3 OAAOftO 
1 y J J . 15 U J .gZ4 j^_Z40Z 5 y 


ataaa/i 330711 -um 
JYLUUU4J jy /J5.riU / 


PC 1 O/i 

bo iy4 


n<A7ft 


1 03* T'iO/C r»*r/13 0/IA307 

iyjj.LIU0.gZ4j_Z40jU/ 


AAAAA/1 "2 3 0TP ./"2/17 
1Y1UUU4J jy /U.OUZ 


PC IOA 

Co iy4 


43U0ZJ 


1 Q3* flOft rvrAI 0/1A330 

iyjj.uu5.gz4j Z4ojjy 


aaaaaaiaai a-phq 

1V1UUU4 j4U 1 A.bUy 


PC IOA 

bo iy4 


AQAftO^ 
4yU5UJ 


1 03* PI ft mAI 0A£*OO 
iyjj.JDl5.gZ4j_Z40jUU 


aaaaaa3aa7P«pi 7 
iviuuu4j4UZCr iz 


PC IOA 

bo iy4 


/I ^£7 12 
4jOZ1j 


103* P10 rrrr/12 0A£AO* 

iyj J.r iZ.gZ4j_Z4D4Uj 


M0004340?.R- A 1 2 


ES 194 


450335 


1935 F18 ffz43 246501 


M00043406D:C04 


ES 194 


448924 


1935H08.gz43_246343 


M00043407C:H08 


ES194 


451456 


1935.H15.gz43_246455 


M00043407D:G06 


ES 194 


498629 


1935.H17.gz43_246487 


M00043409C:C07 


ES 194 


402070 


1935.107.gz43_246328 


~M00043410C:C05 


ES 194 


451781 


1935.117.gz43_246488 


M00043501A:D07 


ES 194 


553890 


1935.K06.gz43_246314 
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Table 13 



CloneDD 


ESNo 


ClusterlD 


SequenceName 


M00043501D:C01 


ES 194 


j 562378 


1935.K19.gz43J246522 


M00043502A:H01 


ES 194 


491644 


i 1935.L06.gz43_246315 


M00043503C:F08 


ES 194 


402823 


1935.M10.gz43_246380 


M00043504A:E06 


ES 194 


477674 


1935.M23.gz43 246588 


M00043504B:C02 


ES 194 


635439 


1935.N06.gz43 246317 


M00043504C:E03 


ES 194 


555399 


1935.N16.gz43 246477 


M00043504D:G08 


ES 194 


446964 


1935.N22.gz43 246573 


M00043505B:G03 


ES 194 


562886 


1935.O08.gz43 246350 


M00043505B:G07 


ES 194 


558055 


1935.O09.gz43 246366 


M00043506D:F06 


ES 194 


522703 


1935.P24.gz43 246607 


M00043508A:H02 


ES 194 


456742 


1936.B10.gz43 246753 


M00043508B:G11 


ES 194 


562823 


1936.B18.gz43 246881 


M00043508D:C01 


ES 194 


414739 


1936 C08 ez43 246722 


M00054486B:E09 


ES 194 


562382 


1936D18ez43 246883 


M00054486BH01 


ES 194 


549757 


1936D21ez43 246931 


M00054487C:A01 


ES 194 


559574 


1936E21ez43 246932 


M00054488A:F01 


ES 194 


556768 


1936 F 13 ez43 246805 


M00054488C:D04 


ES 194 


564967 


1936G03ez43 246646 


M00054492A:D04 


ES 194 


449978 


1936.I15.gz43 246840 


M00054493C:E04 


ES 194 


489368 


1936.J16.gz43 246857 


M00054494A:H04 


ES 194 


549853 


1936.K05.gz43 246682 


M00054494D:A10 


ES 194 


560188 


1936.K13.gz43 246810 


M00054497B:C10 


ES 194 


560275 


1936.M05.gz43 246684 


M00054497C:G12 


ES 194 


450037 


1936.M10.gz43 246764 


M00054497D:A04 


ES 194 


554908 


1936.Mll.gz43 246780 


M00054498C:B08 


ES 194 


558500 


1936.N04.gz43 246669 


M00054498D:F01 


ES 194 


449000 


1936.Nll.gz43 246781 


M00054500A:F04 


ES 194 


559720 


1936.O08.gz43_246734 


M00054501A:E11 


ES 194 


552920 


1936 023 ez43 246974 


M00054501A:G12 


ES 194 


488171 


1936 024 gz43 246990 


M00054501C:E08 


ES 194 


481057 


1936P05ez43 246687 


M00054502C:E02 


ES 194 


550571 


1936.P24.gz43 246991 


M00054502C:H10 


ES 194 


449776 


1945 A02 sz43 248938 


M00054503D:E07 


ES 194 


562019 


1945 B03 ez43 248955 


M00054504B:A04 


ES 194 


524721 


1945 Bll ez43 249083 


M00054504D:E02 


ES 194 


551475 


1945.B21.gz43 249243 


M00054504D:G07 


ES 194 


289201 


1945 B23 sz43 249275 


M00054505A:G12 


ES 194 


572807 


1945.C05.gz43_248988 


M00054506A:D05 


ES 194 


554839 


1945.C24.gz43_249292 


M00054506B:A07 


ES 194 


388055 


1945.D04.gz43_248973 


M00054506BH01 


ES 194 


550986 


1945.Dll.gz43_249085 


M00054507B:A07 


ES 194 


505907 


1945.E05.gz43_248990 


M00054508B:E08 


ES 194 


557681 


1945.F12.gz43_249103 


M00054508C:B04 


ES 194 


550129 


1945.F15.gz43_249151 
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CO -vr_ 
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L/lUSlCrJLLJ 


ocxjuciicciN ame 


M00054508CC08 


ES 194 


555771 


1045F17cy743 940187 


M00054500AC01 


FQ 1Q4 

HO 17*t 


547866 


1045 F97 ar4^ 94Q970 
i y*r j .r z«j .gzt j__z*t y z / y 


mooo54500R-fo i 

1V1U \J\J J H J U 7D . -T U 1 


FQ 104 

EtO 17T 


550197 
DDy 1Z/ 


1045 Pr08 <r747 940040 

iy**3 .uuo .gz*f3_z*fy uw 


ivrooo5450QPfrOi 


FQ 104 
no iyn 


400606 

*tyyoyo 


1Q45Pr11 »t47 940088 

i y*f 3 . vr i i .gZHj^zHy Uo o 


M000545 i op-no7 


FQ 104 
Cj iyn 


459471 


1 045 W07 <ry47 94009 5 
1 yH3.IlU / .gZ*r3_ZHyUZ3 


M0005451 i A«m l 


FQ 1Q4 

jio iyn 


570577 


1045 HI 5 <w47 940157 

i y hj jti 1 3 .gZH3_ZH y 13^ 


M00O545 i 1 R-rn^ 


FQ 104 
£j iyn 


7RQ065 


1045 1410 rrr47 940917 

iyH3.riiy.gZH3_z*fyzi / 


M000545 1 9ivi-ro8 

1Y1UUU3H3 1ZJ_J.iT.Uo 


FQ 104 


487658 


1 045 194 fTT47 94O908 

i y*f 3 . izh .gz*f3_z*f yzy o 


M000545 i ^ A -noa 


FQ 104 

eo iyn 


55O067 


1045 107 rr-y47 948QA7 
1 y H-3 . J U3 ,gZH3_ZH 5 y 0 J 


M000545 1 7 A -FOQ 


FQ 104 


455814 
*r J JO 1*1 


1045 105 rr^A7 9A8QQ^ 

i y*f 3 j U3 .gZH3_z*foy y3 


mooo54517R-fi i 


FQ 1Q4 


551 518 


1 045 107 rt»*47 940097 


m 0005 d 5 1 7 c • a n i 


FC 104 


555660 


1 045 TOO <*t47 9400^0 

i y *f 3 . j \)y .gzHJ^zH y U3 y 


M000545 i 71>fo4 


Ho iy*T 


550678 
jjUO/o 


1045 117 rr<y47 940197 
1 y *f 3 . J 1 3 .gZH3_ZH y 1 Z3 


M000545 i 4P-no i 


"PC 1Q4 


46 1 7 1 7 
HOI J 1 J 


1045 191 /y^/17 9/IQ751 

i y*f 3 , jz i .gz*t3_z*tyz3 1 


TV/fooo545i 5"r-fi i 

1V1UUU3H3 1 3J3.J_vi 1 


T7C 1Q4 


55494^ 


1045 VI 7 (w/17 9/1 0 19/1 
1 y 43 .IV 1 3 .gZH3_Z*f y 1 Z4 


M000545 i 6P- aoa 


ThC 104 


550747 


1Q45 114 ^47 940141 

i y *f 3 . i_# i *f .gz*t3_z*f y i *f i 


mooo54516iyfoq 


F^ 104 

Eo iy*r 


554456 


1045 191 rr«y47 940957 
1 y 43 .LfZ 1 .gZ43_ZH-yZ3 3 


M00054517AP01 

1Y1UUU3H31 


FQ 1Q4 


488097 


1045 1 97 <»t47 940985 
iy £ f3.JjZ3 ,gZ*r3_Z £ fyZo3 


tv/tooo5451tr-ro4 

1V1UUU 3 H3 1 /X> .I3UH 


FQ 104 

no iy*f 


540190 

j*fy izy 


1 045 TV/T05 rrT47 948008 

iyH3.iviu3 .gz*f 3_z*f oyyo 


M0005451RP-F1 1 
1Y1UUU3H,} lOl^.P 1 1 


FQ 104 
Ho iy*f 


540581 


1 Q45 "M05 ft-r47 94800Q 


M000545 1 Rivno7 


FQ 104 

EJ 1^*t 


559Q05 


1 045 "MOO ctt47 940067 
i y*rJ .rNuy.gz*fr3_z*+yuo j 


M00054510AP04 


FQ 104 

Eo 17H 


55461 1 


1Q451M11 <»t47 94Q0Q5 

lyto.iN 1 1 ,gz*i , 3__z 4 *-yuy3 


M0005459 1 1YT-JO 1 
1V1UUU DHDZ 1 D.rVJ 1 


FQ 1Q4 

Ed ly** 


579 0O9 


1045 H18 «t47 940908 

i y*f3 . \j i o .gz43_ZHyzuo 


1V/T00054597PA1 1 


FQ 1Q4 
Eo lyr 


458074 


1 Q45 P97 rry47 94098Q 

i y*f3 .JrZ3 ,gz*f 3_z*f yzoy 


A/T000545971V1W7 
1V1UUU3H 3Z31J.1JU l 


FQ 1Q4 


558407 


1046 A0£ rr-747 94Q78^ 

i y ho ,j\\)o . gz*f3_z*f y 3 oo 


TVvfO0O54597TVFO8 
1V1UUU3H 3Z3JJ.I1UO 


FQ 1Q4 

ej iy*i- 


550099 


1046 A 08 rvr47 940418 

l yno . AUo .gz*f3_z*f yn- 1 o 


TV/10005459 71YITOQ 

iviuuu3H3Z3Jj.vjuy 


FQ 104 


454776 


1 046 A 1 0 r»T47 940450 

i y ho . a i u .gz*f3_z*f y 43 u 


TV/TO 0 0 54 5 9 5 Ti *T-IO 5 
!VlUUU3H3Z3JLArlU3 


FQ 104 

CO iy*r 


55Q£7£ 


1 046 P07 ctA'X 94O407 
lyHO.DU / .gZH3__ZHyHU3 


TvyT0005459£ A -F04 
iVIUU U3 *f 3 ZO A. HUH 


FQ 104 

Eo iy*f 


55H/17^ 


1 yHo.u 1 1 ,gzH3_z*i'yH0 / 


\/T00054596l7-PfiQ 


FQ 104 


cc/;oaq 
jjOoUy 


1 046 U 1 5 rvr47 94057 1 
iy*fO.Jt> 13 .gZH3_ J ZHy33 1 


TV^OOO 54 5 9 6P -F 07 


FQ 104 


5940^^ 


1 G4£ Ti 1 0 <yt47 94O505 

i yno . is i y .gzH3_zny 3 y 3 


TV/f 0 00 5 4 5 9 717 • A 07 
JYIUUU 3H3Z /J3./\U / 


FQ 104 
Co ly** 


55900fi 


1 QA& PA< rr-r47 9A0788 

i yno . L/Uo .gzH3_zHy 3 oo 


TV/T00054590A-TJ01 ! 

iviuuu3H3zyA.riu i 


FQ 104 

Eo iy*f 


585780 


1Q4/;n91 *»t47 940A90 

i yno .Liz i ,gzH3_zny ozy 


\>rooo5/i590P«'ni i 


FQ 1 04 

no j.y^t 


^< 1 1 ^7 


iyHo.Euo.gzH3_z4y3yu 


lV/fOO O 54 5 9 0TYT7 0 1 
lYiuu U3H 3 zy U . JclU 1 


FQ 104 

Ho ly^r 


40O7O8 


1 0/1 A F 1 0 rrrwAI 9A0454 
1 y H0.H 1 U .gZH3_ZHy H3 H 


TV4"000545701VP10 
1V1UUU3 H J J UJJ . 1 U 


FQ 1Q4 

eo iy*r 


71907^ 


1 04£ F97 nvAX 940669 
1 yno .HZ3 .gZH3_ZHy00Z 


TV/fOOO 5 4 5 7 0"H • TJ 07 
iVlUUU3H3 3UJJ.X1U / 


FQ 104 

Ho iy*t 


^57009 
33JUUZ 


1 04 F9/I /y-»47 9AQ678 
iyHO.Hz4.gZH3_ZHyO /o 


MG0054531DF05 


ES 194 


584071 


1Q46F11pz43 249471 


M00054532AA07 


ES 194 


549919 


1946.F13.gz43_249503 


M00054532B:C05 


ES 194 


550204 


1946.F21.gz43_249631 


M00054532D:A01 


ES 194 


559574 


1946.G06.gz43_249392 


M00054532D:E07 


ES 194 


526984 


1946.G08.gz43_249424 


M00054533A:F05 


ES 194 


571899 


1946.G12.gz43_249488 


M00054533B:F04 


ES 194 


550714 


1946.G20.gz43_249616 
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wlUSIciXLJ 








SSA04A 


104^ Mfil qt4^ 940^1^ 


1V1UUU34333^.I1U/ 




400UZU 




1V1UUU 3 4 3 3 4 A. JC5UO 


F^ 1Q4 


4y<S4jj 




a/taaa*a*^atvtvi7 

MUUU34334JJJLIUZ 


FQ IQzl 

xio iy4 


JJOZlO 


1 0A (\ TH£ otAQ 7AO^OA 
iy40.1UD.gZ43_Z4y3y4 


aa aaa^a*^* a -nr\i 

MUUU3 4 J J 3 A. VJU j 


FQ 104 




1 OA^ Tl A civA**. 9AO<77 
1 y4D.l 1 4. gZ43_Z4y 3 ZZ 


MU U U3 4 3 3 3 d .oUo 


FQ 104 


C/CA0A« 


1 0A A T77 r»-yA^ 7AO#;^n 

1 y4o .izz .gZ4 D^jjvy 03 u 


A/r aa a * /f * ^ ad • a a i 
MUUU34330D.AU3 


T7Q 1QA 


CCAA1 Q 
jjUU1<5 


1 OAA TA7 rr^A^ 7 AO A 1 1 
1 y40. J U / .g243_Z4y4 1 1 


a >rn a a c /i c q At> . r% a o 
MUUU343JolJ:JJUZ 


CQ in/I 


CCA^TA 
jjKjj /U 


1Q/I/I Tin <t<r/11 0/IO/fCO 

iy4o j iu.gz4j__z4y43y 


A/f AAAC/1 C2 AT2.17AQ 

MUUU 34 3 JOD.r Uo 


T7C lOA 
Ho IV4 


CCATQA 


1 y40. J 1 1 .gZ4 J_Z4y4 / 3 


A^AAC/ic^Af .tdi i 
MUUU34330C:.t>l I 


Jtio 1^4 


CCCA1 A 


1 O/l/C Tl C fY<*A1 OAOCQO 

iy4o.j I3.gz43__z4y3jy 










A/fAAACA^'a Ar^m 7 

MUUU34330U.JJ1Z 


T7C Id's 


oZou4 


1 OA/; Tl 7 fY-yA^ ')A0<71 
iy40.J 1 / .gZ43_Z4y3 / 1 


A/Taaac/i c27 , d.ija'2 
MUUU343J /o.riU3 




43 1 / /o 


1 QA& Ifm n-rA'X 7AO'5'J7 

i y 4o .JS.UZ .gz4 3_Z4y d sl 


a/taa a c a c "2 7 • t> (\i 
muuu343 j /l.du3 


CO lyj 


CI 1 f\1 
311U3 


1 O/l/; V A £ rr-yAQ 7AO'20^ 

iy40.rk.uo.gz43_z4y.3yo 


ATAAA^AS'aft A «P1 A 
MUUU343 j OA.J21 U 


T7C IOC 


433 oZl 


1 OAA 1 £ rr-rA^ 7A0<<^ 

1 y 40 . J\. 1 0 .gZ43_Z4y 3 3 0 


A/TAAA*AC2ftTi*'DA< 
MUUU343 dou.Dvd 




33U1 /Z 


1 OA£ VI ft rrrrAQ OAO^ftft 

1 y 40.JV1 0 ,gZ43_Z4y3 0 0 


A/f A A A* A * 2 ft TV 17 A < 
MUUU34 3 5 o JJ .r U3 


pc io^ 


33 /^jy 


1 QA£ T A7 cxtA'X 1 AO A 1 2 
1 y40 .lAI / .gZ43__Z4y 4 1 j 


A/fAAAC/tciftrvm 7 
MUUU3433oJJ.Ij1Z 


PC 1QC 


CCA02A 
33UojU 


1 GA£ Til rtTAI 0AOA77 
iy40.Jwl 1 ,gZ43_Z4y4 / / 


A/fAAACAcaftrviJi i 
MUUU3433olJ.ril 1 


PC io^ 


c/CAAl /l 
30UUI4 


1 OAA T H rtrrA'X 7 AG* AO 
1 y40 . Li 1 3 ,gZ43__Z4y 3 u y 


A/rnAAC/icjQTi.nAA 
MUUU3433yJt>.JJUo 


PC io<; 


CAACIO 
30U3iy 


1 OAA T 1 7 rr^A^ 7 AO* 77 
iy40.1jl / ,gZ43 - Z4y3 / j 


A/TAA AC A C 7 (VD •fJA'J 
MUUU3433y.b.ljU3 


PC io« 


34y /34 


1 OAA T 1 0 nvAl 7A0AA* 
iy40.L(iy.gZ43_ Z4yOU3 


A/fAAAC/IC/1 A A ♦TJfAT 

MUUU 34 34UA.xiU / 


"EC 1 OC 


404134 


1 y 40 . iVi 1 U .gZ4 3 _Z4y 4 OZ 


A/TAAAC/I C/1 1 "D- A AO 

MUUU3434 lo.AUy 


PC IOC 


34yZ3o 


1 OAA A/T71 rY-yA7 9AOA*A 
1 y 40. 1V1ZZ .gZ43_Z4y034 


a>taaa<j/i</ii r*«r*i A 
MUUU34341C^1U 


PC lO^ 


4y33 /3 


IQAAAin^ rr-yA^ OAQ^^l 
1 y 40. IN U3 ,gZ43_Z4y33 1 


A/fAAAC/IC/1 1 ^ l *T71 1 

MUUU34341Cr 1 1 


PC io^ 


ao i COA 
4513y4 


1 0AA AJA0 cttAI 9AOAA7 
iy40.1NUy.gZ43_Z4y44 / 


A A A A A 5 A C A O "D • tJ A 1 
MUUU3434Z.D..DU1 


PC IOC 

JDO ISO 


4uyzoz 


1 OAA All 7 rryA3 OAO*7* 
iy40.IN 1 / .gZ43_Z4y3 / 3 


A/f A A AC /IC /! 7^ -X> 1 7 

MUUU3434ZL/.I51Z 


PC IOC 


335UZ4 


1QAAAI71 rtrrAI 0A0A7Q 
1 y 40.1NZ 1 .gZ43_Z4y 03 y 


A X A A AC /IC A O "D • C A A 

MUUU34343.D:Jt}Uo 


130 1 OC 


33ZWo 


1 O/I A 1 7 **tA Q 0/IO/fOA 

iy4o.uiz.gz4J_z4y4yo 


A/TAAAC/IC/I^/^.ITAI 

MUUU34343CrUl 


■pc IOC 


33Z/3^ 


IOAA Ml ft rr-wlQ ^40*07 

1 y4o .u 1 0 .gz43_^z4y 3 y z 


a >ta a a c /ic a i t\ . nr\ ft 
MUUU 3 4 j 4iJJ .UUo 


PC IOC 


34yioi 


1 OAA DH1 rrrrA'X 7A017 1 

iy40.JrU 1 .gZ43_Z4y3Z 1 


A/CAAAC AC A AH .TJA^ 

MUUU34544JD:JbU3 


TJC 1QC 

.bo IVj 


33Uol<$ 


1 O/I A "DAO n,r*A 1 O/fO/f/IO 

i y4o .ruy .gz43_z4y44y 


A/TAAAC A C/1 A P.rAvl 

MUUU54544L:rU4 




30U/1 / 


1 OA A TJ1 7 rr-/1'2 T/10C77 

iy4o.r 1 / .gz4^_Z4y3 / / 


A/TAAAC /f C/1 CP.DAO 

MUUU34343L/:JDUy 


TJC 1 OC 


CCCCA0 

3333UZ 


10/17 A1A/*rr/17 1C7C2Q 

1 y 4 / . A 1 U .gZ4 3_Z3 3 3 d y 


A /T A A AC /IC /I CT\ -T3 A A 

MUUU j 4 343JD .E/U4 


PC 10< 


CA1 AA£ 
3D14UO 


10A7 A1A iytA^ 0**2 AA7 
1 y4 / J\ 14 .gZ43_Z3 3 0U3 


Ayf AAAC/1 CC2TVT7AO 

MUUU34333lJ.iiUy 


PC IOC 


C 1 <7A7 
313 /U/ 


1 0A7 n77 n>rA1 "idlll 
iy4 / .VJZZ.gZ43 -J Z33 /3 / 


A/TAAAC/I CCC A -UfAO 

MUUU j 43 3 jA.riUy 


PC IOC 
Eo iyD 


C«AQC7 

33Uy3Z 


1 QA7 TAA tT*rA1 7*7AftQ 
1 y 4 / .1U0 .gZ43__Z3 34 o 3 


A/f A A A C A C C C Tl ' A7 

MUUU34333JJ.tAJ.3 


tjc IOC 


CCA7A^ 
33UZ40 


10>17TA1 nrrAI 7CJ/IA/I 
1 y4 / . J U 1 .gZ43_Z3 34U4 


M0.00545fifiD-frOR 

IVAv \J\J J*t <J \J\JiJ . VJ \J O 


F^ 10S 




1Q47P91 cttA^ 


M00054567C:B03 


ES 195 


556065 


1948.A04.gz43_249738 


M00054567C:D09 


ES 195 


550403 


1948.A07.gz43_249786 


M00054568A:G02 


ES 195 


549716 


1948.A14.gz43_249898 


M00054568A:H03 


ES 195 


549858 


1948A16.gz43_249930 


M00054568B:A07 


ES 195 


554793 


1948A17.gz43_249946 


M00054568C:D06 


ES 195 


450963 


1948.A21.gz43_250010 
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Eo XNO 


L/iusteruj 


SequenceName 


1YJ.UV/U J 4 * J O O V/ .VJ 1 Z. 


FQ 1Q5 
Ho 1V3 


33 /030 


i 104R A7^ ordl O^AHAO 
1 y 1 * o ..rVZ O , gZ43_Z3 UU4Z 




FQ 1Q5 
Ho 1^3 


*fO0013 


1048 P07 <ry/l^ 9407nft 
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M000S457ftA Ffl9 
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S40^07 
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FQ 10S 
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FQ 105 
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Ho X73 
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MAAA54^77P«nA* 


FQ 105 

no iy3 


33UU33 


104ft F13 cttAI 9/10ftftA 
1 y45 .H 1 3 .gZ43_Z4y ooO 


1Y1VUU343 /4V^.I>1 1 


FQ 105 
Ho iyj 


30Z/Z3 


104ft nfil rrT/ll 9A0A0A 
1 y'+o .UU 1 .gZ43_Z4yoy 0 


imaaa^4574tvfi i 
iviuuu343 /4LJ.r 1 1 


PC 105 
HO ly3 


33y^UU 


1 y4o . \J 1 U .gZ43 — Z4y o4U 


MAAAS4575 A -"RAA 
iVlUUU3'*-3 / 3AJ3UO 


FQ 105 
Ho 1^3 


30UUOU 


IQAft f^17 fr^/tQ 9/10ft79 
iy*f5.VJlZ.gZ43_Z4y5 /z 


MAAA54575P:* A A7 
1V1UUU343 / JD.AU / 


FQ 105 
Ho 15/3 


^£7A£Q 
30Z40y 


1 QAft ri1 ^ nvAl O/IQQ^A 

iy45.vjio.gz43_Z4yy3o 


iviuuu343 /ojj.laj / 


FQ 105 
no 15^3 


^7ftAi n 

3 /OOIU 


104ft TA7 ctvAl 94Q714 
1 V45 .1UZ .gZ43_Z4y / 1 4 


"M'AAA^A<'7'7Tl« A AO 

JV1UUU343 / /n.Auy 


Ho iyj 


CCQ70Q 

33o/Zy 


i y4o .ii 3 ,gz4i_z4y ©yu 


JV1UUU343 / /D.rUl 


T7Q 105 
HO 1V3 


3uyzuz 


i y4o .11 y .gz4i_z4yy oo 


JV1UUU343 /yA.OlU 


ho iy3 


33U5U4 


lO/fft \T(Y1 e***A1 O/IOT^JO 

1 y4o . JS.U3 ,gz43__Z4y / 3 z 


1V1UUU343 /yx5.\^l 1 


T3C 1Q5 

ho iy3 


434ZU3 


i y4 5 . jvu / .gz43_Z4y /y o 


JV1UUU343 /yjD.JL/lU 


"DC 1 CK 

ho iy3 


333 /4y 


1 y4o . JvUo .gz43_24y o 1 z 


JV1UUU343 /yu.Aiu 


ho iyj 


CC0G/Y7 

33zyu / 


iy4o. Jvl 1 .gZ4i_Z4y5oU 


1V1UUU343 /yu.u\)o 


re 1 Q< 

Ho iy3 


7 1 i£f\r\ 

3130UU 


iy4o.ivio.gz43_z4yy /z 


A/fAAA^A^ftA a «T5i i 

iVlUUU343oUA..Dl 1 


Ho iy3 


3Z54U4 


iy4o.JVZl .gZ43_Z3UUZU 


A^AAA^A^ftA a -Pi a 

ivlUUU3435UA.L/lU 


T7C 105 

no iy3 


/too no 
4yzuy 


L y 4 5 . KZZ .gZ43_Z 3 UU3 D 


iv/taaa^a <c a a .nn^ 
JVlUUU343oUA.LJU3 


TJC 1 Q^ 

no iy3 


^^G^ 1 ft 
33U3lo 


iy4o.lvZ3 .gZ43_Z3UU3Z 


TV/TAAA^A^ftA a -tiaa 
IVIUUU 343 OUA.UU4 


EC 1 QC 

Ho iy3 


3 /UZ45 


104ft 1^74 cnAI O^AA^ft 
iy45.JVZ4.gZ43 Z3UU05 


\AAAA5A^ft 1 u« aai 

1YIUUU34jo1U.AU I 


TJC 1QC 
CO 17 J 


33y /3Z 


1 04ft "MYV> mAl 9407 1 ft 
iy45.1VlUZ.gZ43_Z4y / 1 5 


TV/fAAA^A^ftm-nAQ i 

ivlUUU343o iD.UVD 


Ho iy3 


CC/Y2Q7 

33U3y / 


104ft A4"A4 rrrAI 0/IQT^A 
1 y 4 o . 1V1U4 .gZ43_Z4y / 3 U 


ivlUUU343 o lU.vJ 1 U 


Ho iy3 


^^nft7A 
33U5 /4 


1 04ft A>TA^ o-»4Q 9407^^ 
iy45.1VlU3 ,gZ43_Z4y /OO 


A/fAAA^4^ft irvpi 7 

ivlUUu343o 


FQ 10*5 
Ho 1V3 


333UUU 


1 Q4ft A>T1 A (tvAT. 940ft4£ 
li''f5.1VllU.gZ*f3 z^fysn-o 


\yfnnn^/i^fi i tvdai 

iVlUUU3435 LU.UV) 1 


T7Q 1Q<» 

Ho iy3 


330455 


1 04ft A4 1 1 frT47 0AQft^7 
iy45.ivll 1 .gZ43_Z4y50Z 


A>f aaa^ 45 ft 1 n «tja4 

IviU U U3 43 5 I U . HU4 


T7Q 10^ 

Ho iy3 


330330 


104ft 1V4 17 crvAl 940ft7ft 
iy45.1VllZ.gZ43_Z4y5 /5 


1V1UUU3435 lU.Vjv/Z 


FQ 10^ 

Ho iy3 


33U511 


104ft A413 crrA'X ?4Qft04 
iy 4 0 .1V1 1 3 .gZH- 3_Z4y 5y4 


Mnnn^A^fto a- a a* 

1V1U U U3 43 0 Z A. AU3 


no iy3 


^£ft/i£7 
30540/ 


1 Q4ft lVyfl 4 »«»4^ 9400 1 A 
1 y4 5 .1V1 14.gZ43_Z4y y 1 u 


lvlUUU343oZA.AU / 


13Q 1G5 

Ho iy3 


34yyy4 


1 04ft TV/T1 ^ ttvAl 94009/; 

i y45 ,ivi 1 3 .gz43_ Z4yyzo 


aa aaa^^si a ^aa 
MUUU343o3A.r>U4 


no iy3 


33U1U0 


104ftXT1^ rr-rAQ OAOftO^ 

iy4o.iN 13 .gz43_Z4yoy3 


iva AAA^A^ft^ a -"pa* 

iYlUUU343o3A.rU3 


Ho iy3 


33U0y4 


104ft Ml 4 (¥941 94001 1 
1 y4o .IN 14.gZ43_Z4yy 1 1 


iv/taaa ^ a ^ ft i n -v A4 

lVlUUU343o31y.nU4 


FQ 10^ 

Ho iy3 


3y*t30 1 


104ft nAI aiAl 94Q7A4 
1 y45 . \J\J 1 .gZ43_Z4y / U4 


iv/fAAA^4^ft4 a • a at 

JVLUUU343 54A.AU / 


no iy3 


347730 


lOAft CifYX n-jAI OAOT?^ 
1 y45 . UU3 .gZ43_Z4y / 3 0 


A/fAAA5A<ftA A -"Dm 
MUUU343 o4 A.oU J 


no iy3 


33351Z 


lOAQ AOS n^AI 0AQ7/^ft 
iy4o.UU3 .gZ43_Z4y /Oo 


M00054584BAOT 


no i7J 


554887 


1Q48O10ffz4^ 949848 


M00054584B:G03 


ES195 


572249 


1948.0 13. gz43_249896 


M00054584D:C01 


ES 195 


466020 


1948.0 17.gz43_249960 


M00054585A.E07 


ES 195 


160320 


1948.O21.gz43_250024 


M00054586A:F05 


ES 195 


550662 


1948.P19.gz43_249993 


M00054586C:H02 


ES 195 


560751 


1957.A05.gz43_250138 


M00054586D:A03 


ES 195 


559857 


1957.A06.gz43_250154 
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M00054586D:G01 


ES 195 


559419 


1957A09.gz43_250202 


M00054587A:A08 


ES 195 


558413 


1957A13.gz43_250266 


M00054587A:F06 


ES 195 


471181 


1957A16.gz43_250314 


M00054587A:F09 


ES 195 


452506 


1957A18.gz43_250346 


M00054587B:F06 


ES 195 


562174 


1957.A23.gz43_250426 


M00054587C:G02 


ES 195 


535129 


1957.B03.gz43_250107 


M00054587D:D04 


ES195 


550322 


1957.B05.gz43_250139 


M00054588A:G08 


ES 195 


550855 


1957.Bll.gz43_250235 


M00054588B:B12 


ES 195 


553331 


1957.B13.gz43_250267 


M00054588C:F04 


ES 195 


550217 


1957.B19.gz43_250363 


M00054589A:D09 


ES 195 


555920 


1957.C04.gz43_250124 


M00054589AE05 


ES 195 


477097 


1957.C05.gz43_250140 


M00054589BA07 


ES 195 


446164 


1957.C06.gz43_250156 


M00054589B:F05 


ES 195 


551463 


1957.C10.gz43_250220 


M00054589B:G10 j 


ES 195 


43656 


1957.C13.gz43_250268 


M00054589C:G11 


ES 195 


427723 


1957.C18.gz43_250348 


M00054589D:C06 


ES 195 


556376 


1957.C20.gz43_250380 


M00054590AA01 


ES 195 


447311 


1957.C23.gz43_250428 


M00054590AC10 


ES 195 i 


553755 


1957.D02.gz43_250093 


M00054590AE02 


ES 195 


550594 


1957.D03.gz43_250109 


M00054590B:B11 


ES 195 


550088 


1957.D06.gz43_250157 


M00054590CA03 


ES 195 


498827 


1 957.D08.gz43_2501 89 


M00054590D:B01 


ES 195 


550084 


1957.D16.gz43_250317 


M0005459OD:C12 


ES 195 


551975 


1957.D18.gz43_250349 


M00054591CA01 


ES 195 ! 


550044 


1957.E04.gz43_250126 


M00054591C:H09 


ES 195 


554764 


1957.E06.gz43_250158 


M00054591D:G11 


ES 195 


550886 


1957.Ell.gz43_250238 


M00054592A:D09 


ES 195 


550315 


1957.E17.gz43_250334 


M00054592CA05 


ES 195 


549964 


1957.E20.gz43_250382 


M00054593AD01 


ES 195 


547509 


1957.F03.gz43_250111 


M00054593B:B03 


ES 195 


473859 


1957.F09.gz43_250207 


M00054593B:E03 


ES 195 


557970 


1957.F12.gz43_250255 


M00054593D:B11 


ES 195 


550153 


1957.F18.gz43_250351 


M00054594AD04 


ES 195 


561836 


1957.G01.gz43_250080 


M00054594C:E06 


ES 195 


498777 


1957.GO8.gz43_250192 


M00054595BA11 


ES 195 


161489 


1957.G20.gz43_250384 


M00054595B:C12 


ES 195 


560357 


1957.G23.gz43_250432 


M00054595B:H09 


ES 195 


| 485431 


1957.H06.gz43_250161 


M00054595C:G06 


ES 195 


549665 


1957.H12.gz43_250257 


M00054595DA10 


ES 195 


485029 


1957.H18.gz43_250353 


M00054596AG11 


ES 195 


549731 


1957.H24.gz43_250449 


M00054596B:C01 


ES 195 


447356 


1957.104.gz43_250130 


M00054596CA06 


ES 195 


451594 


1957.11 l.gz43_250242 


M00054596C:F09 


ES 195 


549609 


1957.114.gz43_250290 
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M00054596C:F10 


ES 195 


455298 


1957.115.gz43_250306 


M00054596C:G09 


ES 195 


561130 


1957.117.gz43_250338 


M00054597A:A07 


ES 195 


467035 


1957.123.gz43_250434 


M00054597A:C11 


ES 195 


558332 


1957J01.gz43_250083 


M00054597A:D08 


ES 195 


558981 


1957.J02.gz43_250099 


M00054597A:G08 


ES 195 


549781 


1957J03.gz43_2501 15 


M00054597B:F09 


ES 195 


493622 


1957.J08.gz43 250195 


M00054597D:E12 


ES 195 


461718 


1957J17.gz43_250339 


M00054597D:F08 


ES 195 


449649 


1957.J19.gz43 250371 


M00054599B:A12 


ES 195 


446783 


1957.K18.gz43 250356 


M00054599B:C06 


ES 195 


549228 


1957.K20.gz43 250388 


M00054599B:F09 


ES 195 


549611 


1957.K23.gz43 250436 


M00054599C:E05 


ES 195 


561593 


1957X06.gz43_250165 


M00054599D:B07 


ES 195 


559883 


1957.L08 .gz43_250 1 97 


M00054600A:G12 


ES 195 


559554 


1957.L17.gz43_250341 


M00054600A:H03 


ES 195 


549816 


1957.L18.gz43_250357 


M00054600C:B10 


ES 195 


459581 


1957.L20.gz43 250389 


M00054600C:D03 


ES 195 


554193 


1957.L22.gz43_250421 


M00054600D:H07 


ES 195 


554869 


1957.M08.gz43_250198 


M00054601A:E08 


ES 195 ; 


555949 


1957.M09.gz43_250214 


M00054601B:D08 


ES 195 ! 


446503 


1957.M12.gz43_250262 


M00054602A.B03 


ES 195 


550085 


1957.M23 .gz43_250438 


M00054602A:E06 


ES 195 i 


416884 


1957.N05.gz43_250151 


M00054602C:B06 


ES 195 


547509 


1957.N15.gz43__250311 


M00054602C:C12 


ES 195 


487176 


1957.N16.gz43_250327 


M00054602DA06 


ES 195 


562722 


1957.N20.gz43 250391 


M00054603A:G06 


ES 195 


552907 


1957.O07.gz43_250 1 84 


M00054603A:G12 


ES 195 


552913 


1957.O09.gz43_250216 


M00054603B:B04 


ES 195 


526733 


1957.01 l.gz43 250248 


M00054603B:C09 


ES 195 


447308 


1957.0 13. gz43_250280 


M00054603B:G08 


ES 195 


356058 


1957.016.gz43 250328 


M00054603C:G09 


ES 195 


408130 


1957.O18.gz43_250360 


M00054603D:B02 


ES 195 


552121 


1957.O20.gz43_250392 


M00054604C:B05 


ES 195 


562529 


1957.P07.gz43_250185 


M00054604C:F03 


ES 195 


549599 


1 957.P 12.gz43__250265 


M00054604D:A04 


ES 195 


563514 


1957.P15.gz43_250313 


M00054605A:A03 


ES 195 


558927 


1957.P18.gz43_250361 


M00054605B:F10 


ES195 


460493 


1957.P24.gz43J50457 


M00054605B:G01 


ES195 


549649 


1958A02.gz43_250474 


M00054605C:A04 


ES 195 


. 548864 


1958.A05.gz43_250522 


M00054605C:D03 


ES 195 


188753 


1958.A06.gz43_250538 


M00054605C:H02 


ES 195 


549810 


1958A09.gz43_250586 


M00054606A:A03 


ES 195 


! 449994 


1958A13.gz43_250650 


M00054606A:D02 


ES195 


562508 


1958.A16.gz43_250698 
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M00054606C:B06 


ES 195 


549131 


1958.A23.gz43__250810 


M00054606C:E04 


ES 195 


549481 


1958.B01.gz43_250459 


M00054606D:B05 


ES 195 


557190 


1958.B02.gz43_250475 


M00054607A:B06 


ES 195 


560862 


1958.B05.gz43_250523 


M00054607A:G02 


ES 195 


552823 


1958.B07.gz43 250555 


M00054608B:D08 


ES 195 


490393 


1958.B19.gz43 250747 


M00054608C:H04 


ES 195 


549889 


1958.B24.gz43_250827 


M00054609AD01 


ES 195 


423947 


1958 C05 ez43 250524 


M00054609AF01 


ES 195 


561892 


1958.C08.gz43 250572 


M00054609A:H04 


ES 195 


549912 


1958.C09.gz43_250588 


M00054609B:E01 


ES 195 


556530 


1958.C12.gz43J250636 


M00054609B:H11 


ES 195 


507349 


1958.C13.gz43_250652 


M00054609CG06 


ES 195 


549779 


1958.C17.gz43 250716 


M00054609DE12 


ES 195 


490152 


1958.C22.gz43 250796 


M00054609DH06 


ES 195 


549829 


1958 C24 ez43 250828 


M00054610AE05 


ES 195 


558332 


1958.D05.gz43_250525 


M00054611BF12 


ES 195 


549626 


1958.E13.gz43 250654 


M00054611B:G09 


ES 195 


478511 


1958.E14.gz43_250670 


M00054611CC02 


ES 195 


561144 


1958.E16.gz43_250702 


M00054611CE01 

at a v v/ i a x « .xw\/ x 


ES 195 


555660 


1958.E18.gz43 250734 


M00054612A:D12 


ES 195 


549347 


1958.F08.gz43_250575 


M00054612B:B11 


ES 195 


549114 


1958.F10.gz43_250607 


M00054612BE02 


ES 195 


488108 


1958.F12.gz43_250639 


M00054612DB12 


ES 195 


552364 


1958.F22.gz43 250799 


M00054613AD07 


ES 195 


550177 


1958.G06.gz43 250544 


M00054613B:H04 


ES 195 


550018 


1958.Gll.gz43 250624 


M00054613DH09 


ES 195 


553028 


1958 G21 ez43 250784 










M00054614AG11 


ES 196 


557559 


1958 G24 ez43 250832 


M00054614BE01 

ITAv V V/ ^/ ■ V/ X i-X^ « V/ X 


ES 196 


405042 


1958 HOI ez43 250465 


M00054615BE03 

XTXWV*/ ¥^Y/ X Xm^ 9 MmJ\/ 


ES 196 


497477 


1958H16ez43 250705 


M00054615C:D09 


ES 196 


557947 


1958.H23.gz43 250817 


M00054616AH01 

irXW VW^rX/ X x/A Jk*A- XV/ X 


ES 196 


553758 


1958.115. gz43 250690 


M00054616AH03 


ES 196 


481360 


1958 116 ez43 250706 


M00054616DC10 

XT XV/ W*y b^X/ X VJ^ ♦ X V# 


ES 196 


552418 


1958.J01.gz43 250467 


M00054616DG09 


ES 196 


549739 


1958 J03 ez43 250499 


M00054616DH06 


ES 196 


513115 


1958 JOS ez43 250531 


M00054617A:C07 


ES 196 


553453 


1958J08.gz43_250579 


M00054617B:A09 


ES 196 


548965 


1958J10.gz43_250611 


M00054617B:C05 


ES196 


549233 


1958.J12.gz43_250643 


M00054617B:D06 


ES 196 


549388 


1958.J13.gz43_250659 


M00054618B:B04 


ES 196 


549122 


1958.K06.gz43_250548 


M00054618C:H02 


ES196 


555371 


1958.K14.gz43_250676 


M00054618D:D04 


ES 196 


552437 


1958.K16.gz43_250708 
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M00054618D.E06 


ES 196 


490890 


1958.K19.gz43_250756 


M00054618D:E11 


ES 196 


451009 


1958.K20.gz43_250772 


M00054619A:C05 


ES 196 


447913 


1958.K24.gz43_250836 


M00054619C:F04 


ES 196 


554036 


1958.L09.gz43_250597 


M00054619D:C10 


ES 196 


562749 


1958.L12.gz43_250645 


M00054620A:C09 


ES 196 


553204 


1958.L15.gz43 250693 


M00054620B:B10 


ES 196 


552194 


1958.L20.gz43 250773 


M00054620C:C08 


ES 196 


448276 


1958L22cz43 250805 


M00054620C:C12 


ES 196 


560491 


1958 L23 ez43 250821 


M00054620D:D06 


ES 196 


561116 


1958 M03 ez43 250502 


M00054620D:D11 


ES 196 


473111 


1958M04ez43 250518 


M00054620D:F11 


ES 196 


556896 


1958.M06.gz43 250550 


M00054620D:G11 


ES 196 


395411 


1958M07sz43 250566 


M00054621B:A10 


ES 196 


548859 


1958.M13.gz43 250662 


M00054621C:G03 


ES 196 


451025 


1958.M20.gz43 250774 


M00054621D:A10 


ES 196 


518049 


1958.M24.gz43 250838 


M00054621D:C06 


ES 196 


558642 


1958.N01.gz43J250471 


M00054621D:D11 


ES 196 


549320 


1958.N02.gz43J250487 


M00054622A:D06 


ES 196 


27480 


1 95 8 .N07.gz43_25 05 67 


M00054622A:H01 


ES 196 


561068 


1958.N08.gz43 250583 


M00054622B:F05 


ES 196 


491644 


1958.N10.gz43 250615 


M00054622B:H09 


ES 196 


556308 


1958.N12.gz43 250647 


M00054622D:C02 


ES 196 


562932 


1958.N18.gz43 250743 


M00054622D:D10 


ES 196 


551463 


1958.N20.gz43 250775 


M00054622D:F05 


ES 196 


485504 


1958.N21.gz43 250791 


M00054622D:G11 


ES 196 


556835 


19'58.N22.gz43 250807 


M00054622D:H03 


ES 196 


453864 


1958.N23.gz43 250823 


M00054623B:B11 


ES 196 


556424 


1958.O06.gz43 250552 


M00054623C:E09 


ES 196 


558175 


1958.O09.gz43 250600 


M00054623D:C12 


ES 196 


551305 


1958 012 ez43 250648 


M00054624A:B11 


ES 196 


550164 


1958 016 ez43 250712 


M00054624B:G10 


ES 196 


559938 


1958 021 ez43 250792 


M00054624D:B06 


ES 196 


554810 


1958 023 ez43 250824 


M00054625A:D07 


ES 196 


558103 


1958P04ez43 250521 


M00054625A:E05 


ES 196 


557199 


1958.P05.gz43 250537 


M00054625B:B02 


ES 196 


551250 


1958.P07.gz43 250569 


M00054625D:F06 


ES 196 


562712 


1958P21ez43 250793 

X ✓ v «X ^* X tf^JL* W ***** w r ✓ *✓ 


M00054625D:H07 


ES 196 


461734 


1958.P22.gz43_250809 


M00054627A:B08 


ES 196 


556790 


1959.A20.gz43_254083 


M00054628C:G11 


ES 196 


557559 


1959.C14.gz43_253989 


M00054629C:G06 


ES 196 


555923 


1959.D08.gz43_253894 


M00054630A-.D08 


ES 196 


562541 


1959.D17.gz43_254038 


M00054630B:A06 


ES 196 | 


551975 


1959.D19.gz43_254070 


M00054631D:C02 


ES 196 


552092 


1959.F03.gz43_253816 
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M00054635B:G05 


ES 196 


268197 


1959.H16.gz43_254026 


M00054638D:F02 


ES 196 


555949 


1959.K24.gz43J254157 


M00054640B:C05 


ES 196 


549210 


1959.M04.gz43_253839 


M00054642D:F11 


ES 196 


549516 


1959.N22.gz43_254128 


M00054643B:G09 


ES 196 


552618 


1959.O10.gz43_253937 


M00054644B:F02 


ES 196 


557345 


1959.P08.gz43J253906 


M00054644D:F11 


ES 196 


549624 


1959.P20.gz43_254098 


M00054647D:H02 


ES 196 


502683 


1960.B23.gz43 254516 


M00054648C:H10 


ES 196 


450867 


1960.C12.gz43J254341 


M00054650A:B08 


ES 196 


410667 


1960.D12.gz43 254342 


M00054651D:D02 


ES 196 


452662 


1960.E24.gz43_254535 


M00054652BA04 


ES 196 


387728 


1 960.F04.gz43_2542 16 


M00054656CE10 


ES 196 


561590 


1960.I07.gz43 254267 


M00054657D:E05 


ES 196 


551531 


1960Jll.gz43 254332 


M00054661AB03 


ES 196 


193991 


1960.L03.gz43 254206 


M00054661DA07 


ES 196 


551065 


1960.L12.gz43J254350 


M00054663D:D09 


ES 196 


466851 


1960.M24.gz43_254543 


M00054664D:A01 


ES 196 


264575 


1960.N14.gz43_254384 


M00054668A:D01 


ES 196 


450624 


1969.A10.gz43_254691 


M00054670D:F10 


ES 196 


556424 


1 969.B2 1 .gz43_254868 


M00054671A:H07 


ES 196 


579481 


1969.C07.gz43_254645 


M00054671D:A12 


ES 196 


573733 


1969.C24.gz43 254917 


M00054672C:F01 


ES 196 


140763 


1969.D20.gz43_254854 


M00054673BG08 


ES 196 


551845 


1969.E09.gz43 254679 


M00054674B:B03 


ES 196 


551269 


1969.F03.gz43 254584 


M00054677D:H08 


ES 196 


556959 


1969.102.gz43_254571 


M00054683D:F01 


ES 196 


551630 


1969.M04.gz43_254607 


M00054685D:D09 


ES 196 


415326 


1969.N1 l.gz43_254720 


M00054689C:B11 


ES 196 


557935 


1970A03.gz43 263422 


M00054689DE12 


ES 196 


551527 


1970.A06.gz43_263470 


M00054690B:B02 


ES 196 


559389 


1970.A14.gz43_263598 


M00054690B:D10 


ES 196 


552418 


1970.A16.gz43 263630 


M00054690D:G03 


ES 196 


549388 


1970.B04.gz43_263439 


M00054692B:C06 


ES 196 


550330 


1970.B20.gz43 263695 


M00054692BD01 


ES 196 


420686 


1970.B21.gz43 263711 


M00054692C:B02 


ES 196 


42994 


1970.B23.gz43_263743 


M00054692D:F09 


ES 196 


479208 


1970.B24.gz43_263759 


M00054693AC09 


ES196 


551243 


1970.C05.gz43_263456 


M00054693A:E06 


ES 196 


558938 


1970.C08.gz43_263504 


M00054693B:B01 


ES 196 


559036 


1970.C09.gz43_263520 


M00054693C:A02 


ES 196 


549995 


1970.C14.gz43_263600 


M00054693D:A05 


ES 196 


551150 


1970.C18.gz43_263664 


M00054693D:A08 


ES196 


448332 


1970.C19.gz43_263680 


M00054693D:C04 


ES 196 


450755 


1970.C20.gz43_263696 
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M00054695AA12 


ES 196 


552051 


1970.D08.gz43_263505 


M00054696B:H11 


ES 196 


553128 


1970.E06.gz43_263474 


M00054697A:E03 


ES 196 


552649 


1970.E12.gz43_263570 


M00054697A:G06 


ES 196 


562216 


1970.E14.gz43_263602 


M00054697C:E11 


ES 196 


552581 


1970.E21.gz43_263714 


M00054699A:G01 


ES 196 


584499 


1970.F15.gz43_263619 


M00054699B:A05 


ES 196 


551996 


1970.F16.gz43_263635 


M00054699B:F05 


ES 196 


552733 


1970.F18.gz43_263667 


M00054699CA04 


ES196 


551995 


1970.F21.gz43_263715 


M00054699D:A12 


ES 196 


552055 


1970.G02.gz43_263412 


M00054700AB03 


ES 196 


552254 


1970.G04.gz43_263444 


M00054700A:F12 


ES 196 


552733 


1970.G06.gz43_263476 


M00054701D:H05 


ES 196 


555255 


1970.G23.gz43_263748 


M00054702AC06 


ES 196 


556896 


1970.H01.gz43_263397 


M00054702AF03 j 


ES 196 


483141 


1970.H02.gz43_263413 


M00054702A:H03 


ES 196 


509202 


1970.H03.gz43_263429 


M00054702C:G06 


ES 196 


551754 


1970.H09.gz43_263525 


M00054702D:E07 


ES 196 : 


389201 


1970.H12.gz43_263573 


M00054702D:F05 


ES 196 


452392 


1970.H14.gz43_263605 


M00054702D:H10 


ES 196 


549945 


1970.H16.gz43_263637 


M00054703C:F01 


ES 196 


521552 


1970.H22.gz43_263733 


M00054703D:E07 


ES 196 


549238 


1970.101. gz43_263398 


M00054703D:F04 


ES 196 


561434 


1970.102.gz43_263414 


M00054704B:B11 


ES 196 


549038 


1970.106.gz43_263478 


M00054704D:F02 


ES 196 


552682 


1970.112.gz43_263574 


M00054705B:C08 


ES 196 


552314 


1970.114.gz43_263606 


M00054705B:D02 


ES 196 


527679 


1970.116.gz43_263638 


M00054705B:E04 


ES 196 


498454 


1970J18.gz43_263670 


M00054705C-.B02 


ES 196 


475730 


1970.121.gz43_263718 


M00054705C:D11 


ES 196 


554477 


1970.124.gz43_263766 


M00054705D:G03 


ES 196 


184995 


1970J03.gz43_263431 


M00054706A:G10 


ES 196 


491827 


1970.J09.gz43_263527 


M00054706B:F10 


ES 196 


562884 


1970.J15.gz43_263623 


M00054706CA04 


ES 196 


551955 


1970J17.gz43_263655 


M00054706C:B12 


ES 196 


550053 


1970J19.gz43_263687 


M00054706D-.B03 


ES196 


553358 


1970.J22.gz43_263735 


M00054707B:B08 


ES 196 


453708 


1970.K02.gz43_263416 


M00054707C:D02 


ES 196 


549151 


1970.K06.gz43_263480 


M00054707C-.G07 


ES196 


552894 


1970.K09.gz43_263528 


M00054708A:F11 


ES 196 


552686 


1970.K12.gz43_263576 


M00054708B:F04 


ES 196 


391511 


1970.K16.gz43_263640 


M00054709AA10 


ES196 


560317 


1970.K24.gz43_263768 


M00054710B-.B10 


ES196 


j 552197 


1970.L17.gz43_263657 


M00054710CA12 


ES 196 


558768 


! 1970.L22.gz43_263737 
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M00054710D:A02 


ES 196 


551941 


1970.M01 .gz43_263402 


M00054711A:B05 


ES 196 


553685 


1970.M05.gz43J263466 


M00054711C:A08 


ES 196 i 


552073 


1970.M1 l.gz43_263562 


M00054712C:A04 


ES 196 | 


558046 


1970.N01.gz43_263403 


M00054712C:C07 


ES 196 


549557 


1970.N05.gz43_263467 


M00054713B:B10 


ES 196 


551479 


1970.N14.gz43_26361 1 


M00054713C:D07 


ES 196 


553938 


1970.N18.gz43_263675 


M00054714A:C05 


ES 196 


430917 


1970.00 l.gz43_263404 


M00054714BJF05 


ES 196 


32021 


1970.O06.gz43_263484 


M00054714C:E01 


ES 196 


552625 


1970.O09.gz43_263532 


M00054715A:C06 


ES 196 


452559 


1970.O15.gz43_263628 


M00054715A:G02 


ES 196 


550975 


1970.O17.gz43_263660 


M00054715C:D05 


ES 196 


451032 


1970.O23.gz43_263756 


M00054715C:D11 


ES 196 


419281 


1970.O24.gz43_263772 


M00054715D:E11 


ES 196 


552598 


1970.P07.gz43_263501 


M00054715D:F09 


ES 196 


583641 


1970.P08.gz43_263517 


M00054716B:D06 


ES 196 


490393 


1970.P16.gz43_263645 


M00054716D:D03 ! 


ES 196 


552497 


1970.P23.gz43_263757 


M00054717A:A03 


ES 196 


552086 


1 97 1 .AO 1 .gz43_246992 


M00054717A:C07 


ES 196 


549550 


1971 .A03 .gz43_247024 


M00054717A:G09 


ES 196 


450278 


1 971 . A06.gz43_247072 


M00054717C:G07 


ES 196 


554913 


1 97 1 .A18.gz43_247264 


M00054718A:D11 


ES 196 


555571 


1 97 1 . A24.gz43J247360 


M00054718BD03 


ES 196 


555837 


1971 .B05.gz43_247057 


M00054719AA02 


ES 196 


552028 


1971.B13.gz43 247185 


M00054719A:H06 


ES 196 


553012 


1971.B16.gz43_247233 


M00054720C:A01 


ES 196 


553123 


1971.D01.gz43_246995 


M00054720C:G10 


ES 196 


557714 


197LD05.gz43_247059 


M00054720C:H01 


ES 196 


561313 


1 97 1 .D06.gz43_247075 


M00054721C:D11 


ES 196 


446999 


1971.E05.gz43_247060 


M00054722C:D01 


ES 196 


450410 


1971.F05.gz43_247061 


M00054722D:C08 


ES 196 


553316 


1971.F09.gz43_247125 


M00054724A:G02 


ES 196 


421959 


1971.G14.gz43_247206 


M00054724B:F06 


ES 196 


551826 


1971.G18.gz43_247270 


M00054724D:C05 


ES 196 


561636 


1971.H01.gz43_246999 


M00054724D:G12 


ES 196 


553805 


1971.H07.gz43_247095 


M00054725A:A03 


ES 196 


448136 


1971.H09.gz43_247127 


M00054725A:A05 


ES 196 


551096 


1971.H10.gz43J247143 


M00054725A:F09 


ES 196 


555491 


197LHll.gz43_247159 


M00054725A:H06 


ES 196 


86175 


197LH12.gz43_247175 


M00054725B:G12 


ES 196 


555676 


! 1971.H19.gz43_247287 


M00054725D:F04 


ES 196 


553731 


1971.104.gz43_247048 


M00054726A:B11 


ES196 


552933 


1971.107.gz43_247096 


M00054726A:D02 


ES 196 


555818 


1971.109.gz43_247128 
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M00054726AE01 


ES 197 


551487 


1971 110 2z43 247144 


M00054726BF08 


ES 197 


553739 


1971 116 ez43 247240 


M00054726BF09 


ES 197 


557747 


1971 T17fT743 2477S6 

17 / i .11 / »E^£»r*/ z.*r / AtJ\j 


M00054726C D 1 0 


ES 197 

J-'kJ 17 / 


449035 


1971 T21 j*743 747370 

1 ✓ / X .X£> X .^Zi*TJ Art 1 J4.\J 


M00054726CE07 


ES 197 

X^kJ 17/ 


574771 


1971 177 *r743 747336 

1 7 / 1 . x£*£* .tLcrTj ATT / DD\J 


M00054727AB12 


ES 197 


553264 


1 97 1 J09 ffz43 247 1 29 


M00054727DC06 


ES 197 


496772 


1971 KOI pz43 247002 

X 7 / X .XWX tjSjZtTJ £*T I UUA 


M00054778RC10 

1VXWV/«7*T / ZiOJU.Vl V 


FS 197 


5S7356 


1 97 1 K09 &743 747 1 3 0 

X 7 / X . JW7 ,^6TJ Ztt i IJ\J 


M00054728r-B08 


ES 197 


559113 


1971 1C13 **z43 247194 

17 / l.l\lJ.g£>'TJ Z.*T / 17*T 


M00054728DR07 


FS 197 


554048 

-7«7*TV/tO 


1971 K18^43 247274 


M00054729R-A08 


ES 197 

JUJ 17 / 


484043 


1971 L05 ^743 247067 


M00054779RR03 


FS 197 

XwO 17 / 


5S7476 

J J / *taV7 


1971 T 06 az43 747083 

X 7 / X .XjvrU.gZrt J iit /VOJ 


M00054779R -F06 


FS 197 

ijj 17/ 


4S1812 

TJ lOlL 


1971 T 09 Q743 747131 

17 / X .JjV/7 .^Zit J .fc.*T / 1J1 


M00054729CC08 


ES 197 

X^k7 17 / 


561830 

JU1UJV 


1971 L12 ffz43 247179 

X 7 / X . -1— ' 1 ■>-' 'T~)' m J ^/ t / 1 / 7 


M00054729r *G07 


ES 197 

Urw 17 / 


562263 


1971 LI 5 az43 247227 

17/ l.L(lJ.g£i7J ^>T / Z>Z> / 


M00054729DD05 


ES 197 

Jwk7 171 


550315 

<J J\JJ 1*7 


1971 L18 pz43 247275 

17/1 .lw X <7 ,ftZ<*T«y , * 


M00054730BF11 


ES 197 


559380 

%/«7 -7 -7 UU 


1971 Mil ez43 247164 

X^ I X .J. VI 1 1 »ftZi*T>7 [ i 


M0005473 1 AD07 


ES 197 


452488 


1971 N05 fxz43 247069 

17/1 .1^1 V/«7 . iL£sT~J Z*T 1 V7VJ7 


M00054731RC17 


FS 197 

JL/lJ 17 / 


5^3310 

•JUJmJ 1 V7 


1971 N13 ^743 247197 

17/1 .1^1 1«/ .gAitJ Z.*T / 17 / 


M00054731RD04 


ES 197 

i— /kJ X7 / 


448453 


1971 N14 ffz43 247213 

17 / l.lllT .fjyZttJ A*T t At X «7 


M0005473 1 R(r07 

iyxv/vjv/.7"t / j J.U. vj v/z. 


FS 197 

X-fkJ 17 / 


553751 


1971N17&743 247261 

1 7 / X .1^1 X / .gt.*tJ a.*t / Z.17 X 


M0005473 1 r-Hi 7 

lYlvUV/«7*t / O 1L>.I11^ 


FS 197 


553869 

JJJOU7 


1971 N74 &z43 247373 


M0005473 1 1VH1 1 

1Y1UUWJ*T /J 11/. 1X1 1 


FS 197 

XZtO 17 / 


715005 


1971 004^743 747054 


M00054737 A R07 


FS 197 

1vl7 17/ 


561379 

U / 7 


1971 006^743 247086 

17 / 1 .V/VV/.gZTTJ Z.*T/V/0»J 


M00054734RC06 


FS 197 

J-/u 17/ 


5 S6654 

J «/V/vU*T 


1971 P10 cz43 247151 

17/ X.l lV.gZi*TJ i»*T / Ul 


M00054734R(t1 0 

iVXUU\/J*T / •7 fc rX/.Vj iv 


FS 197 

XJ/O 17 ( 


549788 


1971 PI 5 a743 747731 
17/ i.ru.g&tj it / z< j i 


M00054734C-A07 


FS 197 

JCrO 17/ 


5S3108 


1971 PI 7 ot43 747763 

17/1 .X 1 / .g£.*t J Zp*T / 


M0005473 5 A G09 


FS 197 


557686 


1971 P74 f»r43 747375 


M00054736RH03 


FS 197 

XjlJ 17 / 


577377 


1 972 R1 3^743 747569 

17/Z,.JJl J.Jj£i*tJ Z,t/JU7 


M00054737RH1 1 

lVlUUUJt / «7 / XJ.XX1 X 


FS 197 

XJ/kJ 17 / 


556167 

J 1V7 / 


1 972 T05 crz43 747447 


Mooo54737r-Roi 


FS 197 


454186 


1Q77C06P743 7474S8 


M00054738RE12 


ES 197 

JbJ 17/ 


560782 


1972 C21 ©743 247698 

17/A.\yAil.g/itJ At / U70 


M0005473 8 1YF0 1 


FS 197 

Uk? 17 / 


558679 

JJOU / 7 


1977 D13 0743 747571 

17 f^.171 J.gLtJ Zt*T t J t X 


M 0005473 8DG07 


ES 197 

X^k7 17 / 


495832 


1972 D15 cz43 247603 

17 / Z>il71 JigZit J At / Uv J 


M00054739A*F07 


ES 197 

J— /l7 17 / 


555773 


1972 D24 ez43 247747 


M00054739CB12 


ES 197 


466235 


1972 E08 ez43 247492 


M00054739C:E05 


ES 197 


450142 


1972.E12.gz43_247556 


M00054740CM08 


ES 197 


493122 


1972.F15.gz43_247605 


M00054741C:D08 


ES 197 


493135 


1972.G15.gz43_247606 


M00054741D:C05 


ES 197 


551778 


1972.G19.gz43_247670 


M00054743A:C07 


ES 197 


424723 


1972.103.gz43_247416 


M00054743A:E04 


ES 197 


473455 


1972.104.gz43_247432 


M00054743C:E11 


ES 197 


452257 


1972.113.gz43_247576 
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ciiiqtpiTn 

VlUdlUli/ 


S wn i pn cpNFji m p 
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M00054743D:F04 


ES 197 


555077 


1972 119 ez43 247672 

A / » Mill / ■ f^Cj 1 —/ fa 1 t \J 1 6* 


M00054744AG10 


ES 197 


553834 


1972 J05 ez43 247449 


M00054744CD02 


ES 197 


587854 

«/0 / U«/*T 


1972J16ez43 247625 


M00054744DG02 

J.YJLV/ W»/~ # T^~X^«^>-> V*» 


ES 197 


557068 


1972 K03 ez43 247418 

17/ A» . AW J ,g^*TJ / *T 1 O 


M00054745CB12 


ES 197 


562793 

— ' \J£* 1 7*7 


1972 K15 ez43 247610 

17/A.l\.lJ,gi*TJ Z>T/U1U 


M00054745CH02 


ES 197 


557871 


1972K19ez43 247674 


M00054745DG09 


ES 197 


551441 

JJl *T*T 1 


1979 T 04 j*t43 9474^5 

17 / ^•lwV/*T.gA>t«7 A.*T/*T«7«7 


M00054746AH02 


FS 197 

IvkJ 17/ 


55Q4Q4 


1 979 T 09 0741 9475 1 5 

17//.,lj\/7.gZ l 4 tJ At/JlJ 


M00054746DF05 


ES 197 

lvkJ 17/ 


501459 


1979 T 99 £^7-43 94779^ 


M00054747DB05 


ES 197 

A-/0 17/ 


474309 


1 979 M24 0743 247756 


M00054748RG1 0 


ES 197 

Iju 17 / 


593753 


1 972 N1 3 a743 947581 


M00054748RFT09 


FS 197 

Awl? 17/ 


59909 


1979N14a743 947597 

17/ -£.XN l*t.gZ*t J_^*T /J7/ 


M00054750AF1 1 


FS 197 

IvO 17/ 


446997 


1 979 O06 <*743 947470 


M00054750A-G1 0 


FS 197 

AjO 17/ 


569391 


1 979 O09 ay43 9475 1 8 


M00054750TVF02 


FS 197 

XJlD 17/ 


557568 


1979 019 &z43 947566 


Mooos47sornoi 


FS 197 

IvO 1 7 # 


551457 

J«7«7*t«7 / 


1979 018f>743 947669 

17/£r.V/10.g£tJ it / UUi- 


M00054750DF01 


ES 197 


559215 


1972 P01 ez43 247391 

17/ At. A vr 1 iftfiU / J7 1 


M00054750DH12 


ES 197 


499517 

t77J 1 f 


1972 P03 ez43 247423 

17/ A .f^ErTJ X«~ / *Tit»«7 


M0005475 1 A • A05 


FS 197 

iJ/LJ A 7 / 


86145 


1972P04ffz43 247439 


M00054751RF12 

lVAV V/V/.7 *T / J 1 1J .JT 


FS 197 

JL/L7 17 # 


553702 


1972 PI 4^r43 247599 

17/ A lttf^TJ ArT / -777 


M00054751DG10 


FS 197 

JL/wJ 17/ 


553800 


1972P24P743 247759 

17/&.l£i"Tig£i , TJ Af"T / / J7 


M00054752AC12 


ES 197 

J_*0 17 I 


562451 


1981 A03 ffz43 247792 

1 7(3 A .AUJ .gtTtJ^jb^ * I 7Z> 


M00054752BH06 


ES 197 


495942 


1981 A10 ffz43 247904 

1701iAlV/.gb7J / 7v~ 


M00054753AA05 


ES 197 


554000 

J ~ V V/ V 


1981A18ez43 248032 


M00054753CH02 

1VA17 V7V/-/~ / JJuJlvL 


ES 197 

J—iiJ 17/ 


553918 


1981B08ffz43 247873 

17D1 .AJ\/U.g&<l>' X* • 1 VJ 1 mJ 


M00054753DA03 


ES 197 

JL/XJ A 7 # 


477046 


1981 B09 ffz43 247889 

170 A .AJV,/7.g£il«' A» i /W07 


M00054753Dd2 


ES 197 

JJnJ A7 / 


256179 


1981Bllffz43 247921 

17QliUllig£iU LT/yLl 


M00054753DH10 


ES 197 

Avkj 17/ 


553929 


1981 B13 ez43 247953 


M00054754BF04 


FS 197 

A-/C7 17/ 


558609 


1981B16cz43 248001 

1701 .AJ A\J.j^Z<l«J A 


A/f00054754f-H09 


FS 197 

JQO 17/ 


550580 


1981 B99 or43 948097 

170 1 iDaX.ka *tJ Z#*TOV/7 / 


M00054754TYF1 1 


FS 197 

EfO 17/ 


551691 


1981 C04 0743 947810 


M00054755A-F10 

IVHJUV7.7*T / JJA.JiJLU 


FS 197 

JuO 17/ 


493135 

77J A«7«7 


1981 C10&743 247906 

170 1 ■VlVtQtftJ fa" / 7\/U 


M00054755C-D04 


FS 197 

JCfO 17/ 


561419 


1981 C94 ^743 248130 

1 70 1 . V>Z»Lfi^<T«J fcTO 1 -/ V7 


M00054755TYF09 


FS 197 

CO 17/ 


569360 


1 98 1 D09 ^743 247779 

1701.1/V/Ai.g£i*tJ ti't t 1 1 Zs 


M0005475 5TVF05 


FS 197 

ivO 17/ 


513632 
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1993 C13 ez43 263968 


M00054855DG12 


ES 198 


557077 


1993C14ez43 263984 


M00054856A:F08 


ES 198 


554613 


1993.C20.gz43_264080 


M00054856D:E11 


ES 198 


560714 


1993.D05.gz43_263841 


M00054857A:B11 


ES 198 


554084 


1993.D09.gz43_263905 


M00054857A:G09 


ES 198 


554756 


1993.D14.gz43_263985 


M00054857A:G12 


ES 198 


554989 


1993.D15.gz43_264001 


M00054857B:D08 


ES 198 


593343 


1993.D19.gz43_264065 


M00054857C:G09 


ES 198 


555740 


1993.E02.gz43_263794 



827 



Table 13 



ClonelD 


ESNo 


Clii<7tpri~D 

V/X ltd IXyx AX7 


S fifl uenceNam e 


M00054857D:E12 


ES 198 


554500 


1993E07ez43 263874 


M00054858A:B05 


ES 198 


554497 


1993.E10.gz43 263922 


M00054858A:D06 


ES 198 


482306 


1993 E14 ez43 263986 


M00054858A:D08 


ES 198 


550714 


1993.E15.gz43 264002 


M00054858BA10 


ES 198 


451491 


1993 E18 ez43 264050 


M00054858DC04 


ES 198 


551212 


1993 F02 ez43 263795 


M00054859A-D10 


ES 198 


555968 

"w^ <+S -J ^ \J \J 


1993 F10 ez43 263923 


M00054859AE02 


ES 198 


\ 555667 


1993 Fll ez43 263939 


M00054859DD02 


ES 198 


557719 


1993 F24 ez43 264147 


M00054859DE01 


ES 198 


594013 


1993 G02 ez43 263796 


M00054859DE09 

lilVWwTUi/ ✓ X-^ » X*/ V/ S 


ES 198 


554456 


1993 G03 ez43 263812 


M00054859DG04 


ES 198 


557852 


1993 G05 ez43 263844 


M0Q054860BF11 


ES 198 


549481 


1993G16cz43 264020 


M00054860C-C04 


ES 198 


554221 


1993 G19 ez43 264068 


M00054860CE04 


ES 198 


497365 


1993 G21 ez43 264100 


M00054860CF01 

IVlUUV/JTOUUV/il V/x 


FS 198 


490629 


1993 G94 P743 264148 


M00054860DD01 


ES 198 


554257 


1993 H04 ffz43 263829 


M00054861BH08 


ES 198 


560259 


1993 H14 ez43 263989 


M00054861CE10 


ES 198 


551811 

x O x x 


1993 HI 8 ez43 264053 


M00054862CD05 


ES 198 


522507 


1993 107 ffz43 263878 


M00054862DD10 


ES 198 

X-/LJ X 7 VJ 


476843 


1993 113 ez43 263974 


M00054863AA11 


ES 198 


562962 


1993 115 ez43 264006 


M00054863DC07 


ES 198 


463060 

T U J V/ \J \J 


1993 123 ez43 264134 


M00054863DH05 


ES 198 

X>0 A 7V7 


554900 


1993 J01 ez43 263783 

177J.JUl.g£iTJ LuJ 1 U J 


M00054864BB02 


ES 198 


553295 


1993 J05 ez43 263847 


M00054864BD08 1 


ES 198 


501534 


1993 J08 ez43 263895 


M00054864CA01 

xVX V/ V/ V/ «7 7 VJ V/ T V> .xx V X 


ES 198 


519109 

•J X7 1V7 


1993 Jll ez43 263943 


M00054865A-A10 


ES 198 


462767 


1993 J20 ez43 264087 

177J l JLV/<g£iTJ \)i\J\jl 


M00054865BH04 


ES 198 


43642 


1993 K10 ez43 263928 


M00054865DF05 


ES 198 


394567 


1993 K16 ez43 264024 


M00054866BC01 


ES 198 


560254 


1993 L01 ez43 263785 


M00054866BG01 


ES 198 


408840 


1993L04ez43 263833 


M00054866C:G07 


ES 198 


595506 


1993.L10.gz43 263929 


M00054866DC03 


ES 198 


402742 


1993 L14 ez43 263993 


M00054867A:C07 


ES 198 


549320 


1993 L21 ez43 264105 


M00054867A:G01 


ES 198 


551591 


1993 L24 ez43 264153 


M00054867B-D02 


ES 198 

Xu\J X 7^7 


493303 


1993 M03 ez43 263818 


M00054867D:H03 


ES 198 


463513 


1993.M13.gz43_263978 


M00054868B:A05 


ES 198 


557974 


1993.M23.gz43_264138 


M00054868C:G11 


ES 198 


559027 


1993.N06.gz43_263867 


M00054869A:A09 


ES 198 


552396 


1993.N13.gz43_263979 


M00054869A:D03 


ES 198 


457825 


1993.N17.gz43_264043 


M00054869C:A05 


ES 198 


182113 


1993.O01.gz43_263788 


M00054869C:H04 


ES 198 


| 549946 


1993.O06.gz43_263868 
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M00054869D:F02 


ES 198 


594434 


1993.O10.gz43_263932 


M00054870A:D11 


ES 198 


549666 


1993.O13.gz43_263980 


M00054870B:A12 


ES 198 


553072 


1993.O17.gz43_264044 


M00054870B:G12 


ES 198 


555553 


1993.O21.gz43_264108 


M00054870C:C05 


ES 198 


522648 


1993.P03.gz43_263821 


M00054870CJE06 


ES 198 


556382 


1993.P04.gz43_263837 


M00054870D:G08 


ES 198 


555702 


1993.P10.gz43_263933 


M00054871A:C04 


ES 198 


390017 


1993.P14.gz43_263997 


M00054871A:E03 


ES 198 ! 


553582 


1993.P15.gz43_264013 


M0005487LAE07 


ES 198 


524464 


1993.P18.gz43_264061 


M00054871A:H07 


ES 198 


481641 


1993.P21.gz43_264109 


M00054871B:E10 


ES 198 


553586 


1993i>24.gz43_264157 


M00054871B:F06 


ES 198 


556839 


1994.A02.gz43_255715 


M00054872A:H10 


ES 198 


559531 


1994.A19.gz43_255987 


M00054873C:E09 


ES 198 


553636 


1994.B17.gz43_255956 


M00054877A:F01 


ES 198 


562243 


1994.E15.gz43_255927 


M00054878B:G03 


ES 198 


447483 


1994.F22.gz43_256040 


M00054885C:G06 


ES 198 | 


549391 


1994.K24.gz43_256077 


M00054887C:E09 


ES 198 ! 


558564 


1994.M12.gz43_255887 


M00054891D:D03 


ES 198 


556722 


1995.A01.gz43_256083 


M00054891D:H05 


ES 198 


557218 


1995.A03.gz43_256115 


M00054892C:G05 


ES 198 


555998 


1995A14.gz43_256291 


M00054892D:D06 


ES 198 


454812 


1995.A19.gz43_256371 


M00054893A:F08 


ES 198 


550047 


1995.B06.gz43_256164 


M00054893C:A06 


ES 198 


562106 


1995.B14.gz43J256292 


M00054893CA07 


ES 198 


554002 


1995.B15.gz43_256308 


M00054893C:B02 


ES 198 


556365 


1995.B16.gz43_256324 


M00054893C:E04 


ES 198 


551463 


1995.B20.gz43_256388 


M00054893C:G06 


ES 198 


474163 


1995.B22.gz43_256420 


M00054893D:D12 


ES 198 


556632 


1995.B24.gz43_256452 


M00054893D:F07 


ES 198 


550204 


1995.C02.gz43_256101 


M00054893D:G09 


ES 198 


562152 


1995.C03.gz43__256117 


M00054894A:F05 


ES 198 


469605 


1995.C06.gz43_256165 


M00054894C:B11 


ES 198 


556404 


1995.C12.gz43_256261 


M00054894D:F04 


ES 198 


446186 


1995,C15.gz43_256309 


M00054895B:A02 


ES 198 


558779 


1995.C23.gz43_256437 


M00054895B:A08 


ES 198 


596809 


1995.C24.gz43_256453 


M00054895B:D09 


ES 198 


447858 


1995.D05.gz43_256150 


M00054895C:B07 


ES 198 


82864 


1995.Dll.gz43_256246 


M00054895D:B02 


ES 198 


549228 


1995.D16.gz43_256326 


M00054895D:C10 


ES 198 


552122 


1995.D18.gz43_256358 


M00054896B:E09 


ES 198 


562672 


1995.E04.gz43_256135 


M00054896C:D08 


ES 198 


556725 


1995.E09.gz43_256215 


M00054896C:F01 


ES198 


451049 


1995.E10.gz43_256231 
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M00054896D:C01 


ES 198 


556499 


1995.E13.gz43_256279 


M00054896D:C11 


ES 198 


557326 


1995.E14.gz43_256295 


M00054896D:E11 


ES 198 


557283 


1995.E16.gz43_256327 


M00054897C:F03 


ES 198 


562679 


1995.F03.gz43_256120 


M00054897D:E08 


ES 198 


556804 


1995.F07.gz43 256184 


M00054898A:G09 


ES 198 


453715 


1995.F13.gz43_256280 


M00054898B:A03 


ES 198 


556328 


1995.F16.gz43_256328 


M00054898BD01 


ES 198 


549997 


1995.F20.gz43_256392 


M00054898B:D04 


ES 198 


458035 


1995.F21.gz43_256408 


M00054898D:H12 


ES 198 


543855 


1995.G03.gz43_256121 


M00054899A:D09 


ES 198 


460690 


1995.G05.gz43_256153 


M00054899C:D11 


ES 198 


553534 


1995.G16.gz43_256329 


M00054899D:C11 


ES 198 


558011 


1995.G20.gz43_256393 


M00054899D:F07 


ES 198 


555830 


1995.G23.gz43_256441 


M00054899D:G01 


ES 198 


561382 


1995.H01.gz43__256090 


M00054900BA09 


ES 198 


556362 


1995 .H05 .gz43_256 154 


M00054900BD08 


ES 198 


525429 


1995.H07.gz43J256186 


M00054900BD12 


ES 198 


559554 


1995.H08.gz43_256202 


M00054900BG10 


ES 198 


560668 


1995.H10.gz43 256234 


M00054900OB04 


ES 198 


559554 


1995.Hll.gz43 256250 


M00054900CC03 


ES 198 


516691 


1995H12ez43 256266 


M00054900C-D08 


ES 198 


556753 


1995.H13.gz43 256282 


M00054900DF11 


ES 198 


557004 


1995H16ez43 256330 


M00054900DG04 


ES 198 


561115 


1995.H17.gz43 256346 


M00054901AB04 


ES 198 


559088 


1995H20ez43 256394 


M00054901AF01 


ES 198 


555837 


1995.H21.gz43 256410 


M00054901AH11 


ES 198 


556169 


1995.H22.gz43 256426 


M00054901BH10 


ES 198 


556165 


1995.I03.gz43 256123 


M00054901CA04 


ES 198 


559088 


1 995 .104 .gz43_25 6139 


M00054901CG01 


ES 198 


553102 


1995.I07.gz43 256187 


M00054901DB01 


ES 198 


555260 

*S *S jL* \J \J 


1995.I10.gz43 256235 


M00054902B:G02 


ES 198 


595066 


1995.120.gz43_256395 


M00054902C:A12 


ES 198 


452182 


1995.121.gz43_256411 


M00054903A-G07 


ES 198 


555701 


1995J03.gz43_256124 










M00054903BA02 

J. tax/ w \y ^ I ^ V/ J—/ ,i W4« 


ES 199 


559113 


1995J04.gz43_256140 


M00054903CF03 


ES 199 


555785 


1995J10.gz43_256236 


M00054903C:G03 


ES 199 


549847 


1995.J13.gz43_256284 


M00054903C:G04 


ES 199 


558935 


1995.J14.gz43_256300 


M00054903D:B05 


ES 199 


555184 


1995J15.gz43_256316 


M00054903D:G01 


ES 199 


558177 


1995.J19.gz43_256380 


M00054903D:G10 


ES 199 


555967 


1995J21.gz43_256412 


M00054904A:F07 


ES 199 


554604 


1995.K02.gz43_256109 


M00054904A:H10 


ES 199 


549376 


1995.K03.gz43_256125 
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no iyy 
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PC 100 
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a/taaa</i OA4TVDA i 
muuu j4yu4JLJ.jDU i 


EC 100 

no iyy 


SCOA'JA 
DDyKJjO 
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iyyj ,i\.i4.gz4o_z do j\j i 


a>taaa<a qa/1TVI?A7 
MUUUD4yU4LJ.r U / 


PC 100 
Ho iyy 


/111 070 
411Z/Z 


1005 Tfl C.rrrrAQ 75A3A5 

i y y j . jv i o :gz4o__z d o j od 


MUUU34yU41/.OU4 


EC IAD 

no iyy 


jjoooo 


1005W7ArrrA3 7563Q7 

i y y j .iszu .gz4 j_z j o j y / 


AyiAA0540A6rvnA6 

MUUUj4yUOLJ.JJUO 


PC 100 

no iyy 


HyAADO 


1 QQ5 T A5 nvAl 75^158 


A/TAA A5 40A7 A 'FlA 1 
MUUU34yU /A.JJUl 


T7C 1Q0 

no iyy 




1QQ5 T Q8 »-zA3 75^70^ 

i y y j .Luo .gz** ^_z j ozuo 


a/faaa^40A7P«pa7 

MUUU 34yU / B.HU 1 


EO 100 

no iyy 


*foyuui 


1005 T 13 r*T>A3 75^78^ 

i y y «? .gz*fo_z j oz o o 


A>TAAA^40A7n«T?Ai 
MUUUD4yU/JtJ.rUl 


EC 100 

no iyy 


jyy /oo 


1 005 T 1 A rrvAT. 75A3H7 

iyyj'.i-ii4.gZ4j z jojuz 


Ayrooo54QA7r** a 1 7 
Muuu34yu / v^.aiz 


PC 100 

no iyy 


S^^Q^Q 
j j jy\jy 


1005 T 1^ ctjAI 75fi33A 


aiaa n 5 4007 p • r>A3 
muuu >4yu / Lr.UUo 


PC 100 

no iyy 


jJtZHO 


1Q05 T 18 «-yA3 7563^6 


Ayrooo540A7rvTv\i 

MUUUD4yU /U.LIU 1 


EC 1Q0 

£j iyy 


SSAOAA 


1005 T 77 <tt43 75^130 


Ajf AAA^/1QA8 A *T71 A 


PC 100 

no iyy 


«9990A 


1 Q05 A/TA3 o-t43 75^177 

i y y j .iviu j .gz*f j_z j □ i z / 


MUUU34yUoL/.AIU 


PC 100 
no iyy 


jjjUoZ 


1QQ5 A/T17 ,T.r/13 75i?351 

lyyj.Mi / .gz4j_zjoj j i 


AyrAAA^/ioACTV A A7 
MUUUD4yUoLJ.AU / 


PC 100 
Ho Iyy 


jjojAO 


1 0Q5 "MA7 avA^ 75^1 1 7 

i y y j .in uz .gz £ fj_z j o 1 1 z 


a>taaa</1oi a A ui o 
MUUU D4y 1 UA.Xi.iz 


PC 1QO 

no iyy 


DuZH-yz 


1 005 AJQ8 CT743 7567Q8 

i y y j .in uo .gzH-3_z jozuo 


MUUUj4y lUo.rU / 


PC 1 oo 
Ho iyy 


joi jZj 


1 005 "MAO nvA'X 75^774 

i y y j .in uy .gz £ *o_z j ozz^f 


aaaaa</iqi atvea/i 
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jjj / 50 
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PC 1 OQ 

Ho iyy 


JJ4/4/ 


1 005 AJ73 rr-y/13 756448 
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aaaaa^/IQoi 
JVIUUU D4yZ 1 CLrUo 


"PC 1 QO 

Ho iyy 
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4yjjOD 


1 005 "M74 w-743 756464 

i yy j .iNZ £ t.gz*f j^z jo £ fo*f 


MUUUD4yzZA.v>l 1 


PC 1 QO 

Ho iyy 


33U/1U 


1 0Q5 HA3 rvr43 756170 

i y y j .uuj .gz4 j__z jo i zy 


TVjTAAA</I077E<. A AO 

JVIUUU j4yZZx5.AUo 


PC 1 OO 

Ho iyy 




1005 HA8 c*t43 7567H0 

i y y j .L/U5 .gz*to__z jozuy 
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MUUU349zzl3 . A 1 U 


EC 1 OQ 
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lDUo^y 
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MUUU->4yzzc:Ai l 
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1QQ5ni4n<y43 756305 

iyyj.v/i4.gz4J zjojvj 


HJTAAACA AOOTV A AT 

MUUU34yzzii: AU / 


EC 1 QQ 

Ho iyy 


A71 1 ^7 
4/11DZ 


1005 A18 fT«r43 756360 

i y y j aj 1 5 .gz4 j__z j oooy 


XAAAA5/1077 A .XIAO 

MUUUj4yZoA.riUZ 


PC 1 QQ 

Ho iyy 


AA'J&'XQ 
4H-/Ojy 


1005 074 0^43 756465 
1 y y D ,v/Z4 .gz*t J_Z J 0*r O J 


AAAAA5AQ77TV A AO 

MUUUj4yZoD.AUo 


PC 100 

Ho iyy 


jozj /y 


1005 PA6 ot43 756178 
iyyj.r^uo.gz*fj_zjQi /5 


muu u J 4y Z d U . U U4 
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no iyy 


S^QI 18 
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jozyoy 
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M00054928A-C11 


ES 199 
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1996.B20.gz43_256796 


M00054930D:D04 


ES199 


558024 


1996.D13.gz43_256686 


M00054931C:F10 


ES 199 


549171 


1996.E06.gz43_256575 


M00054933AJI09 


ES199 


44608 


1996.F18.gz43_256768 


M00054933B:C02 


ES 199 
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1996.F20.gz43_256800 
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ES 199 


555739 


1996.118.gz43_256771 


M00054936C:B08 


ES199 
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ES 200 


553915 


2007.Pll.gz43_257820 


M00055000B:B04 


ES 200 


555883 


2007.P12.gz43_257836 


M00055000B:F02 


ES200 


553732 


2007.P13.gz43_257852 


M00055000C:F08 


ES 200 


549516 


2007P17.gz43_257916 


M00055000D:C03 


ES 200 


557531 


2007.P19.gz43_257948 


M00055001AA02 


ES 200 


591128 


2007.P24.gz43_258028 


M00055001A:B10 


ES 200 


553064 


2008.A02.gz43_258047 
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ESNo 
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M00055001A:GO5 


ES 200 


554693 


2008A09ez43 258159 


M00055001B:H05 


ES 200 


552613 


2008 A14 cz43 258239 


M00055001CA11 

± »x w *j \J\J X V> ml- x J- x 


ES 200 


553967 


2008 A15 ez43 258255 


M00055001CC10 


ES 200 


335714 


2008 A17 ez43 258287 


M00055001C:G07 


ES 200 

UW V/ \J 


549690 


2008 A18 ez43 258303 


M00055002B:E07 


ES 200 


549912 


2008 B03 ez43 258064 


M00055002B:GO3 


ES 200 


556042 

mm/ mm/ VV 1-W 


2008 B05 ez43 258096 


M00055002D:A07 


ES 200 


554379 


2008 Bll ez43 258192 


M00055002D:E04 


ES 200 


562550 


2008B12sz43 258208 


M00055003AD05 


ES 200 


553191 


2008 B15 ez43 258256 


M00055003AD11 


ES 200 


437580 


2008 B16 ez43 258272 


M00055003A:G04 


ES 200 


555949 


2008 B18 ez43 258304 


M00055003AH01 


ES 200 


601219 


2008B19sz43 258320 


M00055003BE07 


ES 200 


555639 


2008 B21 ez43 258352 


M00055003B-G11 


ES 200 


558744 


2008 B23 ez43 258384 


M00055003OE08 


ES 200 


559011 


2008 C04 sz43 258081 


M00055O03DF09 


ES 200 


134237 


2008 C09 ez43 258161 

XiUU O , Vv 7 ,giiT J XJUXU1 


M00055004BC12 


ES 200 

1X> x» w 


557326 


2008 C16 ffz43 258273 


M00055005AC07 


ES 200 


552006 


2008 D02 ez43 258050 


M00055005AE02 


ES 200 


555701 


2008 D04 ez43 258082 


M00055005C-G04 


ES 200 


556616 


2008 D16 sz43 258274 


MGG055005DB08 


ES 200 1 


460445 


2008 D17 sz43 258290 


M00055005DC1 1 


ES 200 


555289 


2008 D18 cz43 258306 


M00055005DG04 


ES 200 


553523 


2008 D22 ez43 258370 


M00055006AD01 


ES 200 


559676 


2008E02ez43 258051 


M00055006RA09 


ES 200 


558212 


2008 E05 ez43 258099 

ZiVwOdJVJ.gLTJ X«/UV7x 


M00055006BC08 


FS 200 


552674 


2008 E07 ffz43 258131 


M00055006RF05 


FS 200 


347057 


2008E10az43 258179 


M00055006BG03 


ES 200 

XjO ju\j\J 


557026 


2008 Ell ez43 258195 


M00055007CD01 


ES 200 


34381 


2008.F08.gz43 258148 


M00055007DD11 


ES 200 


480960 


2008 F13 ez43 258228 


M00055008BE08 


ES 200 


550497 


2008 F18 ez43 258308 


M00055008BF03 


ES 200 


522762 


2008 F19 sz43 258324 


M00055008BF04 


ES 200 


558530 


2008 F20 sz43 258340 


M00055008CF09 


ES 200 

JL-f U X>\X w 


551444 


2008.G03.gz43 258069 


MO0055O08CH1O 


ES 200 


554932 


2008 G05 ez43 258101 

X>V/\# U • V# « &U 1 «y n\+mmJ VJ X V X 


M00055008DA02 


ES 200 


554015 


2008 G06 ez43 258117 


M00055008D:E02 


ES200 


556041 


2008.G12.gz43_258213 


M00055008D:F05 


ES200 


560563 


2008.G13.gz43_258229 


M00055008D:F12 


ES200 


. 449314 


2008.G14.gz43_258245 


M00055008D:H11 


ES200 


22308 


2008.G18.gz43_258309 


M00055009C:A07 


ES200 


554040 


2008.H02.gz43_258054 


M00055009C:F06 


ES 200 


549195 


2008.H08.gz43_258150 


M00055009C:F07 


ES200 


594994 


2008 .H09.gz43_258 166 
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1 ESNo 


ClusterED 
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M00055009D:D12 


ES200 


558378 


2008.H10.gz43_258182 


M00055OlOA:B07 


ES 200 


| 552977 


2008.H17.gz43_258294 


M00055010A:H05 


ES 200 


551656 


2008.H20.gz43_258342 


M00055010B:A06 


ES 200 


460169 


2008.H22.gz43_258374 


M00055010B:C11 


ES 200 


497513 


2008.H24.gz43_258406 


M00055010C:C10 


ES 200 


597780 


2008.I06.gz43 258119 


M00055010D:A02 


ES 200 


555371 


2008.I09.gz43 258167 


M00055010D:D08 


ES 200 


555512 


2008.I13.gz43 258231 


M0005501OD:E08 


ES 200 


555658 


2008.114.gz43_258247 


M00055010D:F11 


ES 200 


600021 


2008.I15.gz43 258263 


M00055011A:B11 


ES 200 


362109 


2008.1 17.gz43_258295 


M00055011A:C06 


ES200 


559464 


2008.118.gz43_258311 


M00055011A:F06 


ES 200 


556998 


2008.121.gz43_258359 


M00055011A:G07 


ES 200 


557115 


2008I22.gz43_258375 


M00055011A:G12 


ES 200 


495984 


2008.123.gz43_258391 


M00055011B:D08 


ES 200 


549864 


2008J01.gz43 258040 


M00055011B:F09 


ES 200 


557308 


2008J02.gz43 258056 


M00055011C:E04 


ES 200 


548858 


2008. JOS .gz43_258 104 


M00055011D:G03 


ES 200 


557025 


2008.J09.gz43 258168 


M00055012B:A10 


ES 200 


556320 


2008.J17.gz43 258296 


M00055012BH12 


ES 200 


476438 


2008J21.gz43 258360 


M00055013B:B07 


ES 200 


497086 


2008.K10.gz43_258185 


M00055013B:H01 


ES 200 


516018 


2008.K14.gz43 258249 


M00055014B:C12 


ES 200 


556611 


2008.L04.gz43 258090 


M00055014B:E08 


ES 200 


605117 


2008.L05.gz43 258106 


M00055014C:F05 


ES 200 


554084 


2008.L08.gz43 258154 


M00055014CF11 


ES 200 1 


143207 


2008.L09.gz43 258170 


M00055014D:A11 


ES 200 


451118 


2008.L1 l.gz43 258202 


M00055015A:C08 


ES 200 


556530 


2008.L12.gz43 258218 


M00055015A:E04 


ES 200 


143218 


2008.L13.gz43 258234 


M00055015B:A04 


ES 200 


556266 


2008.L17.gz43_258298 


M00055015B:E09 


ES 200 


560097 


2008.L21.gz43 258362 


M00055015D:C09 


ES 200 


560525 


2008.M05.gz43_258107 


M00055015D:D06 


ES 200 


562945 


2008.M07.gz43_258 139 


M00055015D:G05 


ES 200 


557059 


2008.Mll.gz43_258203 


M00055016A:E04 


ES 200 


604859 


2008.M14.gz43_258251 


M00055016B:E02 


ES 200 


494300 


2008.M17.gz43_258299 


M00055016C:F11 


ES 200 


557000 


2008.M20.gz43_258347 


M00055016C:G04 


ES 200 


557308 


2008.M21.gz43_258363 


M00055016D:C07 


ES 200 


555967 


2008.N01.gz43_258044 


M00055016D:C11 


ES 200 


549723 


2008.N02.gz43_258060 


M00055017A:A11 


ES 200 


411113 


2008.N06.gz43_258124 


M00055017C:C12 


ES 200 


556616 


2008.N13.gz43_258236 


M00055017C:D05 


ES 200 


450010 


2008.N14.gz43_258252 
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ESNo 


ClusterED 


S eauenceName 

U VUUWUWi ^ UU1V 


M00055017D:D05 


ES200 


453908 


2008.N17.gz43 258300 


M00055017D:E04 


ES200 


556790 


2008.N19.gz43 258332 


M00055017D:E08 


ES 200 


554245 


2008.N20.gz43 258348 


M00055018C:C06 


ES200 


495942 


2008.O07.gz43 258141 


M00055018D:D01 


ES 200 


604179 


2008 Oil ez43 258205 

A> w V V * A X • T\ A**/ VP A* w ^ 


M00055018D:E05 


ES 200 


524897 


2008 012 ez43 258221 


M00055018D:H03 


ES 200 


551268 


2008 016 cz43 258285 

AWwww»V/ C iTW AV^f wAVVI*' 


M00055019B:B11 


ES 200 


556488 


2008 P01 ez43 258046 


M00055019B:H10 


ES 200 


557240 


2008 P03 ez43 258078 


M00055019C:C01 


ES 200 


556115 


2008P04ez43 258094 

■A>w\/w*A VTtKu ***** V/ «^ 


M00055019C:G06 


ES 200 


557121 


2008 P08 ez43 258158 


M00055019D:B02 


ES 200 


556487 


2008JPll.gz43_258206 


M00055019D:B11 


ES 200 


556490 


2008P12ez43 258222 

A*www*A A A* w 7 *** »f * 


M00055020A:G11 


ES 200 


562142 


2008P20ez43 258350 


M00055020B:C12 


ES 200 


608873 


2017 A02 ez43 258433 


M00055020D:G06 


ES 200 


557910 


2017.B02.gz43 258434 


M00055021A:F08 


ES 200 


610986 


2017.B05.gz43 258482 


M00055021B:G09 


ES 200 


450059 


2017.B14.gz43 258626 


M00055021D:F06 


ES 200 


549114 


2017.B22.gz43J258754 


M00055022B:F07 


ES 200 


557759 


2017.C09.gz43 258547 


M00055022C:B12 


ES 200 


557353 


2017.C14.gz43 258627 


M00055023C:G11 


ES 200 


561935 


2017.D08.gz43_258532 


M00055023D:G02 


ES 200 


557049 


2017.D10.gz43 258564 


M00055024A:B04 


ES 200 


481930 


2017.Dll.gz43 258580 


M00055024A:C07 


ES 200 


560898 


2017D14ez43 258628 


M00055024B:E02 


ES 200 


508671 


2017D18ez43 258692 

A> w A # « X^ X VJ miSJLmTmr mmf** 9 Vf w ^ A* 


M00055024BE03 


ES 200 


561868 


2017D19sz43 258708 


M00055024BE06 


ES 200 


529356 


2017D21sz43 258740 

X* w X / » A*' A* X * *~ ***** V m * w 


M00055024B:F02 


ES 200 


556933 


2017 D22 ez43 258756 


M00055024D:E09 


ES 200 


551884 


2017 E05 ez43 258485 


M00055024D:F07 


ES 200 


559447 


2017E06sz43 258501 


M00055024D:G09 


ES 200 


550815 


2017E07ez43 258517 


M00055025A:D11 


ES 200 


560250 


2017.E10.gz43 258565 


M00055025BA03 

XT A w WW W V*rf«^ Jb# «X lv«/ 


ES 200 


550986 

-*S \J *S \J VP 


2017 Ell ez43 258581 

A> w X # «XV X X ' f\ iv a**/ ww 7 V# X 


M00055026AG08 


ES200 

1VU A* w w 


322123 


2017F06sz43 258502 


M00055026CE07 


ES 200 


552891 


2017 F16 sz43 258662 

<m w x / , x l v,cXi !•/ \j \j \yx> 


M00055026DE12 

XT Aw V v *^ w A^ * 1 # X X* 


ES 200 1 

A* W w 


556856 


2017.F19.gz43 258710 


M00055027A:D03 


ES 200 


447438 


2017.F21.gz43_258742 


M00055027A:E04 


ES 200 


494314 


2017.F22.gz43_258758 


M00055027A:H02 


ES 200 


557975 


2017.G01.gz43_258423 


M00055027C:G06 


ES 200 


524100 


2017.G09.gz43_258551 


M00055027D:E08 


ES 200 


454483 


2017.G16.gz43_258663 


M00055028C:D05 


ES 200 


390017 


2017.H04.gz43_258472 


M00055028D:A08 


ES200 


556258 


2017.H06.gz43_258504 
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ESNo 


ClusterlD 


S eauenceName 


M00055028D:E10 


ES 200 


560294 


2017.H10.gz43 258568 


M00055029A:A02 


ES200 


560621 


2017.Hll.gz43 258584 


M00055029C:D05 


ES 200 


557603 


2017.I02.gz43 258441 


M00055030B:E03 


ES200 


549599 


2017.11 l.gz43 258585 


M00055030B:H07 


ES200 


461850 


2017.I14.gz43 258633 


M00055031B:E02 


ES 200 


561301 


2017.J06.gz43 258506 


M00055031BE05 


ES 200 


557733 


2017 J08 ez43 258538 


M00055031BH08 


ES 200 


558004 

mJ mJ \J \J V/ 1^ 


2017 Jll ez43 258586 


M00055031CB11 


ES 200 


552848 


2017J14ez43 258634 


M00055032BD08 


ES 200 

XV x* w w 


561279 


2017.K06.gz43 258507 


M00055032DB06 


ES 200 


454014 


2017K16ez43 258667 


M00055033BH01 


ES 200 


562590 


2017.L12.gz43 258604 


M00055033OA08 


ES 200 

XVkJ A* w w 


557283 


2017 L13 ez43 258620 


M00055033DD03 


ES 200 


557010 


2017L19ez43 258716 


M00055033DG0 1 


ES 200 


557883 


2017L21ez43 258748 


M00055034AG01 


ES 200 


460078 


2017 L23 ez43 258780 


M00055034BG04 


ES 200 


523495 


2017 M03 ez43 258461 


M00055034DA10 


ES 200 


556458 


2017 M13 ez43 258621 


M00055035B-D11 


ES 200 

XwkJ X>\SVS 


408586 


2017 M22 ez43 258765 


M00055035CG10 


ES 200 


555651 


2017N07ez43 258526 

W X # .X T \/ * il-J Xfa-r U«yX.Vy 


M00055035DE07 


ES 200 

iiW X* w W 


556852 


2017N09ez43 258558 


M00055035DF09 


ES 200 


558755 


2017.N12.gz43 258606 


M00055036AH10 


ES 200 


456183 

w x w *./ 


2017N18ez43 258702 










M00055036BH02 


ES 201 


561836 

w V X w v 


2017.N23.gz43 258782 


M00055036CG10 


ES 201 


491127 


2017 O02 ez43 258447 


M00055037CD01 


ES 201 


557578 


2017.O18.gz43 258703 


M00055038AH08 


ES 201 


134734 


2017P07ez43 258528 


M00055039AG06 


ES 201 


561438 


2018 A03 ez43 264190 


M00055039BE02 


ES 201 


555660 


• 2018A07sz43 264254 


M00055039BG11 


ES 201 


555993 


2018A08ez43 264270 

x»v/ x w^xxw .&**r«/ Xv\/ » x# / v/ 


M00055039BG11 


ES 201 


555993 


2018A08.gz43 264654 


M00055039BH10 


ES 201 


601365 


2018A09.gz43 264286 


M00055039CB05 


ES 201 


529733 


2018 All ez43 264318 


M00055039CD11 


ES 201 


397338 


2018A12 ez43 264718 


M00055039D-D07 


ES 201 


561259 


2018.A15.gz43 264382 


M00055039D-D07 


ES 201 


561259 


2018 A15 ez43 264766 


M00055040A:C02 


ES 201 


555399 


2018.A17.gz43_264414 


M00055040A:C02 


ES 201 


555399 


2018A17.gz43_264798 


M00055040A:F01 


ES 201 


555883 


2018.A18.gz43_264430 


M00055040B:F02 


ES 201 


555751 


2018.A22.gz43_264878 


M00055040C:G08 


ES 201 


447815 


2018.A23.gz43_264510 


M000S5O4OD:B05 


ES 201 


555160 


2018.A24.gz43_264910 


M00055040D:G05 


ES 201 


561761 


2018.B02.gz43_264175 
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FS No 


VslUold XX/ 


S p m i f*n /*piNTsi in f» 


M00055041AC02 


ES201 


555340 


2018 B05 ez43 264223 


M00055041B:B06 


ES 201 


417274 


2018 B08 ez43 264655 


M00055041BC10 


ES 201 


551711 


2018B09ez43 264671 


M00055041B:D11 


ES 201 


555524 


2018 B10 ez43 264303 


M00055041BD11 

1TJLW w*/^ w^T X X^ » X/ X X 


ES201 


555524 


2018 B10 ez43 264687 


M00055041BF04 


ES 201 


561994 


2018 B13 fz43 264735 


M00055041CC10 


ES 201 


554149 


2018 B17 ez43 264799 


M00055041OH12 


ES201 


470617 


2018 B22 cz43 264495 


M00055041DB07 


ES 201 


555250 


2018 B23 ez43 264895 


M00055042AD09 


ES 201 


561901 


2018 C07 ez43 264256 


M00055042AF07 

ITIUUU J JVTU X.X V/ / 


ES201 


551328 


2018 C08 ez43 264656 


M00055042BB09 


ES201 


549008 


2018 C10 ez43 264304 


M00055042B E02 


ES 201 


555708 


2018 C12 ez43 264336 


M00055042B-E05 ! 


ES201 


448098 


2018 C13 ez43 264736 


M00055042BE08 


ES 201 

XvO £*\J X 


450765 


2018ri4az43 264368 


M00055042BF08 


FS 701 

XvkJ X.V/ X { 


450765 


2018ri4ffz43 964752 


M00055042CB05 


FS 201 


555172 


2018P16&z43 264400 


M00055049CF04 


FS 701 


55180S 


2018 PI 9^743 964839 

Z.UlO.Ul/.gLtJ Z.UTOJZ, 


M00055042DG03 


FS 201 

x>o ^» v/ X 


555940 


2018 C21 ez43 264864 


M00055042DH07 


FS 201 


493588 


2018r22oz43 264880 


M0005S043AB06 


FS 901 


555173 


201 8 P94 w43 9649 1 9 

1 O . Wi-t ,^*t J ^Ut71£ 


M00055043B-B01 


FS 201 


555213 


2018D07az43 264641 


M00055043RO01 


FS 201 


551714 


9018 D08 *>743 964273 


M0005S043i>ni o 

1VX v UUJJ U*rJi/ .L/1U 


FS 901 

JGO ^vl 


5S8954 

JJOZrJt 


9018 D13 <r^43 964737 


M0005 ^0431^07 


FS 901 


^553356 

JJJJJU 


9018D14f*743 264753 


M00055044AA0R 


FS 901 


569Q49 


9018D17<*743 964417 


M00055044AO09 


FS 901 

XvO £rV/X 


450755 


2018D18t>z43 264817 


M 00055044R-F 1 9 

1YXVV7V J_/\y*T*T JJ.X 1Z. 


FS 901 

XjO 1 


54Q444 


9018 D91 P743 964865 


M00055045A-C06 


FS 201 


561911 

JU1711 


2018 F08 oz43 264658 


M00055045AF03 f 


FS 201 


555771 

JmJJ fix 


2018 E10 ez43 264306 


M00055045AF12 


ES 201 


553850 


2018 Ell ez43 264322 


M00055045BA04 


ES 201 


559699 


2018 E12 ez43 264338 


M00055045R-A04 


FS 201 

XJO £*\J X 


559699 


2018 El 2 ez43 264722 


M00055045R- A 1 9 


FS 901 


347486 


2018 F1 3 sz43 264738 


M0005 5045R-rOR 


FS 901 


560790 


9018F14O743 264370 


M00055045RC0R 


FS 201 


560720 


^ 2018F14ez43 264754 


M000S5045r-F09 


FS 201 


555892 

J JJ07L 


2018E18cz43 264818 


M00055045C:H05 


ES201 


556158 


2018.E19.gz43_264450 


M00055045D:A01 


ES201 


108755 


2018.E21.gz43_264482 


M00055045D:A07 


ES201 


551578 


2018£22.gz43_264882 


M00055045D:D01 


ES201 


446664 


2018.E24.gz43_264914 


M00055045D:F10 


ES201 


561838 


2018.F02.gz43_264179 


M00055046A:D06 


ES 201 


562585 


2018.F05.gz43_264227 


M00055046B.C07 


ES201 


375380 


2018.F09.gz43_264291 
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M00055046B:C12 


ES 201 


557546 


2018F10ez43 264307 


M00055046B:D02 


ES 201 


559052 


2018 Fll ez43 264707 


M00055046B:E08 


ES 201 


557420 


2018 F13 ez43 264739 


M00055046B:F06 


ES 201 


491799 


2018 F14 ez43 264755 


M00055046OC05 


ES 201 


558389 


2018 Fl 8 ez43 264435 


M00055046CE07 


ES 201 


488970 


2018 F21 ffz43 264867 


M00055046CE11 


ES 201 


514418 


2018 F23 ez43 264515 


M00055046CG10 


ES 201 


551641 


2018 F24 cz43 264915 


M00055047AE07 


ES 201 


557735 


2018 Gil ^743 264324 


M00055047AH04 


ES 201 


558007 


2018 G13 ffz43 264740 


M00055047AH05 

1T1 V V V«/ v T 9 J. X.X IVu 1 


ES 201 


558120 


2018 G14 cz43 264372 


M00055047A:H05 


ES 201 


558120 


2018 G14 cz43 264756 


M00055047BA10 


ES 201 


557326 


2018 G15 2z43 264388 


M00055047BB03 


ES 201 


289316 


2018G16ez43 264404 


M00055047BB10 


ES 201 


553603 


2018G17ez43 264804 


M00055047B-C03 1 


ES 201 


551793 


2018 G18 ez43 264820 
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±\i\j\j j ivj/ii/iv/j 


ES 202 


559955 


2029 K23 ez43 265672 


M00055105DB06 


ES 202 


552704 


2029 L07 2z43 265417 


M00055106AE04 


ES 202 

X-rL_J £>UZi 


560575 


2029 L15 ez43 265545 


M00055106PB06 


FS 202 


454499 


2029 L22 ffz43 265657 


M0005S1 09CG1 0 


FS 902 


45552Q 


2029 O01 *r743 765324 

Z*\J£*^ .\y\J X ,g6TJ Z>V7«7«/Z>*T 


mooossi ioaco3 


ES 202 

Xjl7 £*\J£t 


561426 


2029 O08 ffz43 265436 


mooossi ioacos 


FS 70? 

XJO Z*\J£* 




2029 O09 az43 265452 


TMO0OSS1 1 1 AF10 


FS 90? 

XwO L\J£. . 


JU<v / TO 


?029P01i?z43 265325 


M000SS1 1 1CB07 


FS 202 

XJO 




2029 P05 oz43 265389 


M000SS1 1 1DF10 

L\1\J\J\JJ J 1 X IX-/. X Xvl 


FS ?07 

XwO Z.v/< 


JJ.O I mJ*S 


2029 PI 6 ffz43 265565 


13A-G08 


FS ?0? 

XwO X>uz< 


5678?? 


7030 All frz43 265854 


M000551 13RF07 


FS ?0? 


S6?714 


2030A12ffz43 265870 


mooossi 13P-fo9 


FS ?0? 


SS1734 


2030A14&743 265902 


MO0O5<51 14AF02 


FS 202 


561741 

J \J X / ■ X 


2030A18cz43 265966 

jit V J v <A X D igLT J ibuJ \J\J 


M000551 15CF04 

lVlVV V7.7 J J. Xv/V^aX \7 I 


ES 202 


549948 


2030B23ez43 266047 


M00055115C:G09 


ES202 


449035 


2030.C02.gz43_265712 


M00055116A:C07 


ES202 


453274 


2030.C12.gz43_265872 


M00055116A:H06 


ES202 


453692 


2030.C19.gz43_265984 


M00055117A:GO8 


ES202 


312036 


2030.D10.gz43_265841 


M00055117C:C03 


ES202 


549591 


2030.D16.gz43_265937 


M00055117C:F02 


ES202 


561265 


2030.D17.gz43_265953 


M00055118B:A09 


ES202 


554737 


2030.D24.gz43_266065 
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ClonelD 


ESNo 


Cluster ID 


S efluenceMam f* 


M00055118C:B03 


ES 202 


452525 


2030 E03 ez43 265730 


M00055118D:B04 


ES 202 


560868 


2030 E05 ez43 265762 


M00055119B:BO8 


ES 202 


560077 


2030.E12.gz43 265874 


M00055119D:F08 


ES202 


526334 


2030 E14 ez43 265906 


M00055120B:F12 


ES202 


556310 


2030 E19 cz43 265986 


M00055120C:F10 


ES 202 


560506 


2030 E22 ez43 266034 


M00055120D:H07 


ES 202 


63602 


2030 F01 ez43 265699 


M00055121D:H11 


ES 202 


507660 


2030 F09 ez43 265827 


M00055122C-B12 


ES 202 


448905 


2030 F16 ez43 265939 


M00055123AD12 


ES 202 


560399 


2030 F23 az43 266051 


M00055124AF01 


ES 202 

X-/LJ X* \sx* 


479732 


2030G08ez43 265812 


M00055124BA11 


ES 202 


558060 


2030Gllez43 265860 


M00055124CC12 


ES 202 


553142 


2030 G17 ez43 265956 


M00055124DlA09 


ES 202 


451089 


2030 G23 ez43 266052 


M00055124D-B10 


ES 202 


553841 


2030 H02 ffy43 265717 


M00055 125A-A02 


ES 202 


538830 


2030H05P743 765765 


M00055125BF01 1 


ES 202 


558534 


2030 H09 ffz43 265829 


M00055125CH03 


ES202 


557895 


2030 H16 ez43 265941 

LUJV.111V.A&7J ««V;J7*tl 


M00055125DE02 


ES 202 


558452 


2030H20cz43 266005 


M00055126CG05 


ES 202 


561685 


2030 106 ez43 265782 


M00055127B-A01 


ES 202 


559938 


2030 112 ez43 265878 


M00055128AC10 


ES 202 


554233 


2030 J01 ez43 265703 


M00055128BB08 


ES 202 

l^/U X#\SXrf 


561679 


2030J06ez43 265783 


M00055128BB12 


ES 202 

XU\J 1*\J 


528369 

wJ£*UmJ V/7 


2030J07ez43 265799 


M00055128BE12 


ES 202 


461653 


2030J10sz43 265847 


MO0055128B-GO1 


ES 202 


407964 


2030 J13 ez43 265895 


M00055128OE03 


ES 202 


554989 


2030 J16 ez43 265943 


M00055128DC11 


ES 202 


561279 


2030 J22 ez43 266039 


M00055128DD04 


ES 202 


557615 


2030 K01 ez43 265704 

«w W V »XVV X X<\J«S / w I 


M00055129AB03 


ES 202 


486683 

7UUUOJ 


2030 K05 ez43 265768 


M00055129BH07 


ES 202 


558024 


2030 K18 ez43 265976 


M00055129C-H08 


ES 202 


452759 


2030K24ez43 266072 

x.\/«y v/ . xv^# a T~j awvw # ^ 


M00055129DC02 


ES 202 


452775 


2030 L03 ffz43 265737 


M00055129DF1 1 

IVluUUJ J1L71/.1 11 


ES 202 


488030 


2030 L06 ffz43 265785 


M00055130AD10 

ItIU \J\JJ J 1J vA. 17 1 V/ 


ES 202 

JUrl7 £*\JJL 


557610 


2030 Lll ez43 265865 


M00055 1 30RD07 


ES 202 


380636 


2030 LI 7 ffz43 265961 

•wvJv.Lvl / iftfiTi 1 AVJ7U1 


M0005 5 130D F08 


FS 202 


66678 


2030 M06 ^43 265786 


M00055131A:A04 


ES 202 


518007 


2030.M1 0.gz43_265 850 


M00055131A:D07 


ES202 


449454 


2030.M13.gz43_265898 


M00055131C:H12 ( 


ES202 


562822 


2030.N04.gz43_265755 


M00055132B:B12 


ES202 


288134 


2030.N12.gz43_265883 


M00055132D:E07 


ES202 


I 610269 


2030.N21.gz43_266027 


M00055132D:E10 


ES202 


557719 


2030.N22.gz43_266043 


M00055132D:F05 


ES202 


548991 


2030.N23.gz43_266059 
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ClonelD 


ESNo 




o cmxcuwci^ dill c 


M00055133B:B06 


ES202 


400628 


2030 O05 &z43 265779 


M00055133B:E04 


ES 202 


557741 


2030 O07 ez43 265804 


M00055133B:E08 


ES 202 


557747 


2030 O08 ffz43 265820 


M00055133B:F07 


ES 202 


451618 


9030 010 ^743 265852 


M00055133CC06 


ES 202 


562760 


2030O13az43 265900 


M00055133C-GO7 


ES 202 

XJ4J LV£< 


451392 


9030 015 ay43 965939 


M00055133C:H11 


ES 202 


558015 


2030 017^743 265964 


M00055133DA02 


ES 202 


477295 


2030 018 az43 265980 


M00055133D\F02 


ES 202 


451391 


9030 099 U743 266044 


M00055134A-C03 


ES 202 


553871 


2030 094 t>743 966076 


M00055134CA01 


ES 202 


557284 


2030 PI 1 ez43 265869 


M00055134CB01 


ES 202 


551068 


2030 P12 cz43 265885 


M00055134C\E09 


ES 202 


557710 


2030 PI 3^743 265901 


M00055134D-B03 


ES 202 

XvLJ Z< V/Zr 


407077 


9030 PI 7^743 965965 


M00055135A-D08 


FS 202 


557549 


9030 P93 t*z43 966061 


M00055135AE07 




569683 


9031 A01 074^ 966078 

LuJ X i/\V X .gbTJ Z/VJUv/ / O 


M00055135AH10 


ES 202 


562725 

JUL / x» J 


2031 A 09 &743 266094 


M00055136CF11 


ES 202 

XwO iVAi 


562449 


2031 A24 ^743 266446 


M00055136DD09 


FS 202 


558768 


9031 R05 ff74^ 96614^ 


M00055 1 37AE05 


ES 202 ! 

X_fO Z. V/Z. 


550047 


2031 B10 P743 266223 

£U J 1 .1/ 1 U .g6t J Z<W/Z.Z>J 


lYlvJV/V/J J 1 J I XJ.XJX. 1 


FS 902 

XwO Z.VJZ, 


JJUUJU 


9031 R14 a743 966987 

Z.V/J 1 ,X> X'T.gZi'T J LUUlO f 


M00055137BF12 

lYlVVWj 1J / JJ.X 1Z, 


FS 202 


558477 


2031 B16cr743 266319 


M00055138AE08 


ES 202 

Xj J ZVZ, 


558463 


2031 C04 ffz43 266128 


M00055138AF01 


FS 202 


558544 


9031 C05 ^743 266144 


M00055138A-G08 


FS 909 

JJ/kJ Z. V/Z, 


558619 

JJOV17 


9031 T06 ^743 966160 


M00055138BH12 


FS 202 


446873 


9031 Til ^743 266240 

ZtVJl.Vyll.gZ.tJ Z.UUZ,tU 


M0G055138OA07 


FS 202 


556328 


2031 T12P743 266256 


M00055139BE10 

JLTXV/ V/ VJ J J XJ ylJ . XJ x v/ 


ES 202 


553969 


2031 D09oz43 266209 


M00055139BG03 


ES 202 

XjiJ Z« V/Z* 


558230 


2031 Dll ez43 266241 

Z>\J J X iXj/ X X »BlZfT J Z# WZ#T X 


M00055 140AG07 


ES 202 


557893 


2031 D22 ez43 266417 


M00055143BC11 


FS 202 

XjU Z<\/Z» 


555754 


9031 O02 2743 266100 

Z.VJ J 1 ,\J V/Z. .gLTJ Z>vJ\y X V/ v/ 


M00055144AA11 


ES 202 


561245 


2031 G05 ffz43 266148 


M00055144AE09 


ES 202 


450630 

\J\J —J \J 


2031 G06 ez43 266164 


M00055144BA12 ! 


ES 202 


506372 


2031 Gil ez43 266244 

ZtV J X ,VJ X X .giiTt/^jdvUfcTT 


M00055145BF03 

ITXVVV/v'a/ X I JX_/ , X v/J 


ES 202 


490032 


2031 HI 8 sz43 266357 

Z>UJl.lllU.gATJ J f 


M00055146AB12 

XYXV/V/V/J J X TuA.ly X X/ 


ES 202 

XvO Z. Y/Z» 


211273 


2031 T04 ez43 266134 


M00055 146BF09 


FS 202 


562000 


9031 T10pz43 266230 


M00055148A:E06 


ES202 


289328 


2031J13.gz43_266279 










M00055149B:F09 


ES203 


557783 


2031.K05.gz43_266152 


M00055149C:A11 


ES203 


553500 


2031.K08.gz43_266200 


M00055150D:C06 


ES 203 


160289 


2031.L10.gz43_266233 


M00055151A:C10 


ES 203 


557522 


2031.L14.gz43_266297 


M00055151A:F10 


ES203 


610893 


2031.L18.gz43_266361 
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V> 1 WlA&XX«r 


CO i^iu 


V>lllo LCI xXJ 


Sp/mpnf\pWumA 
O vUUvllvCll ctillv 


M00055152A-B05 


ES 203 


4Q0846 


2031 M08 ez43 266209 


M00055 152AE09 


ES 203 


S4Q73Q 


9031 M19<*?43 266966 

Z*\JJ A .AVA A Z. .gitJ iUUiUU 


M00055152BA03 


ES 203 

XvO £AJJ 


^^79^0 


2031 M16ay43 966330 


M00055152DC03 


ES 203 

XvkJ ZV«s 


4689 S7 


9031 N04ct743 966130 


MO0O55 1 52DH09 


FS 903 


4Q7403 


9031 "M07 <T743 966187 


M000SS1S4DF06 


FS 903 


S4QQ30 


903 1 O0S ar43 9661 ^6 


M000SS 1 S4TV G1 9 


FS 903 


^9479 1 


9031 O06ar43 966179 


MOOOS515SDR02 


FS 903 


5 S 7708 


9031 094 a^43 966460 


M000S51S6AD02 


FS 903 

XJO XAJJ 


JUl VI Art 


9031 P06 ay43 966173 


M000SS1S6RC1 1 


FS 903 




9031 P08 <T743 96690S 


M000S5156CA08 


FS 203 


^S8007 


2031 P0Q a^43 266221 


MO00SS 1 S6CD06 


PS 203 


u -jo 


9031 PI 9 0743 9669 6Q 


M000S5156DA02 

J.Y1 V/WV/.J J X J 


FS 203 

XvO AiUJ j 


S61 178 

JUl I/O 


9031 PIS ar43 266317 


1M000SS 1 S7A-R04 


FS 903 


SS6988 


9031 P17&743 96634Q 


Mooossis7rci i ' 


FS 903 

AjO ZiUJ 


JJ7J07 


9039 AOS t*z43 966S96 


M000S s i s 8 a *no9 

1YXVJUI/.J J 1JO/\,L/v7 


FS 903 


SSS910 

JJJ& XV/ 


9039 A 1 0 <r?43 966606 


MooossiS8i>roi 

lYAV/vV./ J IJOl/.V^vl 


FS 903 


3Q4779 


9039 A1Q ar43 9667S0 


M000SS1S8DD10 

lYx\s\J\JJ J X JOl/.JL/ Xvr 


FS 903 


JUVAr7V/ 


2032 A20 <7743 266766 


moooss i sqrro8 


FS 903 


S61308 


9039 R04 &y43 966S1 1 


mooossi sor-ooq 


FS 903 

XvO ZUO 


S61Q1 1 

JO 171 1 


9039 R19 ay43 96663Q 

ZUjZ.D lZ.gZHJ ZOOOJ7 


mooossi S9r-R09 


FS 903 


91 ^00S 


9039 R16 <^t43 966703 


M000SS1S9DF09 1 


FS 903 


S^488S 


9039 R94 <T743 966831 


moooss i 6or-no9 


FS 903 


SS3S37 


9039 no ar43 966608 


ivrooossi6i A -co? 


FS 903 


JUlJv / 


9039 T91 ^743 266784 


MOflOSS 1 61 A -FOS 


FS 903 


JJOJ7J 


9039 T93 a^43 966816 

ZuJ6.V/ZJ ,gii*TJ iUUO 1 u 


iv/rnfiftssi6iR-Aft7 


F<2 9ft3 




90^9 Hft6 ot4^ 966S4S 


T\/rooftSSi6iTj-Fro3 


FS 903 


447386 

*T*T / JOG 


9039 H93 a743 966817 


TV/TftfifiSS 1 69 A -RfV* 

1V1U U \J J J 1 DZ/\ . ID lO 


F^I 9ft^ 


JOZOO 1 


9039 F01 qt43 966466 


Mooossi69A-ri9 

1Y1U U V J J 1 D Art. . V-/ 1 Z. 


FS 903 


4S14S8 


9039 F03 ay43 9664Q8 


iv/rnnnss i 69 a 9 


FS 903 




90^9 F07 ay43 966S69 


Mftnnss 1 69R-R04 


FS 903 


^6141^ 

JO It 1 J 


9039F10<r743 966610 


Mnnnss i 69r*Fi 9 


FS 903 

XvO L\JJ 


55^877 


9039F10&z43 9667S4 

Z.l/JZ.DI7,gZi*tJ ZUVl/J*T 


moooss 1 69f ,, fir0'? 


FS 903 

AvO L>\JJ 


3931 6S 


9039 F90 ^743 966770 


moooss i 69TVR01 


FS 903 

XvO ZUj 


SSS883 
jjjooj 


9039 F99 a743 966809 


x/rnnnss i 69T>frn4 


F<1 90^ 


S61Q18 

JU17XO 


9039 F94 t>743 966834 


M000SS 1 63R-F07 


FS 903 

XjO ZrU J 


S61876 


9039 F10 0743 96661 1 


Mooossi64rcio 


FS 903 

XvO L\JJ 




9039 Crl 1 j»743 266628 


M00055164D:C05 


ES203 


555200 


2032.G1 8.gz43_266740 


M00055165A:F05 


ES203 


559389 


2032.G24.gz43_266836 


M00055165B:G09 


ES 203 


559562 


2032.H05.gz43_266533 


M00055165CM08 


ES203 


558917 


2032.H07.gz43_266565 


M00055165D.C03 


ES203 


553797 


2032.H10.gz43_266613 


M00055166B:D07 


ES203 


452874 


2032.H19.gz43_266757 


M00055166C:G01 


ES203 


488108 


2032.H23.gz43_266821 
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ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055166D:F02 


ES 203 


559464 


2032.104.gz43_2665 1 8 


M00055166D:F09 


ES 203 


555418 


2032J05.gz43_266534 


M00055167A.A02 


ES 203 


493261 


2032J07.gz43_266566 


M00055167B:A08 


ES 203 


557961 


2032.1 12.gz43_266646 


M00055167B:H07 


ES 203 


415538 


2032.I15.gz43 266694 


M00055167D:BO5 


ES 203 


558858 


2032 119 ez43 266758 


M00055168B:F11 


ES 203 


557316 


2032J06.gz43 266551 


M00055169B:F04 


ES 203 


559355 


2032.J19.gz43 266759 


M00055169BH08 

lTAvvv«/i/ x \y ^ X^ «X XV/ V 


ES 203 


550674 


2032J21ez43 266791 


M00055169D:A11 


ES 203 


558720 


2032.K02.gz43 266488 


M00055170A:A09 


ES 203 


557209 


2032.K06.gz43 266552 


M00055170AA11 


ES 203 


558755 


2032K07ez43 266568 


M00055170BB06 


ES 203 


558022 

W V VXfX« 


2032K12ez43 266648 


M00055170DB09 


ES 203 


494198 


2032 L01 ez43 266473 

XV V */X* «X/v x t&fci x* w r # 


M00055171CCO1 


ES 203 


450566 


2032.L23.gz43 266825 


M00055172AA01 


ES 203 


550085 


2032 M02 ez43 266490 


M00055172AC09 


ES 203 


559015 


2032 M05 ez43 266538 


M00055172AF03 


ES 203 


554604 


2032.M06.gz43 266554 


M00055172B:B04 


ES 203 


558900 


2032.M09.gz43_266602 


M00055172BH07 


ES 203 


409262 


2032.M12.gz43 266650 


M00055172DD04 


ES 203 


559057 


2032.M15.gz43 266698 


M00055172D:D07 


ES 203 


556542 


2032.M16.gz43_266714 


M00055172D:F12 


ES 203 


551693 


2032.M19.gz43_266762 


M00055174AJI12 


ES 203 


555202 


2032.M24.gz43 266842 


M00055174BB04 


ES 203 


550175 


2032 NO 1 gz43 266475 

X~ W Xrf »X ^ w x • £3X4 1 «p/ X* V V/ ¥ # 


M00055176AA02 


ES 203 


553047 


2032.Nll.gz43 266635 


M00055176AB03 


ES 203 


553713 


2032.N13.gz43 266667 


M00055176DH01 


ES 203 


559752 


2032.N24.gz43 266843 


M00055177AF05 


ES 203 


551475 


2032.00 l.gz43 266476 


M00055177DF07 


ES 203 


562989 


2032 017 ez43 266732 


M00055178AC07 

ITIV/VW- ' X # UXI.VV » 


ES 203 


558981 


2032.O20.gz43_266780 


M00055178A\D03 


ES 203 


559088 


2032.O22.gz43 266812 


M00055179AG08 


ES 203 


561975 


2041.A02.gz43 266862 


M00055179AH11 

ITXv \J \J *s -J X / ✓ X X.X X X X 


ES 203 


479851 


2041.A03.gz43 266878 


M00055179BC07 i 


ES 203 


450289 


204 1 . A04.gz43_266894 


M00055179BD05 


ES 203 

XWM XW*/ 


1 559050 


2041.A05.gz43 266910 


M00055179BG07 


ES 203 


559000 


2041A08.gz43_266958 


M00055179C:F11 


ES 203 


559383 


2041.A10.gz43_266990 


M00055179C:H02 


ES 203 


559710 


2041All.gz43_267006 


M00055179D:C10 


ES 203 


555739 


2041A14.gz43_267054 


M00055181A:E01 


ES 203 


549829 


2041A20.gz43_267150 


M00055181A:GO2 


ES 203 


557644 


2041.A22.gz43_267182 


M00055181A:H01 


ES 203 


559194 


2041.A24.gz43_267214 


M00055181B:A10 


ES 203 


478511 


2041.B01.gz43_266847 
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ClonelD 


ESNo 


ClusterK) 


SequenceName 


M00055181B.E06 


ES 203 


549472 


2041.B03.gz43_266879 


M00055181C:B07 


ES 203 


476199 


2041.B07.gz43_266943 


M00055181C:B12 


ES 203 


553002 


2041.B08.gz43_266959 


M00055181C:C09 


ES 203 


561513 


2041.B09.gz43_266975 


M00055181C:D06 


ES 203 


562569 


2041.Bll.gz43_267007 


M00055181C:H01 


ES 203 


561351 


2041.B17.gz43_267103 


M00055181D:D05 


ES203 


473742 


2041.B21.gz43_267167 


M00055182A:D07 


ES 203 


554520 


2041.C05.gz43__266912 


M00055182B:C07 


ES 203 


226324 


2041.C08.gz43J266960 


M00055182B:F05 


ES 203 


556632 


2041.C09.gz43_266976 


M00055182C:E09 


ES 203 


556881 


2041.C17.gz43_267104 


M00055182D:E06 


ES203 


559333 


2041.C21.gz43_267168 


M00055182D:H08 


ES203 


557961 


2041.C23.gz43_267200 


M00055183A:C06 


ES203 \ 


456517 


204 1 .DO 1 .gz43_266849 


M00055183A:E10 


ES203 


557714 


204 1 .D02.gz43_266865 


M00055183C:A02 


ES 203 , 


562840 


204 1 .D08 .gz43_26696 1 


M00055183C:D07 


ES 203 


561963 


204 ID 12.gz43_267025 


M00055184A:G02 


ES203 


557935 


2041.D19.gz43_267137 


M00055184B:H01 


ES203 


560308 


2041 .E02.gz43_266866 


M00055184C:C07 


ES 203 I 


558212 


2041 .E04.gz43_266898 


M00055184C:D02 


ES 203 ; 


409612 


2041 .E05.gz43_266914 


M00055184C:D11 


ES 203 


551879 


2041 .E07.gz43_266946 


M00055184C:F01 


ES203 


561513 


2041.E08.gz43_266962 


M00055185A:B01 


ES203 


451761 


2041 .E12.gz43_267026 


M00055185A:G11 


ES 203 ! 


558582 


2041.E14.gz43_267058 


M00055185B:B01 


ES 203 


559883 


204LE16.gz43_267090 


M00055185C:B01 


ES 203 


411113 


2041. E22.gz43_267 186 


M00055185DA02 


ES203 


561687 


2041.F03.gz43_266883 


M00055185D:D11 


ES 203 


555394 


2041.F06.gz43_266931 


M00055185D:F07 


ES 203 


477046 


2041.F08.gz43_266963 


M00055185D:H01 


ES 203 


502343 


2041.F10.gz43_266995 


M00055186A:D04 


ES 203 


552629 


2041.Fll.gz43__267011 


M00055186A:E08 


ES203 


557867 


2041 .F12.gz43_267027 


M00055186C:A01 


ES203 


459103 


2041.F15.gz43_267075 


M00055186C:A02 


ES 203 


481136 


2041.F16.gz43_267091 


M00055187A:F02 


ES 203 


516484 


2041.G07.gz43_266948 


M00055187A:F06 


ES 203 


492627 


2041.GO8.gz43_266964 


M00055187A:G02 


ES203 


552629 


2041.G09.gz43J66980 


M00055187B:C01 


ES 203 


364462 


2041.Gll.gz43_267012 


M00055187C:C02 


ES 203 


551855 


2041.G15.gz43^267076 


M00055187C:E07 


ES.203 


549588 


2041. G17.gz43_267 108 


M00055187DA08 


ES 203 


557298 


2041.G19.gz43J267140 


M00055187D:F01 


ES 203 


560294 


2041.G23.gz43_267204 


M00055187D:G11 


ES203 


557895 


2041H01.gz43_266853 
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M00055188A:G11 


ES 203 


559610 


204 1 .H06.gz43_266933 


M00055188A:H10 


ES 203 


187704 


2041.H07.gz43_266949 


M00055188B:E06 


ES 203 


559262 


2041 .H08.gz43_266965 


M00055188B:G06 


ES 203 


555649 


2041H09az43 266981 


M00055188C:A08 


ES 203 


448046 


2041.H12.gz43 267029 


M00055188C:F08 


ES 203 


549665 


2041.H14.gz43_267061 


M00055188D:D05 


ES203 


559146 


2041.H19.gz43_267141 


M00055188D:F10 


ES 203 


561685 


2041.H20.gz43 267157 


M00055188D;H03 


ES 203 


559825 


2041.H21.gz43 267173 


M00055189A:C11 


ES 203 


558463 


2041.H24.gz43_267221 


M00055189B:B02 


ES 203 


452094 


2041.104.gz43_266902 


M00055189B:B12 


ES 203 I 


560080 


2041.106.gz43_266934 


M00055189C:C01 


ES 203 


413915 


2041.110.gz43_266998 


M00055190A:A05 


ES 203 


523332 


2041.115.gz43_267078 


M00055190A:F11 


ES 203 


455814 


2041. I19.gz43_267 142 


M00055190C:G08 


ES 203 


560859 


2041.I24.gz43 267222 


M00055191B:A10 


ES 203 


488613 


2041J05.gz43 266919 


M00055191B.E04 


ES203 


560674 

WW 9 ■ 


2041J07.gz43 266951 


M00055191C:C06 


ES 203 


447412 


2041.J10.gz43 266999 


M00055191DC05 1 


ES 203 


560213 


2041.J13.gz43 267047 


M00055192A-A09 


ES 203 


559883 


2041.J15.gz43 267079 


M00055192C-A03 


ES 203 


499903 


2041.J22.gz43 267191 


M00055192CD04 


ES 203 


491992 


2041.K01.gz43 266856 


M00055192CE04 


ES 203 


550874 


2041 K02 ez43 266872 


M00055192C:H06 


ES 203 


558326 


204 1 .K05 .gz43_266920 


M00055193A:A08 


ES 203 


560003 


204 1 .Kl 1 .gz43_2670 1 6 


M00055193AC06 


ES203 


451544 


2041 .K14.gz43_267064 


M00055193B:A08 


ES 203 


624044 


204 1 .Kl 8 .gz43_267 128 


M00055193C:C11 


ES 203 


539142 


2041.L02.gz43_266873 


M00055193C:E10 


ES 203 


504880 


204 1.L03 .gz43_266889 


M00055193D:G07 


ES 203 


552977 


2041.L08.gz43_266969 


M00055194A-.A01 


ES 203 


495591 


2041.L10.gz43_267001 


M00055194A:E07 


ES 203 


558413 


2041 .L13 .gz43_267049 


M00055194B:C01 


ES 203 


559234 


2041.L15.gz43_267081 


M00055194B:G04 


ES 203 


513168 


2041.L16.gz43_267097 


M00055194D:C05 


ES 203 


549911 


204 1 .M02.gz43_266874 


M00055195A:B08 


ES 203 


549304 


204 1 .M09.gz43_266986 


M00055195A:C10 


ES203 


550704 


2041.Mll.gz43_267018 


M00055195A:E07 


ES 203 


143218 


2041.M12.gz43_267034 


M00055195B:B09 


ES 203 


450623 


2041.M14.gz43_267066 


M00055195B:C04 


ES203 


614369 


2041.M15.gz43_267082 


M00055195C:F09 


ES 203 


561659 


2041.N01.gz43_266859 


M00055195C:H05 


ES 203 


561830 


2041.N02.gz43_266875 


M00055195D:B10 


ES 203 


555742 


2041.N06.gz43_266939 
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M00055195D:E11 


ES203 


550652 


2041N09ez43 266987 


M00055196A:C04 


ES 203 


495074 


2041N12ez43 267035 


M00055196AE01 


ES 203 


551977 


! 2041 N13 ez43 267051 


M00055196A:H07 


ES 203 


553237 


2041 N15 2z43 267083 


M00055196B:A09 


ES 203 


552879 


1 2041N17ez43 267115 


M00055196B:C06 


ES 203 


562336 


2041 N18 ez43 267131 


M00055196C:B07 


ES203 


456697 


2041 N24 ez43 267227 

X# U I lill X»T^ . MfTJ X»\/ » Of l / 


M00055196DA10 


ES 203 


556538 


2041 008 ffz43 266972 


M00055196DF07 


ES 203 


481231 


2041 010 ez43 267004 


M00055196D:H02 


ES 203 


562569 


2041.01 l.gz43 267020 


M00055197BA10 


ES 203 


559885 


2041 016 ez43 267100 










M00055197B:B06 


ES 204 


558642 


2041.O18.gz43 267132 


M00055197CD10 


ES 204 


625988 


2041 021 ez43 267180 


M00055198AE05 


ES204 


460727 


2041.P06.gz43 266941 


M00055198BJH08 


ES204 


490154 


2041.P09.gz43 266989 


M00055198C:C12 


ES 204 


551374 


2041 PI 1 sz43 267021 


M00055198C:F02 


ES204 


557852 


2041.P13.gz43 267053 


M00055198CG07 


ES204 


561753 


2041 P14 ez43 267069 


M00055198DA12 


ES204 


551415 


2041.P16.gz43 267101 


M00055198DB08 

X "XV \J\J *J X w X^ , X-r VI U 


ES 204 


556343 


2041 P17 sz43 267117 

X* W ■ X • X X / ,fif X> V/ f X X # 


M00055198DG01 


ES 204 


550782 


2041 P20 ez43 267165 


M00055198DG03 


ES 204 


491260 


2041 P21 ez43 267181 

X« V 1 X « X X» X t&MT«/ mv f X w X 


M00055219BB04 


ES 204 


554627 


2043A06.gz43 259273 


M00055219CC10 


ES 204 


556790 


2043 A14 cz43 259401 


M00055219CH06 


ES204 


558652 


2043 A17 ez43 259449 


M00055220BH06 


ES 204 


490414 


2043B06ez43 259274 


M00055220DG07 


ES 204 


557965 


2043B12ez43 259370 


M00055221AD10 


ES 204 


549634 


2043B17ffz43 259450 


M00055221DA06 


ES 204 


558055 


2043C07sz43 259291 


M00055221DH08 1 


ES 204 


467710 


2043Cllez43 259355 


M00055222AA06 


ES 204 


460493 


2043 C12 ez43 259371 


M00055222AC08 


ES 204 


464067 


2043.C13.gz43 259387 


M00055222BA01 


ES 204 


552086 

+J *J £*\J \3\J 


2043 C18 ez43 259467 


M00055222B-A06 


ES 204 


451966 


2043.C19.gz43 259483 


M00055222DB11 


ES 204 


558185 


2043 D03 ez43 259228 


M00055223BC04 


ES 204 


552521 


2043 D13 ez43 259388 


M00055223D:F10 


ES204 


621635 


2043.D23.gz43_259548 


M00055223D:H03 


ES204 


559764 


2043.D24.gz43_259564 


M00055224B:E12 


ES 204 


561289 


2043.E04.gz43_259245 


M00055225BH01 


ES 204 


560717 


2043.E24.gz43_259565 


M00055225C:E08 


ES 204 


550632 


2043.F03.gz43_259230 


M00055225D:G11 


ES204 


491240 


2043.F09.gz43_259326 


M00055226B:F10 


ES204 


556123 


2043.F20.gz43_259502 
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M00055226C:A11 


ES 204 


489275 


2043.F23.gz43J259550 


M00055226C:H05 


ES 204 


558679 


2043.G08.gz43_259311 


M00055227C:D02 


ES 204 


550815 


2043JH09.gz43_259328 


M00055227D:E07 


ES 204 


550571 


2043.H16.gz43 259440 


M00055227D:G10 


ES204 


559101 


2043JI17.gz43_259456 


M00055228B:E07 


ES204 


554181 


2043 JH21 ez43 259520 


M00055229B:E12 


ES 204 


452598 


2043.I12.gz43 259377 


M00055229B.H11 


ES204 


559729 


2043 115 ez43 259425 


M00055229C:D01 


ES 204 


559053 


2043.I17.gz43 259457 


M00055229D:D07 


ES 204 


543540 


2043.I22.gz43 259537 


M00055230A:H01 


ES 204 


551677 


2043.J03.gz43 259234 


M00055231D:G01 


ES 204 


560986 


2043J22ez43 259538 


M00055232A:A09 


ES 204 


460680 


2043.J23.gz43 259554 


M00055232C:D04 j 


ES204 


557411 


2043.K14.gz43 259411 


M00055233C:F09 


ES 204 


559447 


2043.L05.gz43 259268 


M00055233D:G11 | 


ES204 


559884 


2043.L15.gz43 259428 


M00055234A:G12 


ES 204 


552430 


2043.L18.gz43 259476 


M00055235B:C01 \ 


ES204 


374281 


2043.M12.gz43 259381 


M00055236A:B01 


ES 204 


466887 


2043.M19.gz43 259493 


M00055236B:C07 


ES 204 


450193 


2043.M23.gz43_259557 


M00055236C:E05 


ES 204 


451720 


2043.N03.gz43 259238 


M00055236D:E04 


ES.204 


558422 


2043.N06.gz43 259286 


M00055236D:E10 


ES 204 


557140 


2043.N07.gz43 259302 


M00055238D:D10 


ES 204 


557656 


2043.O23.gz43_259559 


M00055239B:C05 ! 


ES 204 


558230 


2043.P05.gz43_259272 


M00055239C:F08 


ES 204 


481362 


2043 .P 10.gz43_259352 


M00055239D:C01 


ES 204 


552019 


2043.P13.gz43_259400 


M00055239D:G04 


ES 204 


557676 


2043 .P 1 6 .gz43_25 9448 


M00055240A:B07 


ES 204 


562317 


2043P19ez43 259496 


M00055240B:E12 


ES 204 


552249 


2043 P24 ez43 259576 


M00055240C:A03 


ES 204 


558093 


2044 A03ez43 259613 


M00055240C:D06 


ES 204 


43349 


2044.A04.gz43 259629 


M00055240D:D12 | 


ES 204 


497119 


2044.A10.gz43 259725 


M00055241A-C06 


ES 204 


450025 


2044.A15.gz43 259805 


M00055241D:F10 


ES 204 


616134 


2044.B03.gz43 259614 


M00055242D:E02 


ES 204 


541784 


2044.B22.gz43__259918 


M00055243D:C06 


ES 204 


486787 


2044.C16.gz43_259823 


M00055244A:C06 


ES 204 


238121 


2044.C20.gz43_259887 


M00055244B:F02 


ES 204 


558500 


2044.D01.gz43_259584 


M00055244B:G10 


ES 204 


38280 


2044.D04.gz43_259632 


M00055244D:C07 


ES204 


560317 


2044.D09.gz43_259712 


M00055244D:D09 


ES 204 


549493 


2044.D10.gz43_259728 


M00055244D:G08 


ES 204 


549889 


2044.D13.gz43_2S9776 


M00055245B:H01 


ES 204 


629002 


2044.D20.gz43_259888 



854 



Table 13 



ClonelD 
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M00055245C-D04 


ES 204 


560507 


2044D22ez43 259920 


M00055245DA04 


ES 204 


558355 


2044 E03 ez43 259617 


M00055245DD01 


ES 204 


551305 


2044E06ez43 259665 


M00055246AC01 


ES 204 


560317 


2044 E09ez43 259713 


M00055246A-E10 


ES204 


560669 


2044E10ez43 259729 

V " • . A-/ AW. 1 J t*-J S 1 


M00055246B:C04 


ES 204 


560204 


2044 E14 ez43 259793 


M00055246B-D10 ' 


ES 204 


484086 


2044 E15 ez43 259809 


M00055246CA10 


ES 204 


557389 


2044E16ez43 259825 


M00055246C-F08 


ES 204 


561579 


2044E17ez43 259841 


M00055247B-A11 


ES 204 


607430 


2044 F04 ffz43 259634 


M00055247C*B01 


ES 204 


557389 


2044 F05 az43 259650 


M00055248AF10 


ES 204 


558461 


2044F14pr43 759794 


M00055248B*B03 


ES 204 


560099 


2044F15pz43 259810 


M00055248CB11 


ES 204 


555340 


2044 F22 £z43 259922 


M00055248DB12 


ES 204 


556829 


2044 G02 ez43 259603 


M00055249BG08 


ES 204 


550830 


2044G18ez43 259859 


M00055749CB12 


ES 204 


560059 


2044 G22 t?z43 259923 


M00055250B * A05 


ES 204 


504415 


2044 H06 ffz43 259668 


M00055250BG09 


FS 204 


552357 


2044H09ez43 259716 

iiVlT.l lv7 .^Zi"J iJ7 /AW 


M00O55750P-FO3 


FS 704 

Awk3 Z»v*T 


616196 

\) X\J LZsKJ 


2044 HI 0 ^z43 259732 


M00055751 AR09 


FS 704 


488143 

too 1*TJ 


7044 HI 8 P743 259860 


M000S5751CT)01 


FS 704 


549052 


2044 T06 pz43 259669 


M00055751CH07 


FS 704 

A>0 a,V/"T 


523732 


2044111 ez43 259749 


M00055251DB09 


ES 204 


464205 


2044 114 ez43 259797 


M0G055251DH11 


ES 204 


500737 


2044 118 ez43 259861 


M00055757AH09 

AVIV v v»/ J Z.XTk..A l\i 7 


ES 204 


558670 


2044 124 ez43 259957 


M00055252B-D07 


ES 204 


558785 


2044 J03 2z43 259622 


M00055252CB04 


ES 204 


557256 


2044 JOS ez43 259654 


M00055252CE02 


ES 204 


159419 


2044 J08 ez43 259702 


M00055757DC10 


FS 204 


447380 


2044 J14 ez43 259798 


M00055753AC07 1 


ES 204 


560205 


2044 J17 ez43 259846 


M00055753D-P03 


FS 704 


560761 


2044 KOI bz43 259591 


M0005S954A-F07 


FS 204 


557978 


7044K05ez43 259655 


M00055754CA06 


ES 204 


493359 


2044 Kll ez43 259751 


M000557S4DB1 0 


FS 204 


558861 


7044K15ez43 259815 


M00OS59SSA-F1 1 


FS 704 


494130 


7044 K24 ez43 759959 


M0OOSS9SSR- A 1 0 


FS 204 


45040S 


2044L01ez43 259592 


M00055255B:F05 


ES204 


558512 


2044.L04.gz43_259640 


M00055256A:D12 


ES204 


562256 


2044.L16.gz43_259832 


M00055256B:C07 


ES204 


562256 


2044.L21.gz43_259912 


M00055256B:G05 


ES 204 


557928 


2044.L24.gz43_259960 


M00055257A:D01 


ES 204 


| 549456 


2044.M16.gz43_259833 


M00055257B:B10 


ES 204 


558134 


2044.M17.gz43_259849 


M00055257DA11 


ES204 


488574 


2044.N04.gz43_259642 
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M00055257D:E02 


ES 204 


554246 


2044.N07.gz43_259690 


M00055258A:C07 


ES 204 


423884 


2044.N10.gz43J259738 


M00055259A:G06 


ES 204 


138927 


| 2044.O06.gz43_259675 


M00055259B:G11 


ES 204 


558559 


2044.0 14.gz43_259803 


M00055259C:G10 


ES 204 


476373 


2044.O17.gz43_25985 1 


M00055260B:A05 


ES 204 


558098 


2044.P04.gz43_259644 


M00055260B:H06 


ES 204 


460049 


2O44.PO8.gz43_259708 


M00055260C.A11 


ES 204 


560144 


2044.P09.gz43_259724 


M00055260C:A12 


ES204 


557734 


2044.P10.gz43_259740 


M00055260D:D04 


ES204 


562926 


2044.P20.gz43_259900 


M00055261A:D11 


ES 204 


558357 


2053 . A03 .gz43_260006 


M00055261B:G12 


ES204 


550863 


2053.A12.gz43_260150 


M00055261D:D09 


ES 204 


128962 


2053.A20.gz43_260278 


M00055262A:C05 


ES 204 


558281 


2053.B02.gz43__259991 


M00055262B:A11 


ES 204 


558120 


2053.B05.gz43_260039 


M00055262B:C01 


ES 204 


554373 


2053.B06.gz43_260055 


M00055262C:B08 


ES 204 


558052 


2053.Bll.gz43_260135 


M00055262C:F05 


ES 204 


446557 


2053.B14.gz43_260183 


M00055263C:D02 


ES 204 


478087 


2053.C10.gz43 260120 


M00055263C:F10 


ES 204 


450242 


2053.C13.gz43 260168 


M00055263CG09 


ES 204 


505858 


2053.C15.gz43 260200 


M00055263D:C03 


ES 204 


554000 


2053.C19.gz43_260264 


M00055264A:F03 


ES204 


511276 


205 3 .D05 .gz43_26004 1 


M00055264B:E06 


ES 204 


556019 


2053 .D08 .gz43_260089 


M00055264B:H12 


ES 204 


450507 


2053.D10.gz43_260121 


M00055264D:A03 


ES 204 


551272 


2053 .D 14.gz43_260 1 85 


M00055264D:E09 


ES204 


557713 


2053 .D 1 8 .gz43_260249 


M00055265AG01 


ES 204 


34381 


2053.E02.gz43 259994 


M00055265A:G07 


ES 204 


555564 


2053.E03.gz43 260010 


M00055265C:A04 


ES 204 


512721 


2053.E10.gz43_260122 


M00055265C:D09 


ES 204 


560520 


2053.E13.gz43_260170 


M00055265C:E01 


ES 204 


560678 


2053. E14.gz43_260 186 


M00055265C:F01 


ES 204 


557561 


2053 .E 1 5 .gz43_260202 


M00055266A:H08 


ES 204 


559910 


2053.F03.gz43_260011 


M00055266B:C12 


ES204 


550074 


2053 .F05 .gz43_260043 


M00055266D:C09 


ES 204 


557561 


2053.F14.gz43_260187 


M00055267A;D01 


ES204 


487961 


2053.F2Lgz43_260299 


M00055267A:G11 
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ZUOJ ^MZ 1 .gz*t J_ZUO / uz 


mooo55^5QPYyOO 

IVLUU U J J D J yD . VJU y 


FS 905 


550676 


9065 A93 <>743 968734 


Mf)0n55'*5OPWO7 
IVIUUU J J DJyo.xVJ 1 


FQ 90^ 
Co ZUJ 


401635 


9065 A94 ar43 968750 

ZUUJ./*X*t.g£t J__ZUO / JU 


iviuuu j JJJ7L .xiu y 


F<J 90S 


501534 


9065 R08 o^43 968495 

LUUJ.JJ\/0.gZ.*TJ LUOt/J 


iv/f 0005 5*3 50IVP l 9 

IVIUUU J 3 J j y]J .LIZ 


F^ 7HS 
CO ZU3 


4^1 1 94 


90fi^ R1 1 ot4^ 968^4"^ 


iufooo5 53 50tvtto9 
iviuuu j d j d yju.nuz 


F<2 9H5 
Co ZU3 


JJ70ZO 


906S R1 5 ot4.3 968607 


iurooo55 , 360P'P05 


F^ 905 
Co zu^ 


40^700 
47J iyy 


9065 P09 a74.3 968400 


1UT00055360P-F0R 
iviuuu j j joui^.r uo 


FQ 905 

Co ZUJ 


471718 


9065 T05 074'* 968448 


TvFooo55360P'rM i 

IVIUUUJ JJUUv-f.vXl 1 


FQ 905 

CO ZUJ 


456460 


9065 P06 ^743 268464 


mooo5576oiyt-ii o 
iviuuuj d joujj.niu 


FQ 905 

CO ZUJ 


440503 


9065 P19 0743 968560 


A/foon55'?6i A-roi 

IVIUUUJ J JUlA.LUl 


FQ 90S 

CO ZUJ 




9065 PI 5 0743 968608 


A/rooo55'*6ip''Fi9 
iviuuuj j JOiD.r iz 


FQ 9fiS 
Co ZUJ 




9065 P90 0743 968688 


A/rooo55'*6iP«riOR 

IVIUUU Jj JO 1.D.VJUO 


FQ 90S 
Co ZU3 




9065 P91 0743 968704 

ZUOJ ,V^Z> 1 .gi£*t J aOO / ut 


M00055361 p*fo5 

1YLUU U J J J 0 1 LXvj 


FQ 90S 
Co ZU3 


S69450 
JDZ £ r Jy 


9065 P99 0743 968790 

ZUUJ.V-'^Zr.gZ. £ TJ_^UO / 


M000553 6i tvpo5 

IViUUUJ J J 0 1 .LF . VAJ J 


FQ 90S 
Co ZU3 


SSR097 


9065 D09 0743 968401 

ZUO J . JJUZ-.gZ.t J Z.UO*tU I 


imnon5 5 7 6 i tvw i 7 
iviuuu j j j o i lj .ri l z 


FQ 

Co ZU3 




9065 FIOS otA^K 9A8A4Q 
ZUOJ .JL/U J .gZ*t J^AUOTti' 


Iurooo55 , *67r-P06 

IVIUUU J J JOZl^.I5UO 


FQ 90S 
Co ZU«? 


SSR419 


9065 D1 1 0743 968545 

ZUOJ ,JL» 1 1 .gZ»*T J Z»UOJ*tJ 


ivytfooo55367r t «f^o» 

IVIUUU JjJuZl^.vjruo 


PQ 90S 
Co ZU-> 




9065 D14 ot43 96850^ 

ZUO J .JL/ l*r.gZ*T O^OO J 7 J 


TVvrooo55'367r , 'W07 
JViUUUj jjuZI^xlU / 


PQ 70S 
Co ZU3 


484HQ1 
**o*f U5? 1 


9065 HI 5 or4^ 968600 
ZUO J .l-' 1 J .gZ*t D_£Sj ODU7 


iurooo55 , 26'5 a •f'wa 

IVLUU U J J D Oj a. c uj 


PQ 70S 
Co ZU3 


SSA047 
J DsjyH 1 


9065 H99 0743 968791 


mrnoo55'56'3 a •run 

IVluUUj jjOjA.L/UZ 


PQ 7fi5 
Co ZU-> 


^7091 
JZUZ1 


9065 D94 0743 968753 

ZUOJ.i-'Z < T.gZ*TJ_j<C 1 UO / JJ 


M00055363AF07 


ES 205 


550562 


2065.E02.gz43_268402 


M00055363C:E02 


ES205 


91178 


2065.E08.gz43_268498 


M00055364B:B01 


ES205 


558504 


2065.E15.gz43_268610 


M00055364B:D01 


ES 205 


463304 


2065.E17.gz43_268642 


M00055364B:E10 


ES205 


559963 


2065.E18.gz43_268658 


M00055364C:B08 


ES205 


534054 


2065.E20.gz43_268690 


M00055364D:E09 


ES205 


636651 


2065.F03.gz43_268419 
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Ksl Uo LCI XL/ 


o vt[ucnuci > dine 










M00055365BG10 


ES 206 


559919 

JJJ717 


2065F09&743 268515 


M00055365CD12 


ES 206 


558334 


7065 Fl 1 ot43 768S47 


M00055365CF11 


ES 206 


S61825 

JUl UZ.J 


7065 F13 a743 768570 


M00055366AB04 


ES 206 


556850 


7065 Fl 5 ott43 76861 1 


M00055366A:H08 


ES 206 


551551 


7065F17&743 768643 


M00055366BC04 


ES 206 


511746 


2065 F20 ov43 768691 


M00055366CB11 


ES 206 


505971 


2065 F23 &743 2687^9 


M00055366DG10 


ES 206 


527410 


2065 G07 pz43 268484 


M00055367AB11 


ES 206 


556430 


2065 G12 pz43 268564 


M00055367DA05 


ES 206 


523606 


2065 H02 ez43 268405 


M00055368CG06 


ES 206 

XjLJ .t»VJVJ 


482515 

IOZiJ X-J 


7065 H7 1 ff743 768709 


M00055368DE03 


ES 206 

X-fO VJ VJ 


558813 


7065 H73 0743 768741 


M00055369AH08 


ES 206 


556959 


2065 T07 a^43 768486 

<6VJVJ^J.XVJ/ .g^*T»J Z,1/OtOU 


M0005 5 3 69P D04 


FS 206 

XJO .t.vJvJ 


557783 


7065 T09 crr4^ 768518 


M00055370A-B03 


ES 206 


335714 


2065 T17 pt43 768646 

6V\JJ.li / .^bTT«J AiVJOVJtVJ 


M00055370BF07 

IVlV/VwJJJ » VJU.I VJ / 


FS 206 


549163 


7065 T07 oy4^ 768407 


M00055370CB08 


ES 206 

X->kJ x»v/ vj 


562280 


2065 T05 a^43 268455 

Z/VJVJ-J .J V/»J ,g£i*Tj Z-UO*TJ J 


M00055370C-D02 


ES 206 

LvO Z#VJVJ 


552031 


2065 T06 try43 268471 


mooo55370tvfo6 

1YXvVJv/,J»J J / VX/.Ivv 


FS 706 

XvO X>vvl 


549984 


70G5 T17 irzA^ 76RS67 


M0005537OTVH07 i 

lYlvv/v/ J / UL/.l 1\J / 


FS 706 

J-sO Z.VJVJ 


560959 


7065 Til ov41 76R581 


1VxyjvjL/J.jO l\jxJ.r\l£. 




^54R8^ 


70^S Tlzlfr-zdl 76R^QQ 


M00055V71 A-R05 


FS 706 


508515 


7065 T15 0^41 768615 


M00055371 A-H10 


FS 906 

XjO L\J\j 


567077 


7065 T18 o743 768663 

ZVJVj-J.J XO.^Z.*tJ Z.QOUUJ 


M00055371RDO1 


FS 706 

X-rO Z.VJVJ 


561 610 


7065 T19<T743 768679 


M00055371BF01 

1YIV/VJVJJ / lD.r VJ1 


FS 706 


553705 


7065 T71 Q741 768711 


M00055371 TVR08 

IVIVJUV/J J«J / 1JL/.DWO 


FS 706 


484748 


2065 K"05 0741 768456 


M00055372AH02 


ES 206 

XJrO Z»VJVJ 


552265 


2065 Kll pz43 268552 


M00055372BB02 


ES 206 

xwo z.vjvj 


556357 


2065 K13 cz43 268584 


M00G55377BF01 


ES 206 

XjO 1>VU 


632760 


7065 K 14 0^43 268600 


M00055377B-F1 1 


FS 206 

JUJ ^VJVJ 


561868 


2065K18oz43 268664 

Z»\JVJ J . IV X O .Q£jt-J ^VJOVJVJT^ 


M00055372CF03 


ES 706 

Juu ^.VJVJ 


553904 


2065 K72 az43 268728 


M00055377TVP1 1 


FS 706 

l^J ZVjVJ 


556416 


7065 T 04 or43 268441 

Zv/VJ J.X-*VJ*T.g > X< 7J &U0 4 t > Tl 


M00055377DG1 1 


FS 706 


5 1 6008 


7065 T 09 az43 268521 

^VJVJ^J .\-i\JZs .^LrtJ £>U(J«sXrI 


M00055373B-AOQ 


FS 706 

XjO zuo 


490308 


7065 T 14 0-743 268601 

ZVJVJ.J .Xj 1 1 .j^LttJ JjyJOyjyj A. 


M0005537^r*F05 


FS 706 

J-rO .tVJVJ 


466887 


7065 M01 oz43 268394 


IVIV/V/V/J / -Jvy.IxvJ.J 


FQ 706 


446890 


7065 M07 oz43 268410 

,£\JVJ»J ,lYIVJZ..£p^TT«J LVJOtlv 


M00055373C:H10 


ES206 


543323 


2065.M03.gz43_268426 


M00055373D:B08 


ES 206 


498509 


2065.M04.gz43_268442 


M00055374A:B11 


ES 206 


555796 


2065Mll.gz43_268554 


M00055374A:E01 


ES206 


636876 


2065.M13.gz43_268586 


M00055374B:D05 


ES 206 


562565 


2065.M19.gz43_268682 


M00055374B:F06 


ES206 


559764 


2065.M21.gz43_268714 


M00055374C:F01 


ES 206 


376726 


2065.N04.gz43_268443 
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ClonelD 


ES No 


Cluster© 


SequenceName 


M00055374D:C09 


ES 206 


504167 


2065.Nl0.gz43_268539 


M00055374D:F10 


ES 206 


558507 


1 2065.Nll.gz43_268555 


M00055375B:H02 


ES 206 


482090 


2065.N21.gz43_268715 


M00055375B:H07 


ES 206 


555878 


2065.N22.gz43_26873'( 


M00055375C:C08 


ES 206 


448741 


2065.N24.gz43_268763 


M00055375C:F02 


ES 206 


143210 


2065.O01.gz43J268396 


M00055376A:A08 


ES 206 


561229 


2065.005 .gz43_268460 


M00055376B:A03 


ES 206 


474580 


2065 .009.gz43_2685? s 4 


M00055376B:A11 


ES 206 


561279 


2065.O10.gz43_268540 


M00055376B:B01 


ES206 


453846 


2065.01 l.gz43_268556 


M00055377A:B11 


ES 206 


207099 


2065.023 .gz43_268748 


M00055377B:E10 


ES 206 


562844 


2065.P02.gz43_268413 


M00055377C:G01 


ES 206 


461325 


2065.P08.gz43_268509 


M00055377C:H08 


ES 206 


450637 


2065.P09.gz43_268525 


M00055377D:F12 


ES 206 


562801 


2065.P13.gz43J268589 


M00055378A:B12 


ES 206 


235456 


2065.P19.gz43_268685 


M00055378D:B07 


ES 206 


559938 


2066.A12.gz43_270570 


M00055378D:D04 


ES 206 


562524 


2066.A13.gz43_270586 


M00055379A:D07 


ES 206 


468565 


2066.A17.gz43_270650 


M00055380A.C06 


ES 206 


448949 


2066.B17.gz43_27065 1 


M00055380D:H02 


ES 206 


562085 


2066.C12.gz43_270572 


M00055381A.F02 


ES 206 


549082 


2066.C14.gz43_270604 


M00055381B:C10 


ES 206 


562386 


2066.C22.gz43_270732 


M00055381C:GO3 


ES 206 


562876 


2066.D09.gz43_270525 


M00055381D.D08 


ES 206 


560868 


2066.D 15.gz43_27062 1 


M00055382B:E02 


ES 206 


493487 


2066.D23.gz43_270749 


M00055382C:D08 


ES 206 i 


558437 


2066.E06.gz43_270478 


M00055382C:H06 | 


ES 206 


446399 


2066.E12.gz43_270574 


M00055382D:C05 


ES 206 


562382 


2066.E14.gz43_270606 


M00055382D:D04 


ES 206 


459764 


2066.E15.gz43_270622 


M00055383A:F03 


ES 206 


562757 


2066.E22.gz43_270734 


M00055383B:H09 


ES 206 


551995 


2066.F08.gz43_2705 1 1 


M00055383C:A08 


ES 206 


562216 


2066.F09.gz43_270527 


M00055383D:F02 


ES 206 


498390 


2066.F17.gz43_270655 


M00055383D:G08 


ES 206 


454031 


2066.F22.gz43_270735 


M00055383DH11 


ES 206 


559854 


2066.F24.gz43_270767 


M00055384A:F05 


ES 206 


562725 


2066.G06.gz43_270480 


M00055384B:D10 


ES 206 


562498 


2066.G12.gz43_270576 


M00055384C:G07 


ES 206 


562870 


2066.G18.gz43_270672 


M00055384D:H06 


ES 206 


550766 


2066.G20.gz43_270704 


M00055385C:C04 


ES 206 


549045 


2066H06.gz43_270481 


M00055385C:F06 


ES 206 


561325 


2066.H08.gz43_270513 


M00055385C:G09 


ES 206 


450349 


2066.H10.gz43_270545 


M00055385D:D03 


ES206 


418622 


2066.H14.gz43_270609 
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ESNo 


ClusterlD 


S equenceName 


M00055386AG05 


ES 206 


562849 


2066.H21.gz43_270721 


M00055386D:G02 


ES 206 


558297 


2066.11 l.gz43_270562 


M00055386D:H04 


ES206 


557247 


2066.112.gz43_270578 


M00055387B:H12 


ES206 


550829 


2066.122.gz43_270738 


M00055388A:A09 


ES206 


553244 


2066J08.gz43_270515 


M00055388A:B06 


ES206 


560948 


2066J09.gz43_270531 


M00055388B:B02 


ES 206 


465836 


2066J13.gz43_270595 


M00055388B:E01 


ES 206 


636532 


2066J17.gz43_270659 


M00055388B:H04 


ES206 


557249 


2066.J20.gz43_270707 


M00055388C.D01 


ES 206 


635965 


2066J22.gz43_270739 


M00055388D:A01 


ES 206 


555681 


2066. J24.gz43_27077 1 


M00055388D:F11 


ES 206 


556793 


2066.K10.gz43_270548 


M00055389A:D08 


ES 206 


238196 


2066.K14.gz43_270612 


M00055389C:F12 


ES 206 


282015 


2066.K24.gz43_270772 


M00055390A:A05 


ES 206 


515115 


2066.L06.gz43_270485 


M00055390C:E06 


ES 206 


50604 


2066.L18.gz43_270677 


M00055391B:D05 


ES 206 


499690 


2066.M10.gz43_270550 


M00055391B:D07 


ES 206 


453508 


2066.Mll.gz43_270566 


M00055391B:H07 


ES 206 


418921 


2066.M14.gz43_270614 


M00055391B:H08 


ES 206 


555639 


2066 .M 1 5 .gz43_27063 0 


M00055392A:H06 


ES 206 


446242 


2066.N03.gz43_270439 


M00055392C:G07 


ES 206 


551640 


2066.Nll.gz43_270567 


M00055392D:A06 


ES 206 


562701 


2066.N13.gz43_270599 


M00055393B:F04 


ES 206 


44015 


2066.N23.gz43_270759 


M00055393C:B02 


ES 206 


549889 


2066.N24.gz43_270775 


M00055394B:C06 


ES 206 


561457 


2066.O13.gz43_270600 


M00055394B:D08 


ES 206 


556011 


2066.O15.gz43_270632 


M00055394D:F03 


ES 206 


554908 


2066.P07.gz43_270505 


M00055395AC02 


ES 206 


446531 


2066.P09.gz43_270537 


M00055395A:E09 


ES 206 


452808 


2066.P13.gz43_270601 


M00055395B:C04 


ES 206 


561487 


2066.P17.gz43_270665 


M00055396B:C06 


ES 206 


560003 


2067.AlLgz43J270938 


M00055396B:G02 


ES206 


561922 


2067.A14.gz43_270986 


M00055397A:B10 


ES 206 


562236 


2067.A23.gz43__271 130 


M00055397AC06 


ES 206 


154980 


2067 .A24.gz43_271 146 


M00055397A:H07 


ES 206 


556380 


2067.B06.gz43_270859 


M00055397B:F12 


ES 206 


562736 


2067.B08.gz43_270891 


M00055397D:A01 


ES 206 


562147 


2067.B12.gz43J70955 


M00055398AC11 


ES 206 


561438 


2067.B20.gz43_271083 


M00055398B:A05 


ES 206 


469852 


2067.B21.gz43_271099 


M00055398B:C05 


ES 206 


456687 


2067.B23.gz43_271131 


M00055398C:A11 


ES206 


555882 


2067.B24.gz43_271147 


M00055398C:D01 


ES 206 


448511 


2067.002^43^270796 


M00055398C:F07 


ES206 


511792 


2067.C06.gz43_270860 
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ESNo 


ChisterlD 


Sea uen ceName 


M00055399C:A08 


ES206 


513715 


2067.C21 .gz43_271 100 


M00055400B:H12 


ES 206 


562029 


2067.D19.gz43_271069 


M00055400D:G01 


ES 206 


556382 


2067.E04.gz43 270830 


M00055401A:C08 


ES 206 


449258 


2067.E06.gz43 270862 


M00055401D:E03 


ES 206 


551731 


2067.E21.gz43 271102 


M00055402A:A05 


ES 206 


561206 


2067.F02.gz43_270799 


M00055402A:H03 


ES 206 


98869 


2067.F06.gz43 270863 


M00055402C:C12 


ES 206 


551928 


2067.F22.gz43 271119 


M00055402D:A11 


ES 206 


486834 


2067 G02 ez43 270800 

mm* V/ \J I » \J \SX# >fi4< 1 W mm* 9 \J W V V 


M00055402D:H04 


ES 206 


562059 


2067.G06.gz43 270864 


M00055403A:C07 


ES206 


555856 

mJ mS mJ \J \J 


2067Gllez43 270944 

X-*W # • VpJ X X 9 f~\ m 4* mJ mmt / \J *f ■ 1 


M00055403B:A05 


ES 206 


490060 


2067G16ez43 271024 


M00055403B:A10 


ES 206 


558180 


2067G18ez43 271056 


M00055403BD04 


ES 206 


555726 


2067 G21 ez43 271104 


M00055403B:D07 


ES 206 


553173 


2067G22ez43 271120 


M00055403B-G09 


ES 206 

liL/ m\m \J \J 


551675 


2067G23ez43 271136 

mm* W # « \JX««/ itttiTJ XV f X> X \/ 


M00055403B:G12 


ES 206 


561236 


2067G24ez43 271152 


M00055404AB10 


ES 206 


561325 


2067H10ez43 270929 

A*V\# # till ViCu i J X. / \J ^ 


M00055404AD08 


ES 206 


553766 


2067H12ez43 270961 

£~f\J\J t «X X X X^ « f_J* ** mJ mm* f \J ^ \J X 


M00055404CC11 


ES 206 


530715 


2067H23ez43 271137 


M00055405AA02 


ES 206 


561236 


2067 105 ez43 270850 


M00055405AC01 


ES 206. 


452761 


2067 106 ez43 270866 


M00055405AG11 


ES 206 


419489 


2067 107 ez43 270882 

X*W^/ # • IV * • fmy&J T mJ mm* t \J V VJ mmt 


M00055405B:H05 


ES 206 


554742 


2067.I10.gz43 270930 


M00055405B:H06 


ES 206 


473617 


2067.Ill.gz43 270946 


M00055405C:C04 


ES 206 


63669 


2067J13.gz43_270978 


M00055405C:H07 


ES 206 


559102 


2067.114.gz43_270994 


M00055405D:G05 


ES 206 


551617 


2067.I20.gz43 271090 


M00055406B:E07 


ES 206 


562584 


2067.J05.gz43 270851 


M00055406B:F10 


ES 206 


562369 


2067.J07.gz43 270883 


M00055406DA03 


ES 206 


491260 


2067.J13.gz43 270979 


M00055406D:C10 


ES 206 


487893 


2067.J16.gz43 271027 


M00055406DG12 


ES 206 


557853 


2067.J18.gz43 271059 


M00055407AF08 


ES 206 


465828 


2067J24ez43 271155 

mm*\J\J i ♦ J X* ■ 4 f~j € iW mJ Amp t X XmJmmf 


M00055407B:G07 


ES 206 


550730 


2067.K02.gz43 270804 


M00055407CE04 


ES 206 


465284 


2067K06ez43 270868 


M00055407C:G04 


ES 206 


556105 


2067.K08.gz43_270900 


M00055407C:G11 


ES206 


560252 


2067.K09.gz43_270916 


M00055408A:A05 


ES206 


561212 


2067.K15.gz43_271012 


M00055408A:F12 


ES 206 


66014 


2067.K23.gz43_271140 


M00055408AG09 


ES206 


446650 


2067.L01.gz43_270789 


M00055408B:G04 


ES206 


447800 


2067.L08.gz43_270901 


M00055408C:C04 


ES206 


451938 


2067.Lll.gz43_270949 


M00055408C:E04 


ES206 


559776 


2067.L13.gz43_270981 



865 



Table 13 





ESNo 

X^O 1 > VJ 


V^llXolClXXJ 


O CLjUCllUClN dxnc 


M00055408DE05 


ES 206 


J*t07J7 


7067 T 17 ar43 971045 

^UU / .XjX / .gi6*t«J /* / lv/*t J 


M00055408DE1 1 
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ES 206 


100821 

X vvUa> X 


2067 L23 pz43 271 141 


M00055409AE10 


ES 206 1 


516043 


2067 L24 P743 271 1 57 


M 0005 54 1 0C • G08 


ES 206 


550135 


2067 N05 0743 270855 


M00055410CH11 


ES 206 


562001 


2067 N08 0743 270903 


M0005541 0DB02 


ES 206 


288626 

&OOUAU 


2067 N09 0z43 270919 


M00055410TVG01 


ES 906 


633189 


2067 Nil 0743 270951 

AUU / .X > X X ,gA."J # U7J X 


M0005541 1 A-H04 


F^ 206 


JJOJOJ 


2067 N1 6 0747 971031 


M0005541 


F^ 9ftfi 


356058 


2067 N29 0743 271 1 77 


M0005541 1CF02 


F<? 206 


450060 


2067 O03 0743 270894 


]W00055412A-r , 05 


F^ 906 


440833 


2067 014 0t43 971000 


M000554 1 2 A F09 


F^ 906 


556734 


2067 015 0743 971016 


M00055417n-A07 


F^l 206 

XiO iUO 


495958 


7067 016 0743 771037 


M000554 1 7T> A 1 9 


F^l 206 

xjo z.\jlj 


560838 


2067 P03 0743 270825 


M0005 54 1 7 A • A 02 


FS 906 ' 


540000 


2067 P07 0743 270889 




F^l 906 


446171 


7067 P19 0747 971081 










ivyrnfift495R7TYFft7 


F^ 9ft7 


459904 


9078 A 1 0 0743 9691 68 




FC 907 




9ft7R All 0^47 9601 R4 


lVlUUU t *Z J ODD.AUH 


F*I 9ft7 


451729 


9078 A99 0747 969760 


ivyf nnn49 ^ r/to- a no 


F<2 9ft7 


4510^^ 
*f j i 


907R A97 0747 969776 


M00049 5 R6H- A 1 0 


F<5 9ft7 


44R45^ 


9078 A94 0747 969792 


x/rnnndo ^ r^p Fft i 


F<2 9ft7 


45109^ 


2078 R07 0747 969057 


M0n0495R6TYC07 

AVIV VUHi J O O U . V/ Vi / 


F^ 907 
xvO / 


45186R 

tJ X ouo 


9078 R06 0747 769105 


M000495R713Ci07 


F<5 9ft7 

XvO Av / 


459260 


2O78BO9 0z43 269153 


M000495RR A01 ft 


F^ 9ft7 


50R0RR 


7078 R1 6 0743 769265 


M000495RRr , -F07 


F^ 9ft7 


505858 


2078 R1 9 0743 969313 

Z-U / O.JJ 17.g£^J Z,U7J 1 J 


\yf 0ftft47 5 RQ A -frft^ 


F^l 9ft7 




707R R7 1 0747 969745 


lV/f ftflft47 ^ R OR -Dft4 


F<2 9ft7 


504007 


9078 R92 0747 269761 


M0004958QJ7-F07 


F^l 9ft7 


459066 


2078 1377 0747 269377 


TVT00049 5 890-008 

1VX vuUHa J O -*1V .X-/U O 


F^ 907 


41 5825 


2078 C08 0z43 269138 


M00049589O-F09 


F^i 907 


452189 


9078 C09 0743 269154 


Mftftft49 50ftR*Oft9 


V<s 9ft7 


5ft7740 


2078 P1 1 0743 269186 


Mft0049590r-C09 


FQ 207 

XiO / 


418340 

*T 1 0-?*TVJ 


2078 CI 2 0743 269202 


M00049691Rfr01 


F<s 907 


459257 


2078 C16 0z43 269266 


M0004969 1 0* Aft7 


F^ 9ft7 

XvO £\J 1 


-sm 4.01 


2078 PI 9 0743 269314 


M00042622C:H12 


ES207 


452315 


2078.D03.gz43_269059 


M00042623B:B09 


ES207 


451802 


2078.D06.gz43_269107 


M00042623D:C02 


ES 207 . 


447210 


2078.D09.gz43_269155 


M00042624D:B05 


ES207 


452462 


2078.D14.gz43_269235 


M00042625B:H10 


ES207 


517247 


2078.D20.gz43_269331 


M00042625D:C07 


ES207 


511746 


2078.E06.gz43_269108 


M00042625D:E08 


ES207 


513888 


2078.E07.gz43_269124 
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M00042626B:A12 


ES207 


452432 


2078 .E 1 0.gz43_269 1 72 


M00042626D:D12 


ES 207 


452031 


2078.E16.gz43 269268 


M00042627B:A10 


ES 207 


452376 


2078E18az43 269300 

Xj VJ 9 VJ • J— ' X V j" X* w ✓ w V/ 


M00042628B:G1 1 


ES207 


451401 


2078 F04 ez43 269077 


M00042628C:G10 


ES207 


516522 


2078.F06.gz43 269109 


M00042628D:F12 


ES 207 


447904 


2078 F08 ez43 269141 


M00042629A:E11 


ES 207 


452052 


2078 Fll ez43 269189 

X^V/ 9 VJ *X X X » fii s £.if X*VJ«>/ X VJ 


M00042630BC04 


ES 207 


451885 


2078 F20 ez43 269333 


M00042630CC12 


ES 207 


503499 


2078 F22 ez43 269365 


M00042951D:C05 


ES207 


451841 


2078 G05 ez43 269094 


M00042952AH12 

1"JL V V/ V/^ Xv &*JL X«X X A X* 


ES207 


452324 


2078G10ez43 269174 


M00042952BA08 


ES 207 


500853 

*J V/ \J VJ fe/ 


2078 Gil ez43 269190 


M00042952B:C08 


ES 207 


451887 


2078.G12.gz43_269206 


M00042952C:H09 


ES 207 


452323 


2078 G16 ez43 269270 


M00042953B:D02 


ES207 


504560 


2078.H01.gz43 269031 


M00042954AF04 


ES207 


452142 


2078 HI 2 ez43 269207 


M00042954DD04 


ES 207 


451993 


2078 HI 8 ez43 269303 


M00042955D*C02 


ES 207 


502815 


2078 102 ez43 269048 


M00042955DH03 


ES 207 


448594 


2078 104 ez43 269080 


M00042956AH02 

,L~X\/V/V/» A**'./ \/ik.X 1V<> 


ES 207 


448090 


2078 105 ez43 269096 


M00042957AD06 


ES207 


451994 


2078 112 ez43 269208 

Xtf V/ f VJ < X X X* •fmf&*+* «V/XvV/ 


M00042957DC09 


ES 207 


451929 


2078 118 ez43 269304 

X^ V/ r VJ . X X VJ . fiijl V ✓ V/ ■ 


M00042958BH04 


ES 207 


452981 


2078 J02 ez43 269049 

X* V/ # VJ * v VJ Xrf »g£j i */ A*V// XJ^T ^ 


M00042958CD04 


ES 207 


512721 


2078 J03 cz43 269065 


M00042958CG10 


ES 207 


516018 

«/ xv/vxo 


2078J04sz43 269081 


M00042959AB07 


ES207 


423578 


2078 J06ez43 269113 

XVw / VJ « «J x/ VJ • C^Xrf > «/ X«V// X X 


M00042959AE08 


ES 207 


514142 


2078 J08 ez43 269145 


M00042959B*E11 


ES 207 


514160 


2078 Jll ez43 269193 


M00042959C-C06 


FS 207 




2078J12pz43 269209 


M00042959D AOS 


FS 207 


510169 


2078 T14 P743 269241 


M00042960A*B 1 0 


ES 207 


448332 


2078 J17 ez43 269289 


M00042960DC11 


ES 207 


512051 


2078 K03 cz43 269066 

XW V/ # VJ • X V/ vfrn^+jw ^ WW 


M00042962A-G04 


ES 207 


452899 


2078 K12 ez43 269210 


M00042962B-A03 


ES 207 


44643 8 


2078K13az43 269226 


M00042962CD05 

Iflw VJ x/ vX» V^f • X-r \y 


ES207 


513155 


2078.K16.gz43_269274 


M00042962DB09 


ES 207 


511351 


2078 K18 ez43 269306 

X# v f VJ ftX X VJ »£^y9 ** *^ V/ V 


M00042963BA02 


ES 207 


452459 


2078 K23 ez43 269386 


M00042963B:E12 


ES 207 


514594 


2078.L02.gz43_269051 


M00042963D:F11 


ES 207 


452801 


2078.L07.gz43_269131 


M00042964C:D06 


ES 207 


513156 


2078.L.16.gz43_269275 


M00042964C:D10 


ES 207 


513168 


! 2078.L17.gz43_269291 


M00042964D:C02 


ES 207 


512059 


2078.L21.gz43_269355 


M00042965A:B03 


ES 207 


452506 


2078.L23.gz43_269387 


M00042965A:G02 


ES 207 


516415 


! 2078.M01.gz43_269036 
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M00042965B:GO8 


ES 207 


452898 


2078.M04.gz43_269084 


M00042965C:A05 


ES 207 


! 452454 


2078M06ez43 269116 


M00042965C:E06 


ES207 


452775 


2078 .M07.gz43_269 132 


M00042967A:E06 


ES207 


513585 


2078.M 1 8 .gz43__269308 


M00042969B:E01 


ES 207 


505679 


2078.N04.gz43_269085 


M00042969B:G10 


ES207 


452279 


2078 .N05 .gz43_269 1 0 1 


M00042970D:D02 


ES 207 


452695 


1 2078.N16.gz43 269277 


M00042971A:B09 


ES 207 


510717 


2078.N17.gz43 269293 


M00042971A:D12 


ES 207 


452662 


2078.N19.gz43_269325 


M00042972C:F07 


ES 207 


451618 


2078.O04.gz43_269086 


M00042972C:F09 


ES 207 


373239 


2078.O05.gz43 269102 


M00042973B:B10 


ES 207 


452500 


2078.O09.gz43_269166 


M00042974D:B07 


ES 207 


456545 


2078.O17.gz43_269294 


M00042975CA08 


ES 207 


450805 


2078.02 l.gz43_269358 


M00042975D:G07 


ES 207 


453124 


2078 .P01 .gz43_269039 


M00042976B:F05 j 


ES 207 


506920 


2078 .P03 .gz43_26907 1 


M00042978B:F03 


ES 207 


452833 


2078.P 1 7 .gz43_269295 


M00042978D:E02 


ES 207 


27534 


2078.P20.gz43_269343 


M00042982C:G02 


ES 207 


448687 


2079. Al 8 .gz43_27 1818 


M00042983A:E09 


ES207 


504880 


2079.A22.gz43 271882 


M00042983D:A03 


ES 207 


456756 


2079.B06.gz43 271627 


M00042985BC05 


ES 207 


448200 


2079 B14 ez43 271755 


M00042985B:F05 ; 


ES 207 


506372 


2079B15ez43 271771 


M00042985C:B03 


ES 207 


451811 


2079B16ez43 271787 


M00042985CD02 


ES 207 


504501 


2079B17ez43 271803 


M00042985C:D04 


ES 207 


451491 


2079.B18.gz43 271819 


M00042986B:E06 


ES 207 


447445 


2079.B22.gz43 271883 


M00042986CB07 


ES 207 


501534 


2079B24ez43 271915 


M00042987C:E04 


ES 207 


505226 


2079.C06.gz43 271628 


M00042988DG10 


ES 207 


452220 


2079.C13.gz43 271740 


M00042989CA06 ! 


ES 207 


510254 


2079.C 1 5 .gz43_27 1 772 


M00042989C:B07 


ES 207 


511348 


2079. C 1 6 .gz43_27 1 78 8 


M00042989D:A07 


ES 207 


509505 


2079.C20.gz43 J27 1 852 


M00042990A:E05 


ES 207 


448813 


2079.C2 1 .gz43_27 1 868 


M00042990B:A08 


ES 207 


500795 


2079.C23.gz43_271900 


M00042991B:G01 


ES 207 


452874 


2079.D05.gz43_271613 


M00042991C:C02 


ES 207 


238196 


2079.D06.gz43_271629 


M00042991D:C09 


ES 207 


452603 


2079.D09.gz43_271677 


M00042991D:F06 


ES 207 


452830 


2079.D12.gz43_271725 


M00042992B:B03 


ES207 


451812 


2079.D15.gz43_271773 


M00042992B:B11 


ES 207 


502343 


2079.D16.gz43_271789 


M00042992D:H02 


ES 207 


75212 


2079.D19.gz43_271837 


M00042993A:D12 


ES 207 


513178 


2079.D21.gz43J271869 


M00042993B:C12 


ES 207 


446520 


2079,D23.gz43_271901 
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M00042994C:C09 


ES 207 


503628 


2079.E05.gz43 271614 


M00042995C:E04 


ES 207 


455716 


2079.Ell.gz43 271710 


M00042996D:D12 


ES 207 


453804 


2079.E21.gz43 271870 


M00042997B:B07 


ES 207 


451806 


2079.E23.gz43 271902 


M00042999A:D01 


ES 207 


403634 


2079.F07.gz43 271647 


M00043000C:H06 


ES 207 


509027 


2079.F14.gz43 271759 


M00055413C:G09 


ES 207 


556126 


2067.P21.gz43 271113 


M00055414C:C02 


ES 207 


456520 


2068.A13.gz43 271354 


M00055414D:G10 


ES 207 


482425 


2068.A21.gz43 271482 


M00055415D:C12 


ES 207 


561500 


2068.B15.gz43 271387 


M00055415D:E10 


ES 207 


204557 


2068.B17.gz43 271419 


M00055416A:C04 


ES 207 


561497 


2068.B21.gz43 271483 


M00055416BF11 


ES 207 


561770 


2068.C07.gz43 271260 


M00055416D:B03 


ES 207 


562477 


2068.C12.gz43__271340 


M00055416D:D11 


ES 207 


558679 


2068.C14.gz43_271372 


M00055416DH11 


ES 207 


555880 


2068.C18.gz43 271436 


M00055417AG11 


ES 207 


131130 


2068.C21.gz43_271484 


M00055417CA05 


ES 207 


550166 


2068.D04.gz43_271213 


M00055417C:G03 


ES 207 


561112 


2068.D05.gz43 271229 


M00055417DD08 


ES 207 


557760 


2068.D08.gz43_271277 


M00055417DH08 


ES 207 


470667 


2068,D10.gz43_271309 


M00055418AC12 


ES207 


561454 


2068.D12.gz43 271341 


M00055418AE07 


ES 207 


561682 


2068.D15.gz43J271389 


M00055418AF03 


ES 207 


560252 


2068D16ez43 271405 


M00055418A:H04 


ES 207 


554774 


2068D17ez43 271421 


M00055418CD08 


ES 207 


418562 


2068.E05.gz43 271230 


M0005541 8DA03 


ES 207 


552561 


2068.E10.gz43 271310 


M00055418DB05 


ES 207 


630348 


2068.Ell.gz43 271326 


M00055419DD04 


ES 207 


561646 


2068.F04.gz43 271215 


M00055419DH07 


ES 207 


550018 


2068.F09.gz43 271295 


M00055420AE12 


ES 207 


561707 


2068.F14.gz43 271375 


M00055420AF01 


ES 207 


558958 


2068.F15.gz43_271391 


M00055420C:E08 


ES 207 


524736 


2068.F22 .gz43_27 1 503 


M00055421A:A09 


ES 207 


556793 


2068.G10.gz43_271312 


M00055421B:E05 


ES 207 


58680 


2068.G22.gz43_271504 


M00055421CF06 


ES 207 


561837 


2068.H09.gz43_271297 


M00055421CG07 


ES207 


491728 


2068.H1 1 ,gz43_271329 


M00055421D:G11 


ES207 


559884 


2068.H16.gz43_271409 


M00055422B:B01 


ES 207 


554489 


2068.H22.gz43_271505 


M00055422C:E10 


ES 207 


554028 


2068.109.gz43_271298 


M00055422D:E12 


ES 207 


631966 


2068.112.gz43_271346 


M00055423A:A10 


ES207 


561180 


2068.114.gz43_271378 


M00055423A:D02 


ES207 


560118 


2068.115.gz43_271394 


M00055423A:G08 


ES207 


449356 


2068.116.gz43_271410 
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M00055423B:A06 


ES207 


553987 


2068 117 sz43 271426 

X»WU.X1 / •<p£/T«J X» 1 X ~Z*\J 


M00055423C:C11 


ES 207 


559514 


! 2068J04ez43 271219 

VVJ .J V/ i . gtiTJ Xr 1 X X* X J 


M00055423C:D05 


ES207 


559385 


2068 JOS ez43 271235 


M00055424A:A08 


ES 207 


556511 


2068 J12 2z43 271347 


M00055424A:C10 


ES 207 


492982 


2068 J13 ffz43 271363 


M00055424A:F04 


ES 207 


512392 


2068 J15 ez43 271395 

ifcvVJO.J 1 J.ftAi'TJ X> / 1J7J 


M00055424A:F06 


ES 207 


48977 


2068J16ffz43 271411 

LUV/O.J lU.gZ.7J X. / 1711 


M00055424B:D04 


ES 207 


559380 


2068 K01 cz43 271172 

/wV/UU . 1VV 1 >gLi I J Xs / 11/ Zi 


M00055425A:H03 


ES 207 


554953 


2068 K14 ez43 271380 


M00055425B:D12 


ES 207 


561645 


2068K17ez43 271428 


M00055425B:F06 


ES 207 


493410 


2068K20ez43 271476 


M00055471C.A06 


ES 207 


412282 


2068 L13 ez43 271365 


M00055471C:B01 


ES 207 


492876 


2068.L14.gz43 271381 


M00055471C:D04 


ES 207 


447098 


2068L16ez43 271413 


M00055472A:B12 


ES 207 


561411 


2068 M05 ez43 271238 


M00055472AF02 

XWXV t X*X X*X \/X> 


ES 207 


468672 


2068 M08 ez43 271286 


M00055472A:H01 


ES 207 


551166 


2068 M09 ez43 271302 


M00055472CG11 


ES 207 


549511 


2068 M18 ez43 271446 


M00055472DH09 


ES 207 


562017 


2068 N03 ez43 271207 


M00055473B*D01 


ES 207 


556490 


2068N08ez43 271287 


M00055473BE10 


ES 207 


561718 


2068N10ez43 271319 


M00055473CA05 


ES 207 


559076 


2068 N12 ez43 271351 


M00055473CE06 1 


ES 207 


554181 


2068N15ez43 271399 


M00055473CH05 


ES 207 


522220 


2068 N16 ez43 271415 


M00055473D:E01 


ES 207 


561753 


2068 N20 ez43 271479 


M00055474AB05 


ES 207 


562302 


2068 N22 sz43 271511 


M00055474AG06 


ES 207 


449795 


2068 O03 ez43 271208 

x>v/v/u ■ wv/«^ • Kerr*/ x. / ii>uu 


M00055474B*G02 


ES 207 


486512 

TOW*/ X X* 


2068 O09 ez43 271304 


M00055474CH12 


ES 207 


555933 


2068 014 ez43 271384 


M00055474DE07 


ES 207 


268197 


2068 018 ez43 271448 


M00055475DA05 


ES 207 


417426 


2068 P12 ez43 271353 


M00055475D:A10 


ES 207 


562137 


2068 P14 ez43 271385 


M00055475D:B07 


ES207 


453715 


2068.P16.gz43_271417 


M00055475D:G08 


ES207 ! 


560700 


2068.P18.gz43l271449 










M00042611A:A01 


ES 208 


449068 


2089.A01.gz43 269708 


M00042612A:B06 


ES 208 


405102 


2089A06.gz43_269788 


M00042613AH01 


ES208 


453783 


2089A15.gz43_269932 


M00042613C:F06 


ES208 


453783 


2089A18.gz43_269980 


M00042614A.C04 


ES208 


520074 


2089.A22.gz43_270044 


M00042614AH02 


ES 208 


524157 


2089.A23.gz43_270060 


M00042614C:B09 


ES 208 


447446 


2089.A24.gz43_270076 


M00042614D:A12 


ES 208 


453220 


2089.B03.gz43_269741 


M00042616A:D03 


ES 208 


527590 


2089.B10.gz43_269853 
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M00042617OB07 


ES 208 


453385 


2089B20ez43 270013 


M00042618BG04 


ES 208 


453893 


2089 C03 ez43 269742 


M00043001AC10 


ES 208 


451850 


2079F16cz43 271791 


M0004300 IB-CO 1 

itiv v/ w e •»/ \j \j x x^ • w \y X 


ES 208 


503122 


2079F17ez43 271807 


M00043001BE02 


ES 208 


452969 


2079 F18 ez43 271823 


M00043001BH01 


ES 208 

X_/LJ ±m*\J \3 


452325 


2079F19ez43 271839 


M00043001CC03 


ES 208 

JUU Xr\J KJ 


451891 


2079F20ez43 271855 


M00043002AG09 


ES 208 


507450 


2079 F23 ez43 271903 

X*\J I ✓ .X X**J .ISpXfWmJ X* f X y V 


M00043002BE06 

iUwvv T«<» W X~XJ *Xmd\J\J 


ES 208 


454849 


2079F24ez43 271919 

X-\J 1 J .X A* • iT+t Xr t 1717 


M00043003AH07 


ES 208 


452976 


2079 Gil ez43 271712 


M00043003CA02 


ES 208 


452392 


2079 G15 ez43 271776 


M00043003CG10 


ES 208 

X^kJ X* W 


452866 


2079 G18 ez43 271824 


M00043003DD10 


ES 208 


455132 


2079G20ez43 271856 


M00043004AC08 1 


ES 208 


503625 


2079G22az43 271888 


M00043004AC10 


ES 208 


448381 


2079 G23 ez43 271904 


M00043005A*B06 


ES 208 

X^^J X*\/ XT 


452504 


2079H06ez43 271633 


M00043007BD12 


ES 208 

X-f U jbVU 


366607 


2079H24ez43 271921 


M00043007DF07 


ES 208 

X^L*S x* w 


452186 


2079.I05.gz43 271618 


M00043008DE12 

irivw • «/ v wx»#^a^ x <w 


ES 208 


504812 


2079 115 ez43 271778 


M00043008DH09 1 


ES 208 


508126 


2079 117 ez43 271810 

•faV (/ill / .gZlTJ Zr f 1U1V 




ES 208 


502984 


2079 119 ez43 271842 


M00043009BF1 1 


ES 208 


452160 


2079 120 &z43 271858 


M00043010BB02 


ES 208 

X-ikJ Xs\J KJ 


451794 


2079J09cz43 271683 


M0004301 IB-DO*} 


FS 208 


504431 


2079 J15 ez43 271779 


M0004301 IT-HOP 


xJO Z.V70 


508125 


2079J19ffz43 271843 

£>v(7,J17,g£i7J <£« / 1U7J 


M0004301 IDC 12 


ES 208 


502614 


2079J22ez43 271891 


M00043012AF02 


ES 208 


452110 


2079 K03 ez43 271588 


M00043012AF06 


ES 208 


453572 


2079K04sz43 271604 

Xt«\// y * iw i »gx i %/ x*/ x \y v/ r 


M00043012DA06 


ES 208 


449510 


2079 K10 ez43 271700 


M00043013BA06 


ES 208 

Jul/ Z>V/U 


500896 


2079 K13 cz43 271748 


M00043013C-A01 

1VX W v t .7 V/ i. — ' V/ «xV\7 X 


ES 208 


455117 


2079K16ez43 271796 

Xj\I 1 S • XV X V/ •KfXst'J X* 1 X # /U 


M00043013DF03 


ES208 


455621 


2079K18sz43 271828 


M00043014BG1 2 

XV X \J\J V7".J V7 I " U . VJ i I 


FS 208 


454226 


2079 K22 ez43 271892 


M00043014CF07 


ES 208 


505933 


2079 K23 ez43 271908 


M000430 1 4CG06 


ES 208 


507066 


2079K24ez43 271924 

X*\J I S . X Vl>T . fj* X* 1 X *S X*~ 


M00043017DB06 


ES 208 


455855 


2079L13ez43 271749 


M00043020A-A03 


ES 208 


452440 


2079 L15 ez43 271781 


M00043020A:G12 


ES208 


452922 


2079.L16.gz43_271797 


M00043021AA09 


ES 208 


452445 


2079.L18.gz43_271829 


M00043021A:B06 


ES 208 


452528 


2079.L19.gz43_271845 


M00043021A:C04 


ES208 


454286 


2079.L20.gz43_271861 


M00043021A:H06 


ES208 


| 453078 


2079.L21.gz43_271877 


M00043021B:H03 


ES 208 


452973 


2079.L22.gz43_271893 


M00043021D:F10 


ES208 


514824 


2079.M01.gz43_271558 
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M00043022D:A07 


ES 208 


500622 


2079.M06 .gz43_27 1 63 8 


M00043023D:D06 


ES 208 


513381 


2079.M13.gz43_271750 


M00043024B:H11 


ES208 


453079 


2079.M20.gz43_271862 


M00043025A:C01 


ES 208 


456755 


2079 M22 ez43 271894 


M00043025A:D09 


ES 208 


452648 


2079.M23.gz43 271910 


M00043026D:D06 


ES 208 


452031 


2079.Nll.gz43 271719 


M00043027B:C04 


ES 208 


452618 


2079.N14.gz43 271767 


M00043027D:G12 


ES208 


452873 


2079N18sz43 271831 


M00043028B:F08 


ES208 


454487 


2079N21ez43 271879 


M00043028C:H09 


ES208 


453038 


2079 N23 ez43 27191 1 

X# V/ / ✓ S X */_) tm +s A< f X ^ x X 


M00043029AE1 1 


ES 208 


452759 


2079 005 ez43 271624 


M00043029BC09 


ES 208 

X— /k-/ X*V/ \3 


512432 

*/ XX* ■ +J A* 


2079O07ez43 271656 


M00043029BF09 


ES 208 


269927 


2079O09gz43 271688 


M00043029BG10 


ES 208 


516799 


2079O10ffz43 271704 


M00043029CD01 


ES208 


448550 


2079.01 l.gz43 271720 


M00043030CB11 


ES 208 


452501 


2079.02 l.gz43 271880 


M00043030C:F03 


ES208 


515127 


2079.O22.gz43 271896 


M00043030D:G03 


ES 208 


449242 


2079.P01.gz43_271561 


M00043031A:B01 


ES 208 


452523 


2079.P02.gz43_27 1 577 


M00043032B:H01 


ES208 


452957 


2079.Pll.gz43 271721 


M00043033CC05 


ES208 


452611 


2079.P21.gz43 271881 


M00043033CD05 


ES208 


452611 


2079 .P23 .gz43_27 19 13 


M00043075A:B12 


ES208 


519109 


2089.C14.gz43_269918 


M00043076A:A09 


ES208 


518566 


2089.C22.gz43 270046 


M00043077BH01 

ATA W V • •/ w f r «X XV/ X 


ES 208 


448985 


2089.D07.gz43 269807 


M00043077DE12 


ES 208 

AWL/ X* V/ \J 


417549 


2089.D09.gz43 269839 


M00043077DF04 

1TXV W~«/ V # ' A*^ • X W 


ES 208 


522648 


2089.D10.gz43 269855 


M00043078CC04 


ES 208 

XVkl X* VS v/ 


519641 


2089.D14.gz43 269919 


M00043078CH05 


ES 208 


523732 


2089.D16.gz43 269951 


M00043079CD08 

liiw v i / -/ v.y • J*/ v/ v/ 


ES 208 


453554 


2089.D19.gz43 269999 


M00043079DG10 


ES 208 

X_/kJ XVV/ U 


523182 


2089 E01 ez43 269712 


M00043080A- C03 


ES 208 


451583 


2089 E02 ez43 269728 


M00043080BB05 


ES 208 


453297 


2089 E03 ez43 269744 


M00043080BC11 


ES 208 


519988 


2089E04ez43 269760 


M00043081DA10 


ES 208 


446614 


2089E09ez43 269840 


M00043082DB05 


ES 208 


454562 


2089E17ez43 269968 


M00043085CA03 


ES208 


453160 


2089 .E24.gz43_270080 


M00043086A:C02 


ES208 


453470 


2089.F03.gz43_269745 


M00043086D:B09 


ES208 


453248 


2089.F08.gz43_269825 


M00043087B:D10 


ES208 


449430 


2089.F13.gz43_269905 


M00043088B:D07 


ES208 


395536 


2089.F16.gz43_269953 


M00043089A:D06 


ES208 


520616 


2089F21.gz43_270033 


M00043090B:H06 


ES208 


524470 


2089.F24.gz43_270081 


M00043090D:H07 


ES208 


524478 


2089.G03.gz43_269746 
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M00043091C:H05 


ES 208 


530656 


! 2089 G07 ez43 269810 


M00043091C:H08 


ES 208 


454910 


2089 G08 ez43 269826 


M00043091D:C01 


ES 208 


454374 


2089G09ez43 269842 


M00043091D:F03 


ES 208 


402242 


2089Gllez43 269874 


M00043092D:D06 


ES 208 


454531 


2089G18ez43 269986 


M00043093A:A06 


ES 208 


454177 


2089G20ez43 270018 


M00043093D:F12 


ES 208 


454701 


2089 H02 ez43 26973 1 


M00043094A.-F01 


ES 208 


529219 


2089 H03 ez43 269747 


M00043094C:A12 


ES 208 


525023 

mm/ St-t \J 4m* mm* 


2089 H06 ff743 269795 


M00043096A:B02 


ES 208 


449202 


2089H12az43 26Q8Q1 


M00043096AE01 


ES 208 


528134 


2089 HI 3 074^ 26QQ07 


M00043096CD02 


ES 208 

M—iU &t\J \J 


454509 


2089H16az43 2699S5 


M00043096CH04 


ES 208 


451972 


2089 HI 7 ffz43 269971 


M00043097AD11 


ES 208 


527873 


2089 H21 £t43 7700^5 


M00043097AF06 


ES 208 


387530 


2089 H97 o-r4^ 7700^ 1 


M00043097DB12 


ES 208 


454226 


2089 T02 e-74^ 76Q7^7 


M00043100CD08 


ES 208 


453533 


2089 T15 D-741 26QQ40 


M00043100DC12 


ES 208 


520057 


2089 117 ez43 269972 


M00043101AF12 


ES 208 


522548 


2089 T20 ff741 970070 


M00043101CF12 


ES 208 


453846 


2089 122 d-741 9700^9 


M00043102AB10 


ES 208 i 


453364 


2089 J01 ez41 269717 


M00043102AG12 


ES 208 


523590 


2089 J04 ez43 269765 


M00043102BF05 


ES 208 I 


453761 


2089 J05 0-741 26Q781 


M00043102DC05 

xtxv w x \JAt±*f , 


ES 208 


446728 


2089 J09 ez43 269845 


M00043102DF11 


ES 208 


453766 


7089 J1 1 0741 969877 


M00043103AG05 


ES 208 


449335 


2089 J 12 ez43 269893 


M00043104B:C09 


ES 208 


453494 


2089J20cz43 270021 


M00043105A:F02 


ES 208 


453809 


2089 K01 ez43 269718 


M00043106BF07 


ES 208 


450287 


2089Kllez43 269878 


M00043106OD05 


ES 208 

JUu Ag\J SJ 


453572 


2089 K12 ez43 269894 

<tiVP7 .IVlZi.LfalJ Z«U707^ 


M00043107AE07 


ES 208 


453726 


2089K17&743 269974 


M00043 1 07D H04 


ES 208 


450566 


2089 K91 0741 970018 


M00043108BA01 


ES 208 


4*53 119 


9089 1C91 0741 270070 


M00043108BD12 


ES 208 


453549 


2089 L01 ov41 269719 


M00043109CF04 




454720 

*tj*t # x<V/ 


9089 1 06 0741 269799 

^V/07. X^V7\J .£^c, t T J 4U7/77 


M00043131BA1 1 

itivv/wtJ X*7 lly.il x J. 


ES 208 

X-/L7 x.V/0 


454134 


9089 L07 0741 26981 5 


M00043131BG10 

A'l W V 1 X — ' X X^. VhJ X V 


ES 208 


454825 


2089 L1 1 0743 269879 

A,\JQS.XJL ' i f\ AtVJ^tJ I ^ 


M00043131C:A11 


ES208 


451391 


2089.L13.gz43_26991 1 


M00043131D:B02 


ES208 


525719 


2089.L15.gz43_269943 


M00043132C:D02 


ES208 


454483 


2089.L22.gz43_270055 


M00043134C:D06 


ES208 


454518 


2089.M09.gz43_269848 


M00043135C:E07 


ES 208 


454550 


2089.M12.gz43_269896 


M00043135D:A11 


ES208 


454126 


2089.M13.gz43_269912 


M00043135D:C07 


ES208 


526575 


2089.M14.gz43_269928 
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M00043136A:D03 


ES208 


527361 


1 2089.M17.gz43_269976 


M00043137C:D02 


ES 208 


452936 


! 2089.N04.gz43_269769 


M00043137D:D10 


ES 208 


454438 


2089.N06.gz43J269801 


M00043138A:H03 


ES 208 


523753 


2089.N09.gz43 269849 


M00043138B:B08 


ES 208 


407275 


2089.N10.gz43 269865 


M00043138B:F02 


ES 208 


93125 


2089.N12.gz43_269897 


M00043138B:G11 


ES 208 


437064 


2089.N13.gz43__269913 


M00043138C:D09 


ES208 


449394 


2089.N15.gz43 269945 


M00043139O.A05 


ES 208 


524622 


2089.N23.gz43 270073 


M00043139D:A06 


ES 208 


524624 


2089.O02.gz43_269738 


M00043140C:D03 


ES 208 


527446 


2089.O04.gz43 269770 


M00043140C:H11 


ES208 


530919 


2089.O07.gz43 269818 


M00043141C:C12 


ES 208 


415326 


2089.O10.gz43 269866 


M00043141D:A12 


ES 208 


454129 


2089.O13.gz43 269914 


M00043144D:H01 


ES 208 


454050 


2089.P03.gz43 269755 


M00043146C:D10 


ES 208 


520595 


2089.P09.gz43 269851 


M00043146CF10 


ES 208 

X^h^ X* V/ \J 


453756 


2089P10ez43 269867 


M00043146D:H03 


ES 208 


455941 


2089 P13 ez43 269915 

X*W^»X. X tft*^T>/ x*^ 


M00043147DH03 ! 

JkWAVVV V X ■ * X~r # X XV/ ^ r 


ES 208 


524363 


2089P15ez43 269947 


M00043148C\E01 


ES 208 


453692 


2089 P17 ez43 269979 


M00043149B-A01 


ES 208 


453202 


2089 P20 ez43 270027 


M00043149DF02 


ES208 


522220 


2090 A03 ez43 273939 


M00043150AB12 


ES 208 


518949 


2090A04ez43 273955 

x*\/^ v»x x\/ i *fj* * i x* # w' w' 


M00043151BD02 


ES 208 


454460 


2090 A12 ez43 274083 


M00043152AF10 


ES 208 


454731 


2090A17ez43 274163 


M00043152AG08 


ES 208 


456723 


2090A18gz43 274179 


M00043152BJH04 


ES 208 


530939 


2090 A23 ez43 274259 


M00043153BB09 


ES 208 


519378 


2090.B01.gz43 273908 


M00043156C-E05 


ES 208 


528404 


2090.C03.gz43 273941 


M00043158AF03 


ES208 


522869 

X«f w V v/ *s 


2090.C12.gz43 274085 


M00043159AG01 


ES 208 I 


526449 


2090.C18.gz43_274181 


M00043160B-E05 


ES 208 


521840 


2090.D02.gz43 273926 


M00043162D.E06 


ES 208 


453730 


2090.D17.gz43_274166 


M00043168CF03 


ES 208 1 

X^rXJ XV Y/ vJ 


446768 


2090.F05 .gz43_273976 


M00043169A-F05 


ES 208 


453804 


2090.F09.gz43_274040 


M00043169A:H08 

XTXWV i^^r 1 V/i X,XX\/w 


ES 208 


524100 


2090.F1 1 .gz43_274072 


M00043169C-D10 


ES 208 


453569 


2090.F15.gz43_274136 


M00043171B:G05 


ES208 


523602 


2090.G12.gz43_274089 


M00043171D:G08 


ES208 


450784 


2090.G17.gz43_274169 


M00043172A:D08 


ES208 


401160 


2090.G18.gz43J74185 


M00043172C:B05 


ES208 


234270 


2090.G23.gz43_274265 


M00043172C:G06 


ES208 


453946 


2090H01.gz43_273914 


M00043172D:H03 


ES208 


128749 


2090.H06.gz43_273994 


MQ0043173B:F03 


ES208 


453354 


2090Hll.gz43_274074 
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M00043173C-B05 


ES 208 


453256 


7090 Rl 1 ot41 974 1 06 


M00043173CD12 


ES 208 


520599 


?090H15a741 774118 


M00043174A , G04 


ES 208 


454810 


7090 HI 7 0741 7741 70 


M00043174BB06 


ES 208 


413693 


7090 HI R <rz41 7741 86 


M00043174CC06 


ES 208 


526733 


9090 H90 0^41 9749 1» 
z.\jy\j .xxZU .gz*0_^Z / *f Z x 0 


M00043176CA01 

JLY1UUUTJ X f UV^tAv X 


ES 208 


r 575315 


9000 Tl 1 »«y41 97407-S 


M00043176CE12 


ES 208 


454664 


9090 Til <rz41 974107 










M00047S97AHO? 


FS 209 

XwO LV7 


51914? 

■JDy XHZ 


9009 AH7 fr«y41 9744^6 


M00042594CD02 


FC 209 


455405 


909? A 99 o^41 974796 


M00042595AB07 


ES 209 

Xru £*\jy 


447278 


209? R01 <rr41 774191 


M00047599DF07 

IYXVUl/*TZJ>'i'X-/.IZfV / 


FS 209 


4^5460 


7097 R15 ot41 974615 


M00042600DR08 


FS 209 


4551 17 

tJ-' IX/ 


709? R90 crr41 974605 


M00042600D-F1 1 


FS 209 

XwO £*\jy 


457397 


9099 R91 crz41 974711 


M00042637CF12 


FS 209 


536171 


9099 R7? 0741 974797 


M00042637DB12 


FS 209 


455814 


709? R91 ov41 974741 


M00042638D(t1 0 

ItXI/V/V*T^\/ J OX-/. VJ x V 


FS 209 


455784 


709? P0? 0^41 974408 


M0004263 9DH04 


FS 209 


455880 


?09? C09 0741 774570 


M0004?640r*C1 0 


FS 709 


455701 


709? PI 1 cr741 77455? 


mooo4?640TVdo i 

lYXUUUtZU'tU.L^.X./V/ X 


FS 709 i 

XZfO JL\jy 


455175 


7097 PI? 0-741 77456R 


M00043178C-r01 


FS 209 


454174 


7090 T?? 0741 774751 

ZU^U.xZZf.gZi'TJ Zp /*tZJ JL 


M00041 1 78Cfr06 


FS 709 


57974? 


7090 T?4 t«^41 774781 


M000411 80PR07 

1YX v \J V/*T«7 X O V V> . U vZ> 


FS 709 


457375 


7090 T08 a^41 774078 


Mooo4ii8icno 


FS 709 


576519 

JZOJJ7 


7090 T14 »741 774174 


M00041181C-F06 


FS 209 
no £*\jy 


579017 


?090T15a741 774140 

ZU7U.J 1 J .gZt J_Z / *T X*+U 


M00041 1 R7R-C0? 


FS 709 

JDO Zv/3f 


4S411 1 


9090 T18 &-z41 974188 
zuyv/.j xo.gz*tj^z /*tioo 


M00041 i RU-roi 


FS 709 


454161 


9090 ICO? a^41 771911 


M00041 1 81C-R08 


FS 209 
Xvo ±-yjy 


575781 


7090 TC06 <rr41 771997 


M00041 1 84TY AO? 


FS 709 
xjO £*\jy 


447^16 


?090K17ar41 774171 

ZU7V.JVX / .git J Z/*tX/J 


M00041 1 84FVO06 


FS 709 

X-O i,U7 


417 1 59 


7090 K?0 <X741 774771 

Zu"U.XVZv/.gZ t t^ Z/t-ZZI 


M00041 1 85R-nO? 

lVXvV/x/'T.J J.O.JXJ.XSI/Z 


FS 709 


577679 


7090 T 01 0741 771918 

ZU7V/.LrU X .gZ*T-J Z / J710 


M00041 1 86C- A 1 1 


FS 709 


57479 1 

Jit / z» X 


9000 T 07 a741 974014 


M00041 1 86TV A 06 


FS 709 


574706 


90Q0 T 09 Q741 974046 


M00041 1 86DR09 


FS 709 


495455 


9090 T 1 0 <*741 97406? 


M 00043 1 87BG01 


FS 209 


510094 


7090 T 1 2 P743 774094 
zv/7i/.xwxz..g£*T.j z.i mm T\jyt 


M00043187CF06 


FS 209 


528369 


7090 T 13 ffz43 2741 10 


M00043187DH04 


FS 709 
xwO £*\jy 


530971 

jj\jy / x 


7090T16jt743 774158 


M00043188D:B07 


ES 209 ! 


525456 


2090.L17.gz43_274174 


M00043189C:F08 


ES209 


528981 


2090.M02.gz43_273935 


M00043189D-.B11 


ES209 


452231 


2090.M05.gz43_273983 


M00043190A:B10 


ES209 


454202 


2090.M07.gz43_274015 


M00043191C.G05 


ES209 


404081 


2090.M17.gz43_274175 


M00043192B:H06 


ES209 


453983 


2090.M20.gz43_274223 


M00043193C:G11 


ES 209 


523674 


2090.N04.gz43_273968 
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M00043193C:H09 


ES 209 


452775 


2090.N06.gz43_274000 


M00043194A:G06 


ES 209 


453890 
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We Claim: 

1 . An isolated polynucleotide comprising a nucleotide sequence which hybridizes under 
stringent conditions to a sequence selected from the group consisting of SEQ ID NOS: 1-6010. 

2. An isolated polynucleotide comprising at least 15 contiguous nucleotides of a nucleotide 
sequence having at least 90% sequence identity to a sequence selected from the group consisting of: 
SEQ ID NOS:1-6010, a degenerate variant of SEQ ID NOS:1-6010, an antisense of SEQ ID 
NOS: 1-6010, and a complement of SEQ ID NOS: 1-6010. 

3. An isolated polynucleotide comprising at least 15 contiguous nucleotides of a nucleotide 
sequence selected from the group consisting of: SEQ ID NOS: 1-6010, a degenerate variant of SEQ 
ID NOS: 1-6010, an antisense of SEQ ID NOS:1-6010, and a complement of SEQ ID NOS: 1-6010. 

4. The isolated polynucleotide of claim 3, wherein the polynucleotide comprises at least 
100 contiguous nucleotides of the nucleotide sequence. 

5 . The isolated polynucleotide of claim 3, wherein the polynucleotide comprises at least 
200 contiguous nucleotides of the selected nucleotide sequence. 

6. An isolated polynucleotide comprising a nucleotide sequence of at least 90% sequence 
identity to a sequence selected from the group consisting of: SEQ ID NOS: 1-6010, a degenerate 
variant of SEQ ID NOS:1-6010, an antisense of SEQ ID NOS:1-6010, and a complement of SEQ 
ID NOS: 1-6010. 

7. The isolated polynucleotide of claim 6, wherein the polynucleotide comprises a 
nucleotide sequence of at least 95% sequence identity to the selected nucleotide sequence. 

8. The isolated polynucleotide of claim 6, wherein the polynucleotide comprises a 
nucleotide sequence that is identical to the selected nucleotide sequence. 

9. A polynucleotide comprising a nucleotide sequence of an insert contained in a clone 
deposited as ATCC Accession No. PTA-2027, PTA-2028, PTA-2029, PTA-2030, PTA-2031, 
PTA-2032, PTA-2033, PTA-2034, PTA-2035, PTA-2036, PTA-2037, PTA-2038, PTA-2039, PTA- 
2040, PTA-2041, PTA-2042, PTA-2043, PTA-2044, PTA-2045, PTA-2046, PTA-2047, PTA-2050, 
PTA-2051, PTA-2052, PTA-2053, PTA-2054, PTA-2055, PTA-2056, PTA-2057, PTA-2058, PTA- 
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2059, PTA-2060, PTA-2061, PTA-2062, PTA-2048, PTA-2049, PTA-2063, PTA-2064, PTA-2065, 
PTA-2066, PTA-2067, or PTA-2068. 

10. An isolated cDNA obtained by the process of amplification using a polynucleotide 

5 comprising at least 15 contiguous nucleotides of a nucleotide sequence of a sequence selected from 
the group consisting of SEQ ID NOS: 1-6010. 

11. The isolated cDNA of claim 10, wherein the polynucleotide comprises at least 25 
contiguous nucleotides of the selected nucleotide sequence. 

10 

12. The isolated cDNA of claim 10, wherein the polynucleotide comprises at least 100 
contiguous nucleotides of the selected nucleotide sequence. 

13. The isolated cDNA of claims 10, 11, or 12, wherein amplification is by polymerase 
15 chain reaction (PCR) amplification. 

14. An isolated recombinant host cell containing the polynucleotide according to claims 1, 
2,3, 6, 9, or 10. 

20 15. An isolated vector comprising the polynucleotide according to claims claims 1, 2, 3, 6, 

9, or 10. 

16. A method for producing a polypeptide, the method comprising the steps of: 
culturing a recombinant host cell containing the polynucleotide according to claims claims 

25 1, 2, 3, 6, 9, or 10., said culturing being under conditions suitable for the expression of an encoded 
polypeptide; 

recovering the polypeptide from the host cell culture. 

17. An isolated polypeptide encoded by the polynucleotide according to claims claims 1, 2, 
30 3, 6, 9, or 10. 

18. An antibody that specifically binds the polypeptide of claim 17. 
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19. A method of detecting differentially expressed genes correlated with a cancerous state 
of a mammalian cell, the method comprising the step of: 

detecting at least one differentially expressed gene product in a test sample derived from a 
cell suspected of being cancerous, where the gene product is encoded by a gene comprising an 
identifying sequence of at least one of SEQ ID NOS:1-6010; 

wherein detection of the differentially expressed gene product is correlated with a 
cancerous state of the cell from which the test sample was derived. 

20. A library of polynucleotides, wherein at least one of the polynucleotides comprises the 
sequence information of the polynucleotide according to claims 1, 2, 3, 6, 9, or 10. 

21. The library of claim 20, wherein the library is provided on a nucleic acid array. 

22. The library of claim 20, wherein the library is provided in a computer-readable format. 

23 . A method of inhibiting tumor growth by modulating expression of a gene product, the 
gene product being encoded by a gene identified by a sequence selected from the group consisting 
ofSEQIDNOS:l-6010. 
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